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(54) Title: SINGLE NUCLEOTIDE POLYMORPHISMS AS PREDICTIVE DIAGNOSTICS FOR ADVERSE DRUG REAC- 
TIONS (ADR) AND DRUG EFFICACY 

(57) Abstract: The invention provides diagnostic methods and kits including oligo and/or polynucleotides or derivatives, including 
as well antibodies determining whether a human subject is at risk of getting adverse drug reaction after statin therapy or whether 
the human subject is a high or low responder or a good a or bad metabolizer of statins. The invention provides further diagnostic 
methods and kits including antibodies determining whether a human subject is at risk for a cardiovascular disease. Still further the 
invention provides polymorphic sequences and other genes. 
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Single Nucleotide Polymorphisms as Predictive Diagnostics for Adverse Drug 
Reactions (ADR) and Drug Efficacy 

Technical Field 

5 

This invention relates to genetic polymorphisms useful for assessing the response to 
lipid lowering drug therapy and adverse drug reactions of those medicaments. In 
addition it relates to genetic polymorphisms useful for assessing cardiovascular risks 
in humans, including, but not limited to, atherosclerosis, ischemia/reperfusion, hyper- 

10 tension, restenosis, arterial inflammation, myocardial infarction, and stroke. 
Specifically, the present invention identifies and describes gene variations which are 
individually present in humans with cardiovascular disease, states, relative to humans 
with normal, or non-cardiovascular disease states, and/or in response to medications 
relevant to cardiovascular disease. Further, the present invention provides methods 

15 for the identification and therapeutic use of compounds as treatments of cardio- 
vascular disease ox as prophylactic therapy for cardiovascular diseases. Moreover, the 
present invention provides methods for the * diagnostic monitoring of patients 
undergoing clinic?d evaluation for the treatment of cardiovascular disease, and for 
monitoring the efficacy of compounds in clinical trials. Still further, the present 

20 invention provides methods to use gene variations to predict personal medication 
schemes omitting adverse drug reactions and allowing an adjustment of the drug dose 
to achieve maximum benefit for the patient. Additionally, the present invention 
describes methods for the diagnostic evaluation and prognosis of various cardio- 
vascular diseases, and for the identification of subjects exhibiting a predisposition to 

25 such conditions. 

Background of the Invention 

Cardiovascular disease is a major health risk throughout the industrialized world. 

30 

Cardiovascular diseases include but are not limited by the following disorders of the 
heart and the vascular system: congestive heart failure, myocardial infarction, 
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atherosclerosis, ischemic diseases of the heart, coronary heart disease, all kinds of 
atrial and ventricular arrhythmias, hypertensive vascular diseases and peripheral 
vascular diseases. 

5 Heart failure is defined as a pathophysiologic state in which an abnormality of 
cardiac function is responsible for the failure of the heart to pump blood at a rate 
commensurate with the requirement of the metabolizing tissue. It includes all forms 
of pumping failure such as high-output and low-output, acute and chronic, right- 
sided or left-sided, systolic or diastolic, independent of the underlying cause. 

10 

Myocardial infarction (MI) is generally caused by an abrupt decrease in coronary 
blood flow that follows a thrombotic occlusion of a coronary artery previously 
narrowed by arteriosclerosis. MI prophylaxis (primary and secondary prevention) is 
included as well as the acute treatment of MI and the prevention of complications. 

15 

Ischemic diseases are conditions in which the coronary flow is restricted resulting in 
an perfusion which is inadequate to meet the myocardial requirement for oxygen. 
This group of diseases include stable angina, unstable angina and asymptomatic 
ischemia. 

20 

Arrhythmias include all forms of atrial and ventricular tachyarrhythmias (atrial 
tachycardia, atrial flutter, atrial fibrillation, atrio-ventricular reentrant tachycardia, 
preexitation syndrome, ventricular tachycardia, ventricular flutter, ventricular 
fibrillation) as well as bradycardic forms of arrhythmias. 

25 

Hypertensive vascular diseases include primary as well as all kinds of secondary 
arterial hypertension (renal, endocrine, neurogenic, others). 

Peripheral vascular diseases are defined as vascular diseases in which arterial and/or 
30 venous flow is reduced resulting in an imbalance between blood supply and tissue 
oxygen demand. It includes chronic peripheral arterial occlusive disease (PAOD), 
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acute arterial thrombosis and embolism, inflammatory vascular disorders, Raynaud's 
phenomenon and venous disorders. 

Atherosclerosis, the most prevalent of vascular diseases, is the principal cause of 
5 heart attack, stroke, and gangrene of the extremities, and thereby the principal cause 
of death. Atherosclerosis is a complex disease involving many cell types and 
molecular factors (for a detailed review, see Ross, 1993, Nature 362: 801-809 and 
Lusis, A. J., Nature 407, 233-241 (2000)). The process, in normal circumstances a 
protective response to insults to the endothelium and smooth muscle cells (SMCs) of 

10 the wall of the artery, consists of the formation of fibrofatty and fibrous lesions or 
plaques, preceded and accompanied by inflammation. The advanced lesions of 
atherosclerosis may occlude the artery concerned, and result from an excessive 
inflammatory-fibroproliferative response to numerous different forms of insult. For 
example, shear stresses are thought to be responsible for the frequent occurrence of 

15 atherosclerotic plaques in regions of the circulatory system where turbulent blood 
flow occurs, such as branch points and irregular structures. 

The first observable event in the formation of an atherosclerotic plaque occurs when 
blood-borne monocytes adhere to the vascular endothelial layer and transmigrate 

20 througji to the sub-endothelial space. Adjacent endothelial cells at the same time 
produce oxidized low density lipoprotein (LDL). These oxidized LDLs are then 
taken up in large amounts by the monocytes through scavenger receptors expressed 
on their surfaces. In contrast to the regulated pathway by which native LDL (nLDL) 
is taken up by nLDL specific receptors, the scavenger pathway of uptake is not 

25 regulated by the monocytes. 

These lipid-filled monocytes are called foam cells, and are the major constituent of 
the fatty streak. Interactions between foam cells and the endothelial and SMCs which 
surround them lead to a state of chronic local inflammation which can eventually 
30 lead to smooth muscle cell proliferation and migration, and the formation of a fibrous 
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plaque. Such plaques occlude the blood vessel concerned and thus restrict the flow of 
blood, resulting in ischemia. 

Ischemia is a condition characterized by a lack of oxygen supply in tissues of organs 
5 due to inadequate perfusion. Such inadequate perfusion can have number of natural 
causes, including atherosclerotic or restenotic lesions, anemia, or stroke, to name a 
few. Many medical interventions, such as the interruption of the flow of blood during 
bypass surgery, for example, also lead to ischemia. In addition to sometimes being 
caused by diseased cardiovascular tissue, ischemia may sometimes affect 
10 cardiovascular tissue, such as in ischemic heart disease. Ischemia may occur in any 
organ, however, that is suffering a lack of oxygen supply. 

The most common cause of ischemia in the heart is atherosclerotic disease of 
epicardial coronary arteries. By reducing the lumen of these vessels, atherosclerosis 

15 causes an absolute decrease in myocardial perfusion in the basal state or limits 
appropriate increases in perfusion when the demand for flow is augmented. Coronary 
blood flow can also be limited by arterial thrombi, spasm, and, rarely, coronary 
-emboli, as well as by ostial narrowing due to luetic aortitis. Congenital abnormalities, 
such as anomalous origin of the left anterior descending coronary artery from the 

20 pulmonary artery, may cause myocardial ischemia and infarction in infancy, but this 
cause is very rare in adults. Myocardial ischemia can also occur if myocardial oxygen 
demands are abnormally increased, as in severe ventricular hypertrophy due to 
hypertension or aortic stenosis. The latter can be present with angina that is 
indistinguishable from that caused by coronary atherosclerosis. A reduction in the 

25 oxygen-carrying capacity of the blood, as in extremely severe anemia or in the 
presence of carboxy-hemoglobin, is a rare cause of myocardial ischemia. Not 
infrequently, two or more causes of ischemia will coexist, such as an increase in 
oxygen demand due to left ventricular hypertrophy and a reduction in oxygen supply 
secondary to coronary atherosclerosis. 
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The foregoing studies are aimed at defining the role of particular gene variations 
presumed to he involved in the misleading of normal cellular function leading to 
cardiovascular disease. However, such approaches cannot identify the foil panoply of 
gene variations that are involved in the disease process. 

5 

At present, the only available treatments for cardiovascular disorders are pharma- 
ceutical based medications that are not targeted to an individuals actual defect; 
examples include angiotensin converting enzyme (ACE) inhibitors and diuretics for 
hypertension, insulin supplementation for non-insulin dependent diabetes mellitus 

10 (NIDDM), cholesterol reduction strategies for dyslipidaemia, anticoagulants, p 
blockers for cardiovascular disorders and weight reduction strategies for obesity. If 
targeted treatment strategies were available it might be possible to predict the 
response to a particular regime of therapy and could markedly increase the 
effectiveness of such treatment. Although targeted therapy requires accurate 

15 diagnostic tests for disease susceptibility, once these tests are developed the 
opportunity to utilize targeted therapy will become widespread. Such diagnostic tests 
could initially serve to identify individuals at most risk of hypertension and could 
allow them to make changes in lifestyle or diet that would serve as preventative 
measures. The benefits associated by coupling the diagnostic tests with a system of 

20 targeted therapy could include the reduction in dosage of administered drugs and thus 
the amount of unpleasant side effects suffered by an individual. In more severe cases 
a diagnostic test may suggest that earlier surgical intervention would be useful in 
preventing a further deterioration in condition. 

25 It is an object of the invention to provide genetic diagnosis of predisposition or 
susceptibility for cardiovascular diseases. Another related object is to provide 
treatment to reduce or prevent or delay the onset of disease in those predisposed or 
susceptible to this disease. A further object is to provide means for carrying out this 
diagnosis. 



30 
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Accordingly, a first aspect of the invention provides a method of diagnosis of disease 
in an individual, said method comprising determining one, various or all genotypes 
in said individual of the genes listed in the Examples. 

In another aspect, the invention provides a method of identifying an individual 
predisposed or susceptible to a disease, said method comprising detennining one, 
various or all genotypes in said individual of the genes listed in the Examples. 

The invention is of advantage in that it enables diagnosis of a disease or of certain 
disease states via genetic analysis which can yield useable results before onset of 
disease symptoms, or before onset of severe symptoms. The invention is further of 
advantage in that it enables diagnosis of predisposition or susceptibility to a disease 
or of certain disease states via genetic analysis. 

The invention may also be of use in confirming or corroborating the results of other 
diagnostic methods. The diagnosis of the invention may thus suitably be used either 
as an isolated technique or in combination with other methods and apparatus for 
diagnosis, in which latter case the invention provides a further test on which a 
diagnosis may be assessed. 

The present invention stems from using allelic association as a method for 
genotyping individuals; allowing the investigation of the molecular genetic basis for 
cardiovascular diseases. In a specific embodiment the invention tests for the 
polymorphisms in the sequences of the listed genes in the Examples. The invention 
demonstrates a link between this polymorphisms and predispositions to cardio- 
vascular diseases by showing that allele frequencies significantly differ when 
individuals with "bad" serum lipids are compared to individuals with "good" serum 
levels. The meaning of "good and bad" serum lipid levels is defined in Table la. 



30 



Certain disease states would benefit, that is to say the suffering of the patient may be 
reduced or prevented or delayed, by admimstration of treatment or therapy in 
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advance of disease appearance; this can be more reliably carried out if advance 
diagnosis of predisposition or susceptibility to disease can be diagnosed. 

Pharmacogenomics and adverse drug reactions 

Adverse drug reactions (ADRs) remain a major clinical problem. A recent meta- 
analysis suggested that in the USA in 1994, ADRs were responsible for 100 000 
deaths, making them between the fourth and sixth commonest cause of death 
(Lazarou 1998,. J. Am. Med. Assoc. 279:1200). Although these figures have been 
heavily criticized, they emphasize the importance of ADRs. Indeed, there is good 
evidence that ADRs account for 5% of all hospital admissions and increase the length 
of stay in hospital by two days at an increased cost of -$2500 per patient ADRs are 
also one of the commonest causes of drug withdrawal, which has enormous financial 
implications for the pharmaceutical industry. ADRs, perhaps fortunately, only affect 
a minority of those taking a particular drug. Although factors that determine 
susceptibility are unclear in most cases, there is increasing interest in the role of 
genetic factors. Indeed, the role of inheritable variations in predisposing patients to 
ADRs has been appreciated since die late 1950s and early 1960s through the 
discovery of deficiencies in enzymes such as pseudocholinesterase (butyryl- 
cholinesterase) and glucose-6-phosphaie dehydrogenase (G6PD). More recently, with 
the first draft of the human genome just completed, there has been renewed interest 
in this area with the introduction of terms such as pharmacogenomics and 
toxicogenomics . Essentially, the aim of pharmacogenomics and pharmacogenetics is 
to produce personalized medicines, whereby administration of the drug class and 
dosage is tailored to an individual genotype. Thus, the term pharmacogenetics 
embraces both efficacy and toxicity. 

The 3-hydroxy-3-methylglutaryl coenzyme A (HMG-CoA) reductase inhibitors 
("statins") specifically inhibit the enzyme HMG-CoA reductase which catalyzes the 
rate limiting step in cholesterol biosynthesis. These drugs are effective in reducing 
the primary and secondary risk of coronary artery disease and coronary events, such 
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as heart attack, in middle-aged and older men and women, in both diabetic and non- 
diabetic patients, and are often prescribed for patients with hyperlipidemia. Statins 
used in secondary prevention of coronary artery or heart disease significantly reduce 
the risk of stroke, total mortality and morbidity and attacks of myocardial ischemia; 
5 the use of statins is also associated with improvements in endothelial and fibrinolytic 
functions and decreased platelet thrombus formation. 

The tolerability of these drugs during long term administration is an important issue. 
Adverse reactions involving skeletal muscle are not uncommon, and sometimes 
10 serious adverse reactions involving skeletal muscle such as myopathy and 
rhabdomyolysis may occur, requiring discontinuation of the drug. In addition an 
increase in serum creatine kinase (CK) may be a sign of a statin related adverse 
event. The extend of such adverse events can be read from the extend of the CK level 
increase (as compared to the upper limit of normal [ULN]). 

15 

Occasionally arthralgia^ alone or in association with myalgia, has been reported. Also 
an elevation of liver transaminases has been associated with statin administration. 

It was shown that the drug response to statin therapy is a class effects, i.e. all known 
20 and presumably also all so far undiscovered statins share the same benefical and 
harmful effects (Ucar, M. et al, Drug Safety 2000, 22:441). It follows that the 
discovery of diagnostic tools to predict the drug response to a single statin will also 
be of aid to guide therapy with other statins. 

25 The present invention provides diagnostic tests to predict the patient's individual 
response to statin therapy. Such responses include, but are not limited by the extent 
of adverse drug reactions, the level of lipid lowering or the drug's influence on 
disease states. Those diagnostic tests may predict the response to statin therapy either 
alone or in combination with another diagnostic test or another drug regimen. 

30 
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Detailed Description of the Invention 

The present invention is based at least in part on the discovery that a specific allele of 
a polymorphic region of a so called "candidate gene" (as defined below) is associated 
with CVD or drug response. 

For the present invention the following candidate genes were analyzed: 

Genes found to be expressed in cardiac tissue (Hwang et al., Circulation 1997,. 
96:4146-4203). 

Genes from the following metabolic pathways and their regulatory elements: 
Lipid metabolism 

Numerous . studies have shown a connection between serum lipid levels and 
cardiovascular diseases. Candidate genes falling into this group include but are not 
limited by genes of the cholesterol pathway, apolipoproteins and their modifiying 
factors. 

Coagulation 

Ischemic diseases of the heart and in particular myocardial infarction may be caused 
by a thrombotic occlusion. Genes falling into this group include all genes of the 
coagulation cascade and their regulatory elements. 

Inflammation 

Complications of atherosclerosis are the most common causes of death in Western 
societies. In broad outline atherosclerosis can be considered to be a form of chronic 
inflammation resulting from interaction modified lipoproteins, monocyte-derived 
macrophages,T cells, and the normal cellular elements of the arterial wail. This 
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inflammatory process can ultimately lead to the development of complex lesions, or 
plaques, that protrude into the arterial lumen. Finally plaque rupture and thrombosis 
result in the acute clinical complications of myocardial infarction and stroke (Glass et 
al., Cell 2001, 104:503-516). 

5 

It follows that all genes related to inflammatory processes, including but not limited 
by cytokines, cytokine receptors and cell adhesion molecules are candidate genes for 
CVD. 

10 Glucose and energy metabolism 

As glucose and energy metabolism is interdependent with the metabolism of lipids 
(see above) also the former pathways contain candidate genes. Energy metabolism in 
general also relates to obesity, which is an independent risk factor for CVD 
15 (Melanson et al., Cardiol Rev 2001 9:202-207). In addition high blood glucose levels 
are associated with many microvascular and macrovascujar complications and may 
therefore affect an individuals disposition to CVD (Duckworth, Curr Atheroscler Rep 
2001, 3:383-391). 

20 Hypertension 

As hypertension is an independent risk factor for CVD, also genes that are involved 
in the regulation of systolic and diastolic blood pressure affect an individuals risk for 
CVD (Safar, Curr Opin Cardiol 2000, 15:258-263). Interestingly hypertension and 
25 diabetes (see above) appear to be interdependent, since hypertension is 
approximately twice as frequent in patients with diabetes compared with patients 
without the disease. Conversely, recent data suggest that hypertensive persons are 
more predisposed to the development of diabetes than are normotensive persons 
(Sowers et al., Hypertension 2001, 37:1053-1059). 

30 
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Genes related to drug response 

Those genes include metabolic pathways involved in the absorption, distribution, 
metabolism, excretion and toxicity (ADMET) of drugs. Prominent members of this 
5 group are the cytochrome P450 proteins which catalyze many reactions involved in 
drug metabolism. 

Unclassified genes 

0 As stated above, the mechanisms that lead to cardiovascular diseases or define the 
patient's individual response to drugs are not completely elucidated. Hence also 
candidate genes were analysed, which could not be assigned to the above listed 
categories. The present invention is based at least in part on the discovery of 
polymorphisms, that lie in genomic regions of unknown physiological function. 

5 

Results 

After conducting an association study, we surprisingly found polymorphic sites in a 
number of candidate genes which show a strong correlation with the following 

:0 phenotypes of the patients analysed: "Healthy" as used herein refers to individuals 
that neither suffer from existing CVD, nor exhibit an increased risk for CVD through 
their serum lipid level profile. "CVD prone" as used herein refers to individuals with 
existing CVD and/or a serum lipid profile that confers a high risk to get CVD (see 
Table la for definitions of healthy and CVD prone serum lipid levels). "High 

>5 responder" as used herein refers to patients who benefit from relatively small 
amounts of a given drug. "Low responder" as used herein refers to patients who need 
relatively higji doses in order to obtain benefit from the medication. "Tolerant 
patient" refers to individuals who can tolerate high doses of a medicament without 
exhibiting adverse drug reactions. "ADR patient" as used herein refers to individuals 

i0 who suffer from ADR or show clinical symptoms (like creatine kinase elevation in 
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blood) even after receiving only minor doses of a medicament (see Table lb for a 
detailed definition of drug response phenotypes). 

Polymorphic sites in candidate genes that were found to be significantly associated 
5 with either of the above mentioned phenotypes will be referred to as "phenotype 
associated SNPs" (PA SNPs). The respective genomic loci that harbour PA SNPs 
will be referred to as "phenotype associated genes" (PA genes), irrespective of the 
actual function of this gene locus. 

10 As PA SNPs are linked to other SNPs in neighboring genes on a chromosome 
(Linkage Disequilibrium) those SNPs could also be used as marker SNPs. In a recent 
publication it was shown that SNPs are linked over 100 kb in some cases more than 
150 kb (Reich D.E. et al. Nature 411, 199-204, 2001). Hence SNPs lying in regions 
neighbouring PA SNPs could be linked to the latter and by this being a diagnostic 

15 marker. These associations could be performed as described for the gene 
polymorphism in methods. 

Definitions 

20 For convenience, the meaning of certain terms and phrases employed in the 
specification, examples, and appended claims are provided below. Moreover, the 
definitions by itself are intended to explain a further background of the invention. 

The term "allele", which is used interchangeably herein with "allelic variant" refers 
25 to alternative forms of a gene or portions thereof. Alleles occupy the same locus or 
position on homologous chromosomes. When a subject has two identical alleles of a 
gene, the subject is said to be homozygous for the gene or allele. When a subject has 
two different alleles of a gene, the subject is said to be heterozygous for the gene. 
Alleles of a specific gene can differ from each other in a single nucleotide, or several 
30 nucleotides, and can include substitutions, deletions, and insertions of nucleotides. 
An allele of a gene can also be a form of a gene containing a mutation. 
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The term "allelic variant of a polymorphic region of a gene" refers to a region of a 
gene having one of several nucleotide sequences found in that region of the gene in 
other individuals. 

5 

"Homology" or "identity" or "similarity" refers to sequence similarity between two 
peptides or between two nucleic acid molecules. Homology can be determined by 
comparing a position in each sequence which may be aligned for purposes of 
comparison. When a position in the compared sequence is occupied by the same base 
10 or amino acid, then the molecules are homologous at that position. A degree of 
homology between sequences is a function of the number of matching or 
homologous positions shared by the sequences. An "unrelated" or "non-homologous" 
sequence shares less than 40% identity, though preferably less than 25% identity, 
with one of the sequences of the present invention. 

15 

The term "a homologue of a nucleic acid" refers to a nucleic acid having a nucleotide 
sequence having a certain degree of homology with the nucleotide sequence of the 
nucleic acid or complement thereof. A homologue of a double stranded nucleic acid 
having SEQ ID NO. X is intended to include nucleic acids having a nucleotide 
20 sequence which has a certain degree of homology with SEQ ID NO. X or with the 
complement thereof. Preferred homologous of nucleic acids are capable of 
hybridizing to the nucleic acid or complement thereof. 

The term "interact" as used herein is meant to include detectable interactions between 
25 molecules, such as can be detected using, for example, a hybridization assay. 

The team interact is also meant to include "binding" interactions between molecules. 
Interactions may be, for example, protein-protein, protein-nucleic acid, protein-small 
molecule or small molecule-nucleic acid in nature. 



30 
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The term "intronic sequence" or "intronic nucleotide sequence" refers to the 
nucleotide sequence of an intron or portion thereof. 

The term "isolated" as used herein with respect to nucleic acids, such as DNA or 
5 RNA, refers to molecules separated from other DNAs or RNAs, respectively, that are 
present in the natural source of the macromolecule. The term isolated as used herein 
also refers to a nucleic acid or peptide that is substantially free of cellular material, 
viral material, or culture medium when produced by recombinant DNA techniques, 
or chemical precursors or other chemicals when chemically synthesized. 

0 

Moreover, an "isolated nucleic acid" is meant to include nucleic acid fragments 
which are not naturally occurring as fragments and would not be found in the natural 
state. The term "isolated" is also used herein to refer to polypeptides which are 
isolated from other cellular proteins and is meant to encompass both purified and 
5 recombinant polypeptides. 

The term "lipid" shall refer to a fat or fat-like substance that is insoluble in polar 
solvents such as water. The term "lipid" is intended to include true fats (e.g. esters of 
fatty acids and glycerol); lipids (phospholipids, cerebrosides, waxes); sterols 
:0 (cholesterol, ergosterol) and lipoproteins (e.g. HDL, LDL and VLDL). 

The term "locus" refers to a specific position in a chromosome. For example, a locus 
of a gene refers to the chromosomal position of the gene. 

\5 The term "modulation" as used herein refers to both up-regulation, (i.e., activation or 
stimulation), for example by agonizing, and down-regulation (i.e. inhibition or 
suppression), for example by antagonizing of a bioactivity (e.g. expression of a 
gene). 



The torn "molecular structure" of a gene or a portion thereof refers to the structure as 
defined by the nucleotide content (including deletions, substitutions, additions of one 
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or more nucleotides), the nucleotide sequence, the state of methylation, and/or any 
other modification of the gene or portion thereof. 

The term "mutated gene M refers to an allelic form of a gene, which is capable of 
5 altering the phenotype of a subject having the mutated gene relative to a subject 
which does not have the mutated gene. If a subject must be homozygous for this 
mutation to have an altered phenotype, the mutation is said to be recessive. If one 
copy of the mutated gene is sufficient to alter the genotype of the subject, the 
mutation is said to be dominant. If a subject has one copy of the mutated gene and 
10 has a phenotype that is intermediate between that of a homozygous and that of a 
heterozygous (for that gene) subject, the mutation is said to be co-dominant. 

As used herein, the term "nucleic acid" refers to polynucleotides such as deoxy- 
ribonucleic acid (DNA), and, where appropriate, ribonucleic acid (RNA). The term 

15 should also be understood to include, as equivalents, derivatives, variants and 
analogs of either RNA or DNA made from nucleotide analogs, including peptide 
nucleic acids (PNA), morpholino oligonucleotides (J. Summerton and D. Weller, 
Antisense and Nucleic Acid Drug Development 7:187 (1997)) and, as applicable to 
the embodiment being described, single (sense or antisense) and double-stranded 

20 polynucleotides. Deoxyribonucleotides include deoxyadenosine, deoxycytidine, 
deoxyguanosine, and deoxythymidine. For purposes of clarity, when referring herein 
to a nucleotide of a nucleic acid, which can be DNA or an UNA, the term 
"adenosine", "cytidine", "guanosine", and "thymidine" are used. It is understood that 
if the nucleic acid is RNA, a nucleotide having a uracil base is uridine. 

25 

The term "nucleotide sequence complementary to the nucleotide sequence set forth in 
SBQ ID NO. x" refers to the nucleotide sequence of the complementary strand of a 
nucleic acid strand having SEQ ID NO. x. The term "complementary strand" is used 
herein interchangeably with the term "complement". The complement of a nucleic 
30 acid strand can be the complement of a coding strand or the complement of a non- 
coding strand. When referring to double stranded nucleic acids, the complement of a 
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nucleic acid having SEQ ID NO. x refers to the complementary strand of the strand 
having SEQ ID NO. x or to any nucleic acid having the nucleotide sequence of the 
complementary strand of SEQ ID NO. x. When referring to a single stranded nucleic 
acid having the nucleotide sequence SEQ ID NO. x, the complement of this nucleic 
5 acid is a nucleic acid having a nucleotide sequence which is complementary to that of 
SEQ ID NO. x. The nucleotide sequences and complementary sequences thereof are 
always given in the 5* to 3 1 direction. The term "complement" and "reverse 
complement" are used interchangeably herein. 

10 The term "operably linked" is intended to mean that the promoter is associated with 
the nucleic acid in such a manner as to facilitate transcription of the nucleic acid. 

The term "polymorphism" refers to the coexistence of more than one form of a gene 
or portion thereof. A portion of a gene of which there are at least two different forms, 
15 i.e., two different nucleotide sequences, is referred to as a "polymorphic region of a 
gene". A polymorphic region can be a single nucleotide, the identity of which differs 
in different alleles. A polymorphic region can also be several nucleotides long. 

A "polymorphic gene" refers to a gene having at least one polymorphic region. 

20 

To describe a "polymorphic site" in a nucleotide sequence often there is used an 
"ambiguity code" that stands for the possible variations of nucleotides in one site. 
The list of ambiguity codes is summarized in the following table: 
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Ambiguity 


Codes 


(IUPAC Nomenclature) 


B 


c/g/t 


U 


a/g/t 


H 


a/c/t 


K 


g/t 


M 


a/c 


N 


a/c/g/t 


R 


a/g 


S 


c/g 


V 


a/c/g 


w 


a/t 


Y 


c/t 



So, for example, a "R" in a nucleotide sequence means that either an "a" or a "g" 
could be at that position. 

5 The teams "protein", "polypeptide" and "peptide" are used interchangeably herein 
when referring to a gene product 

A "regulatory element", also termed herein "regulatory sequence is intended to 
include elements which are capable of modulating transcription from a basic 

10 promoter and include elements such as enhancers and silencers. The term "enhancer 11 , 
also referred to herein as "enhancer element", is intended to include regulatory 
elements capable of increasing, stimulating, or enhancing transcription from a basic 
promoter. The term "silencer 11 , also referred to herein as "silencer element" is 
intended to include regulatory elements capable of decreasing, inhibiting, or 

15 repressing transcription from a basic promoter. Regulatory elements are typically 
present in 5' flanking regions of genes. However, regulatory elements have also been 
shown to be present in other regions of a gene, in particular in introns. Thus, it is 
possible that genes have regulatory elements located in introns, exons, coding 
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regions, and 3' flanking sequences. Such regulatory elements are also intended to be 
encompassed by the present invention and can be identified by any of the assays that 
can be used to identify regulatory elements in 5' flanking regions of genes. 

5 The term "regulatory element" further encompasses "tissue specific" regulatory 
elements, i.e., regulatory elements which effect expression of the selected DNA 
sequence preferentially in specific cells (e.g., cells of a specific tissue), gene 
expression occurs preferentially in a specific cell if expression in this cell type is 
significantly higher than expression in . other cell types. The term "regulatory 

10 element" also encompasses non-tissue specific regulatory elements, i.e., regulatory 
elements which are active in most cell types. Furthermore, a regulatory element can 
be a constitutive regulatory element, i.e., a regulatory element which constitutively 
regulates transcription, as opposed to a regulatory element which is inducible, i.e., a 
regulatory element which is active primarily in response to a stimulus. A stimulus 

15 can be, e.g., a molecule, such as a hormone, cytokine, heavy metal, phorbol ester, 
cyclic AMP (cAMP), or retinoic acid. 

Regulatory elements are typically bound by proteins, e.g., transcription factors. The 
term "transcription factor" is intended to include proteins or modified forms thereof, 

20 which interact preferentially with specific nucleic acid sequences, i.e., regulatory 
elements, and which in appropriate conditions stimulate or repress transcription. 
Some transcription factors are active when they are in the form of a monomer. 
Alternatively, other transcription factors are active in the form of a dimer consisting 
of two identical proteins or different proteins (heterodimer). Modified forms of 

25 transcription factors are intended to refer to transcription factors having a post- 
translational modification, such as the attachment of a phosphate group. The activity 
of a transcription factor is frequently modulated by a post-translational modification. 
For example, certain transcription factors are active only if they are phosphorylated 
on specific residues. Alternatively, transcription factors can be active in the absence 

30 of phosphorylated residues and become inactivated by phosphorylation. A list of 
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known transcription factors and their DNA binding site can be found, e.g., in public 
databases, e.g., TFMATRK Transcription Factor Binding Site Profile database. 

As used herein, the term "specifically hybridizes" or "specifically detects" refers to 
5 the ability of a nucleic acid molecule of the invention to hybridize to at least 
approximately 6, 12, 20, 30, 40, 50, 60, 70, 80, 90, 100, 110, 120, 130 or 140 
consecutive nucleotides of either strand of a gene. 

The term "wild-type allele" refers to an allele of a gene which, when present in two 
10 copies in a subject results in a wild-type phenotype. There can be several different 
wild-type alleles of a specific gene, since certain nucleotide changes in a gene may 
not affect the phenotype of a subject having two copies of the gene with the 
nucleotide changes. 

15 "Adverse drug reaction" (ADR) as used herein refers to an appreciably harmful or 
unpleasant reaction, resulting from an intervention related to the use of a medicinal 
product, whichpredicts hazard from future administration and warrants prevention or 
specific treatment, or alteration of the dosage regimen, or withdrawal of the product 
In it's most severe form an ADR might lead to the death of an individual. 

20 

The term "Drug Response" is intended to mean any response that a patient exhibits 
upon drug administration. Specifically drug response includes beneficial, i.e. desired 
drug effects, ADR or no detectable reaction at all. More specifically the term drug 
response could also have a qualitative meaning, i.e. it embraces low or high 
25 beneficial effects, respectively and mild or severe ADR, respectively. The term 
"Statin Response" as used herein refers to drug response after statin administration. 
An individual drug response includes also a good or bad metabolizing of the drug, 
meaning that <c bad metabolizers" accumulate the drug in the body and by this could 
show side effects of the drug due to accumulative overdoses. 



30 
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"Candidate gene" as used herein includes genes that can be assigned to either normal 
cardiovascular function or to metabolic pathways that are related to onset and/or 
progression of cardiovascular diseases. 

5 With regard to drug response the term "candidate gene" includes genes that can be 
assigned to distinct phenotypes regarding the patient's response to drug 
administration. Those phenotypes may include patients who benefit from relatively 
small amounts of a given drug (high responders) or patients who need relatively high 
doses in order to obtain the same benefit (low responders). In. addition those 
10 phenotypes may include patients who can tolerate high doses of a medicament 
without exhibiting ADR, or patients who suffer from ADR even after receiving only 
low doses of a medicament. 

As neither the development of cardiovascular diseases nor the patient's response to 
15 drug administration is completely understood, the term "candidate gene" may also 
comprise genes with presently unknown function. 

"PA SNP" (phenotype associated SNP) refers to a polymorphic site which shows a 
significant association with a patients phenotype (healthy, diseased, low or high 
20 responder, drug tolerant, ADR prone, etc.) 

"PA gene" (phenotype associated gene) refers to a genomic locus harbouring a PA 
SNP, irrespective of the actual function of this gene locus. 

25 PA gene polypeptide refers to a polypeptide encoded at least in part by a PA gene. 

The term "Secondary SNP" is intended to mean a SNP that is in neighborhood to at 
least one other ('^primary") SNP. Due to linkage disequilibrium both primary and 
secondary SNP(s) might shown a similar association with a phenotype. 

30 
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The term "Haplotype" as used herein refers to a group of two or more SNPs that are 
functionally and/or spatially linked Le. haplotypes define groups of SNPs that lie 
inside genes belonging to identical (or related metabolic) pathways and/or lie on the 
same chromosome. Haplotypes are expected to give better predictive/diagnostic 
5 information than a single SNP 

The term "statin" is intended to embrace all inhibitors of the enzyme 3-hydroxy-3- 
methylglutaryl coenzyme A (HMG-CoA) reductase. Statins specifically inhibit the 
enzyme HMG-CoA reductase which catalyzes the rate limiting step in cholesterol 
10 biosynthesis. Known statins are Atorvastatin, Cerivastatin, Fluvastatin, Lovastatin, 
Pravastatin and Simvastatin. 

Methods for Assessing Cardiovascular Status 

15 The present invention provides diagnostic methods for assessing cardiovascular 
status in a human individual. Cardiovascular status as used herein refers to the 
physiological status of an individual's cardiovascular system as reflected in one or 
more markers or indicators. Status markers include without limitation clinical 
measurements such as, e.g., blood pressure, electrocardiographic profile, tod 

20 differentiated blood flow analysis as well as measurements of LDL- and HDL- 
Cholesterol levels, other lipids and other well established clinical parameters that are 
standard in the art Status markers according to the invention include diagnoses of 
one or more cardiovascular syndromes, such as, e.g., hypertension, acute myocardial 
infarction, silent myocardial infarction, stroke, and atherosclerosis. It will be 

25 understood that a diagnosis of a cardiovascular syndrome made by a medical 
practitioner encompasses clinical measurements and medical judgement Status 
markers according to the invention are assessed using conventional methods well 
known in the art. Also included in the evaluation of cardiovascular status are 
quantitative or qualitative changes in status markers with time, such as would be 

30 used, e.g., in the determination of an individual's response to a particular therapeutic 
regimen. 
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The methods are carried out by the steps of: 

(i) determining the sequence of one or more polymorphic positions within one, 
5 several or all of the genes listed in Examples or other genes mentioned in this 

file in the individual to establish a polymorphic pattern for the individual; and 

(ii) comparing the polymorphic pattern established in (i) with the polymorphic 
patterns of humans exhibiting different markers of cardiovascular status. The 

10 polymorphic pattern of the individual is, preferably, highly similar and, most 

preferably, identical to the polymorphic pattern of individuals who exhibit 
particular status markers, cardiovascular syndromes, and/or particular patterns 
of response to therapeutic interventions. Polymorphic patterns may also 
include polymorphic positions in other genes which are shown, in 

1 5 combination with one or more polymorphic positions in the genes listed in the 

Examples, to correlate with the presence of particular status markers. In one 
embodiment, the method involves comparing an individuals polymorphic 
pattern with polymorphic patterns of individuals who have been shown to 
respond positively or negatively to a particular therapeutic regimen. 

20 Therapeutic regimen as used herein refers to treatments aimed at the 

elimination or amelioration of symptoms and events associated cardiovascular 
disease. Such treatments include without limitation one or more of alteration 
in diet, lifestyle, and exercise regimen; invasive and noninvasive surgical 
techniques such as atherectomy, angioplasty, and coronary bypass surgery; 

25 and pharmaceutical interventions, such as administration of ACE inhibitors, 

angiotensin II receptor antagonists, diuretics, alpha-adrenoreceptor antago- 
nists, cardiac glycosides, phosphodiesterase inhibitors, beta-adrenoreceptor 
antagonists, calcium channel blockers, HMG-CoA reductase inhibitors, 
imidazoline receptor blockers, endothelin receptor blockers, organic nitrites, 

30 and modulators of protein function of genes listed in the Examples. 

Interventions with pharmaceutical agents not yet known whose activity 
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correlates with particular polymorphic patterns associated with cardiovascular 
disease are also encompassed. It is contemplated, for example, that patients 
who are candidates for a particular therapeutic regimen will be screened for 
polymorphic patterns that correlate with responsivity to that particular 
5 regimen. 

In a preferred embodiment, the method involves comparing an individual's 
polymorphic pattern with polymorphic patterns of individuals who exhibit or have 
exhibited one or more markers of cardiovascular disease, such as, e.g., elevated LDL- 
10 Cholesterol levels, high blood pressure, abnormal electrocardiographic profile, 
myocardial infarction, stroke, or atherosclerosis. 

In another embodiment, the method involves comparing an individual's polymorphic 
pattern with polymorphic patterns of individuals who exhibit or have exhibited one 
15 or more drug related phenotypes, such as, e.g., low or high drug response, or adverse 
drug reactions. 

In practicing the methods of the invention, an individual's polymorphic pattern can 
be established by obtaining DNA from the individual and determining the sequence 
20 at predetermined polymorphic positions in the genes such as those described in this 
file. 

The DNA may be obtained from any cell source. Non-limiting examples of cell 
sources available in clinical practice include blood cells, buccal cells, cervicovaginal 

25 cells, epithelial cells from urine, fetal cells, or any cells present in tissue obtained by 
biopsy. Cells may also be obtained from body fluids, including without limitation 
blood, saliva, sweat, urine, cerebrospinal fluid, feces, and tissue exudates at the site 
of infection or inflammation. DNA is extracted from the cell source or body fluid 
using any of the numerous methods that are standard in the art. It will be understood 

30 that the particular method used to extract DNA will depend on the nature of the 
source. 
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Diagnostic and Prognostic Assays 

The present invention provides methods for determining the molecular structure of at 
5 least one polymorphic region of a gene, specific allelic variants of said polymorphic 
region being associated with cardiovascular disease. In one embodiment, detennining 
the molecular structure of a polymorphic region of a gene comprises determining the 
identity of the allelic variant. A polymorphic region of a gene, of which specific 
alleles are associated with cardiovascular disease can be located in an exon, an 
1 0 intron, at an intron/exon border, or in the promoter of the gene. 

The invention provides methods for determining whether a subject has, or is at risk, 
of developing a cardiovascular disease. Such disorders can be associated with an 
aberrant gene activity, e.g., abnormal binding to a form of a lipid, or an aberrant gene 
15 protein level. An aberrant gene protein level can result from an aberrant transcription 
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gene can result in differences of gene protein due to differences in regulation of 
expression. In particular, some of the identified polymorphisms in the human gene 
may be associated with differences in the level of transcription, RNA maturation, 
20 splicing, or translation of the gene or transcription product. 

In preferred embodiments, the methods of the invention can be characterized as 
comprising detecting, in a sample of cells from the subject, tie presence or absence 
of a specific allelic variant of one or more polymorphic regions of a gene. The allelic 
25 differences can be: (i) a difference in the identity of at least one nucleotide or (ii) a 
difference in the number of nucleotides, which difference can be a single nucleotide 
or several nucleotides. 

A preferred detection method is allele specific hybridization using probes 
30 overlapping the polymorphic site and having about 5, 10, 20, 25, or 30 nucleotides 
around the polymorphic region. Examples of probes for detecting specific allelic 



WO 2004/067774 



PC17EP2004/000539 



-25- 

variants of the polymorphic region located in intron X are probes comprising a 
nucleotide sequence set forth in any of SEQ ID NO. X. In a preferred embodiment of 
the invention, several probes capable of hybridizing specifically to allelic variants are 
attached to a solid phase support, e.g., a "chip". Oligonucleotides can be bound to a 

5 solid support by a variety of processes, including lithography. For example a chip 
can hold up to 250,000 oligonucleotides (GeneChip, Afiymetrix). Mutation detection 
analysis using these chips comprising oligonucleotides, also termed "DNA probe 
arrays" is described e.g., in Cronin et al. (1996) Human Mutation 7:244 and in Kozal 
et al. (1996) Nature Medicine 2:753. In one embodiment, a chip comprises all the 

10 allelic variants of at least one polymorphic region of a gene. The solid phase support 
is then contacted with a test nucleic acid and hybridization to the specific probes is 
detected. Accordingly, the identity of numerous allelic variants of one or more genes 
can be identified in a simple hybridization experiment. For example, the identity of 
the allelic variant of the nucleotide polymorphism of nucleotide A or G at position 33 

15 of Seq ID 1 (baySNP179) and that of other possible polymorphic regions can be 
determined in a single hybridization experiment. 

In other detection methods, it is necessary to first amplify at least a portion of a gene 
prior to identifying the allelic variant Amplification can be performed, e.g., by PCR 

20 arid/or LCR, according to methods known in the art. In one embodiment, genomic 
DNA of a cell is exposed to two PCR primers and amplification for a number of 
cycles sufficient to produce the required amount of amplified DNA. In preferred 
embodiments, the primers are located between 40 and 350 base pairs apart Preferred 
primers for amplifying gene fragments of genes of this file are listed in Table 2 in 

25 the Examples. 

Alternative amplification methods include: self sustained sequence replication 
(Guatelli, J. C. et al., 1990, Proc. Natl. Acad. Sci. U.SA. 87:1874-1878), 
transcriptional amplification system (Kwoh, D. Y. et al., 1989, Proc. NatL Acad Sci. 
30 U.S.A. 86:1173-1177), Q-Beta Replicase (Lizardi, P. M. et al., 1988, . 
Bio/Technology 6:1197), or any other nucleic acid amplification method, followed 
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by the detection of the amplified molecules using techniques well known to those of 
skill in the art. These detection schemes are especially useful for the detection of 
nucleic acid molecules if such molecules are present in very low numbers. 

5 In one embodiment, any of a variety of sequencing reactions known in the art can be 
used to directly sequence at least a portion of a gene and detect allelic variants, e.g., 
mutations, by comparing the sequence of the sample sequence with the 
corresponding wild-type (control) sequence. Exemplary sequencing reactions include 
those based on techniques developed by Maxam and Gilbert (Proc. Natl Acad Sci 

10 USA (1977) 74:560) or Sanger (Sanger et al (1977) Proc. Nat. Acad. Sci 74:5463). It 
is also contemplated that any of a variety of automated sequencing procedures may 
be utilized when performing the subject assays (Biotechniques (1995) 19:448), 
including sequencing by mass spectrometry (see, for example, U.S. Pat No. 
5,547,835 and international patent application Publication Number WO 94/16101, 

15 entitled DNA Sequencing by Mass Spectrometry by H. Koster, U.S. Pat. No. 
5,547,835 and international patent application Publication Number WO 94/21822 
entitled "DNA Sequencing by Mass Spectrometry Via Exonuclease Degradation" by 
H. Koster), and U.S. Pat. No. 5,605,798 and International Patent Application No. 
PCT/US96/03651 entitled DNA Diagnostics Based on Mass Spectrometry by H. 

20 Koster, Cohen et al. (1996) Adv Chromatogr 36:127-162; and Griffin et al. (1993) 
Appl Biochem Biotechnol 38:147-159). It will be evident to one skilled in the art 
that,* for certain embodiments, the occurrence of only one, two or three of the nucleic 
acid bases need be determined in the sequencing reaction. For instance, A-track or 
the like, e.g., where only one nucleotide is detected, can be carried out. 

25 

Yet other sequencing methods are disclosed, e.g., in U.S. Pat. No. 5,580,732 entitled 
"Method of DNA sequencing employing a mixed DNA-polymer chain probe" and 
U.S. Pat. No. 5,571,676 entitled "Method for mismatch-directed in vitro DNA 
sequencing". 

30 
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In some cases, the presence of a specific allele of a gene in DNA from a subject can 
be shown by restriction enzyme analysis. For example, a specific nucleotide 
polymorphism can result in a nucleotide sequence comprising a restriction site which 
is absent from the nucleotide sequence of another allelic variant. 

5 

In other embodiments, alterations in electrophoretic mobility is used to identify the 
type of gene allelic variant. For example, single strand conformation polymorphism 
(SSCP) may be used to detect differences in electrophoretic mobility between mutant 
and wild type nucleic acids (Orita et al. (1989) Proc Natl. Acad. Sci USA 86:2766, 

10 see also Cotton (1993) Mutat Res 285:125-144; and Hayashi (1992) Genet Anal Tech 
Appl 9:73-79). Single-stranded DNA fragments of sample and control nucleic acids 
are denatured and allowed to renature. The secondary structure of single-stranded 
nucleic acids varies according to sequence, the resulting alteration in electrophoretic 
mobility enables the detection of even a single base change. The DNA fragments 

15 may be labeled or detected with labeled probes. The sensitivity of the assay may be 
enhanced by using RNA (rather than DNA), in which the secondary structure is more 
sensitive to a change in sequence. In another preferred embodiment, the subject 
method utilizes heteroduplex analysis to separate double stranded heteroduplex 
molecules on the basis of changes in electrophoretic mobility (Keen et al. (1991) 

20 Trends Genet 7:5). 

In yet another embodiment, the identity of an allelic variant of a polymorphic region 
is obtained by analyzing the movement of a nucleic acid comprising the polymorphic 
region in polyacrylamide gels containing a gradient of denaturant is assayed using 

25 denaturing gradient gel electrophoresis (DGGE) (Myers et al (1985) Nature 
313:495). When DGGE is used as the method of analysis, DNA will be modified to 
insure that it does not completely denature, for example by adding a GC clamp of 
approximately 40 bp of high-melting GC-rich DNA by PCK In a further 
embodiment, a temperature gradient is used in place of a denaturing agent gradient to 

30 identify differences in the mobility of control and sample DNA (Rosenbaum and 
Reissner (1987) Biophys Chem 265:1275). 
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Examples of techniques for detecting differences of at least one nucleotide between 2 
nucleic acids include, but are not limited to, selective oligonucleotide hybridization, 
selective amplification, or selective primer extension. For example, oligonucleotide 

* 5 probes may be prepared in which the known polymorphic nucleotide is placed 
centrally (allele-specific probes) and then hybridized to target DNA under conditions 
which permit hybridization only if a perfect match is found (Saiki et al. (1986) 
Nature 324:163); Saiki et al (1989) Proc. Natl Acad. Sci USA 86:6230; and Wallace 
et al. (1979) Nucl. Acids Res. 6:3543). Such allele specific oligonucleotide 

10 hybridization techniques may be used for the simultaneous detection of several 
nucleotide changes in different polymorphic regions of gene. For example, oligo- 
nucleotides having nucleotide sequences of specific allelic variants are attached to a 
hybridizing membrane and this membrane is then hybridized with labeled sample 
nucleic acid. Analysis of the hybridization signal will then reveal the identity of the 

15 nucleotides of the sample nucleic acid. 

Alternatively, allele specific amplification technology which depends on selective 
PCR amplification may be used. Oligonucleotides used as primers for specific 
amplification may carry the allelic variant of interest in the center of the molecule (so 

20 that amplification depends on differential hybridization) (Gibbs et al (1989) Nucleic 
Acids Res. 17:2437-2448) or at the extreme 3' end of one primer where, under 
appropriate conditions, mismatch can prevent, or reduce polymerase extension 
(Prossner (1993) Tibtech 11:238; Newton et al. (1989) Nucl. Acids Res. 17:2503). 
This technique is also termed "PROBE" for Probe Oligo Base Extension. In addition 

25 it may be desirable to introduce a novel restriction site in the region of the mutation 
to create cleavage-based detection (Gasparini et al (1992) Mol. Cell Probes 6:1). 

In another embodiment, identification of the allelic variant is carried out using an 
oligonucleotide ligation assay (OLA), as described, e.g., in U.S. Pat. No. 4,998,617 
30 and in Landegren, U. et al., Science 241:1077-1080 (1988). The OLA protocol uses 
two oligonucleotides which are designed to be capable of hybridizing to abutting 
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sequences of a single strand of a target. One of the oligonucleotides is linked to a 
separation marker, e.g,. biotinylated, and the other is detectably labeled. If the precise 
complementary sequence is found in a target molecule, the oligonucleotides will 
hybridize such that their termini abut, and create a ligation substrate. Ligation then 
5 permits the labeled oligonucleotide to be recovered using avidin, or another biotin 
ligand Nickerson, D. A. et al. have described a nucleic acid detection assay that 
combines attributes of PCR and OLA (Nickerson, D. A. et al., Proc. Natl. Acad Sci. 
(U.S.A.) 87:8923-8927 (1990). In this method, PCR is used to achieve the 
exponential amplification of target DNA, which is then detected using OLA. 

10 

Several techniques based on this OLA method have been developed and can be used 
to detect specific allelic variants of a polymorphic region of a gene. For example, 
U.S. Pat. No. 5,593,826 discloses an OLA using an oligonucleotide having 3-amino 
group and a 5-phosphorylated oligonucleotide to form a conjugate having a 

15 phosphoramidate linkage. In another variation of OLA described in Tobe et al. 
((1996)Nucleic Acids Res 24: 3728), OLA combined with PCR permits typing of 
two alleles in a single microliter well. By marking each of the allele-specific primers 
with a unique hapten, i.e. digoxigenin and fluorescein, each LA reaction can be 
detected by using hapten specific antibodies that are labeled with different enzyme 

20 reporters, alkaline phosphatase or horseradish peroxidase. This system permits the 
detection of the two alleles using a high throughput format that leads to the 
production of two different colors. 

The invention further provides methods for detecting single nucleotide poly- 
25 morphisms in a gene. Because single nucleotide polymorphisms constitute sites of 
variation flanked by regions of invariant sequence, their analysis requires no more 
than the determination of the identity of the single nucleotide present at the site of 
variation and it is unnecessary to determine a complete gene sequence for each 
patient Several methods have been developed to facilitate the analysis of such single 
30 nucleotide polymorphisms. 
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In one embodiment, the single base polymoiphism can be detected by using a 
specialized exonuclease-resistant nucleotide, as disclosed, e.g., in Mundy, C. R. (U.S. 
Pat. No. 4,656,127). According to the method, a primer complementary to the allelic 
sequence immediately 3' to the polymorphic site is permitted to hybridize to a target 

5 molecule obtained from a particular animal or human. If the polymorphic site on the 
target molecule contains a nucleotide that is complementary to the particular 
exonuclease-resistant nucleotide derivative present, then that derivative will be 
incorporated onto the end of the hybridized primer. Such incorporation renders the 
primer resistant to exonuclease, and thereby permits its detection. Since the identity 

10 of the exonuclease-resistant derivative of the sample is known, a finding that the 
primer has become resistant to exonucleases reveals that the nucleotide present in the 
polymorphic site of the target molecule was complementary to that of the nucleotide 
derivative used in the reaction. This method has the advantage that it does not require 
the determination of large amounts of extraneous sequence data. 

15 

In another embodiment of the invention, a solution-based method is used for 
detennining the identity of the nucleotide of a polymorphic site. Cohen, D. et al. 
(French Patent 2,650,840; PCT Appln. No. WO91/02087). As in the Mundy method 
of U.S. Pat. No. 4,656,127, a primer is employed that is complementary to allelic 
20 sequences immediately 3 f to a polymorphic site. The method determines the identity 
of the nucleotide of that site using labeled dideoxynucleotide derivatives, which, if 
complementary to the nucleotide of the polymorphic site will become incorporated 
onto the tenninus of the primer. 

25 An alternative method, known as Genetic Bit Analysis or GBA TM is described by 
Goelet, P. et al. (PCT Appln. No. 92/15712). The method of Goelet, P. et al. uses 
mixtures of labeled terminators and a primer that is complementary to the sequence 
3' to a polymorphic site. The labeled terminator that is incorporated is thus 
determined by, and complementary to, the nucleotide present in the polymorphic site 

30 of the target molecule being evaluated. In contrast to the method of Cohen et al. 
(French Patent 2,650,840; PCT Appln. No. WO91/02087) the method of Goelet, P. et 
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al. is preferably a heterogeneous phase assay, in which the primer or the target 
molecule is immobilized to a solid phase. 

Recently, several primer-guided nucleotide incorporation procedures for assaying 
5 polymorphic sites in DNA have been described (Komher, J. S. et al., NucL Acids, 
Res. 17:7779-7784 (1989); Sokolov, B. P., Nucl. Acids Res. 18:3671 (1990); 
Syvanen, A -C, et al., Genomics 8:684-692 (1990), Kuppuswamy, M. N. et al., 
Proc. Natl. Acad. Sci. (U.S.A.) 88:1143-1147 (1991); Prezant, T. R. et al., Hum. 
Mutat 1:159-164 (1992); Ugozzoli, L. et al., GATA 9:107-112 (1992); Nyren, P. et 
10 al., Anal. Biochem. 208:171-175 (1993)). These methods differ from GBA TM in 
that they all rely on the incorporation of labeled deoxynucleotides to discriminate 
between bases at a polymorphic site. In such a format, since the signal is proportional 
to the number of deoxynucleotides incorporated, polymorphisms that occur in runs of 
the same nucleotide can result in signals that are proportional to the length of the run 
15 (Syvanen, A.-C., et al., Amer. J. Hum. Genet 52:46-59 (1993)). 

For detennining the identity of the allelic variant of a polymorphic region located in 
the coding region of a gene, yet other methods than those described above can be 
used. For example, identification of an allelic variant which encodes a mutated gene 

20 protein can be performed by using an antibody specifically recognizing the mutant 
protein in, e.g., immunohistochemistry or immunoprecipitation. Antibodies to wild- 
type gene protein are described, e.g., in Acton et al. (1999) Science 271:518 (anti- 
mouse gene antibody cross-reactive with human gene). Other antibodies to wild-type 
gene or mutated forms of gene proteins can be prepared according to methods known 

25 in the art. Alternatively, one can also measure an activity of an gene protein, such as 
binding to a lipid or lipoprotein. Binding assays are known in the art and involve, 
e.g., obtaining cells from a subject, and performing binding experiments with a 
labeled lipid, to determine whether binding to the mutated form of the receptor 
differs from binding to the wild-type of the receptor. 

30 
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If a polymorphic region is located in an exon, either in a coding or non-coding region 
of the gene, the identity of the allelic variant can be determined by determining the 
molecular structure of the mRNA, pre-mRNA, or cDNA. The molecular structure can 
be determined using any of the above described methods for determining the 
5 molecular structure of the genomic DNA, e.g., sequencing and SSCP. 

The methods described herein may be performed, for example, by utilizing pre- 
packaged diagnostic kits, such as those described above, comprising at least one 
probe or primer nucleic acid described herein, which may be conveniently used, e.g., 
10 to determine whether a subject has or is at risk of developing a disease associated 
with a specific gene allelic variant. 

Sample nucleic acid for using in the above-described diagnostic and prognostic 
methods can be obtained from any cell type or tissue of a subject. For example, a 
15 subject's bodily fluid (e.g. blood) can be obtained by known techniques (e.g. 

J VAJuj/UJUVVVU \*J VI JUVU1 UU1UU11 UklOUVJ 1LUV AAVCU.fr yyiV/^JlVOj UUUilplOUkUU \JX ^ftlJUJ J» 

Alternatively, nucleic acid tests can be performed on dry samples (e.g. hair or skin). 
Fetal nucleic acid samples for prenatal diagnostics can be obtained from maternal 
blood as described in International Patent Application No.WO91/07660 to Bianchi. 
20 Alternatively, amniocytes or chorionic villi may be obtained for performing prenatal 
testing. 

Diagnostic procedures may also be performed in situ directly upon tissue sections 
(fixed and/or frozen) of patient tissue obtained from biopsies or resections, such that 
25 no nucleic acid purification is necessary. Nucleic acid reagents may be used as 
probes and/or primers for such in situ procedures (see, for example, Nuovo, G. J., 
1992, PGR in situ hybridization: protocols and applications, Raven Press, New 
York). 

30 In addition to methods which focus primarily on the detection of one nucleic acid 
sequence, profiles may also be assessed in such detection schemes. Fingerprint 
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profiles may be generated, for example, by utilizing a differential display procedure, 
Northern analysis and/or RT-PCR. 

In practicing the present invention, the distribution of polymorphic patterns in a large 
5 number of individuals exhibiting particular markers of cardiovascular status or drug 
response is determined by any of the methods described above, and compared with 
the distribution of polymorphic patterns in patients that have been matched for age, 
ethnic origin, and/or any other statistically or medically relevant parameters, who 
exhibit quantitatively or qualitatively different status markers. Correlations are 
10 achieved using any method known in the art, including nominal logistic regression, 
chi square tests or standard least squares regression analysis. In this manner, it is 
possible to establish statistically significant correlations between particular 
polymorphic patterns and particular cardiovascular statuses (given in p values). It is 
further possible to establish statistically significant correlations between particular 
15 polymorphic patterns and changes in cardiovascular status or drug response such as, 
would result, e.g., from particular treatment regimens. In this manner, it is possible to 
correlate polymorphic patterns with responsivity to particular treatments. 

In another embodiment of the present invention two or more polymorphic regions are 
20 combined to define so called 'haplotypes' . Haplotypes are groups of two or more 
SNPs that are fimctionally and/or spatially linked. It is possible to combine SNPs that 
are disclosed in the present invention either with each other or with additional 
polymorphic regions to form a haplotype. Haplotypes are expected to give better 
predictive/diagnostic information than a single SNP. 

25 

In a preferred embodiment of the present invention a panel of SNPs/haplotypes is 
defined that predicts the risk for CVD or drug response. This predictive panel is thai 
used for genotyping of patients on a platform that can genotype multiple SNPs at the 
same time (Multiplexing). Preferred platforms are e.g. gene chips (Affymetrix) or the 
30 Luminex LabMAP reader. The subsequent identification and evaluation of a patient's 
haplotype can then help to guide specific and individualized therapy. 
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For example the present invention can identify patients exhibiting genetic 
polymorphisms or haplotypes which indicate an increased risk for adverse drug 
reactions. In that case the drug dose should be lowered in a way that the risk for ADR 
5 is diminished. Also if the patient's response to drug administration is particularly 
high (or the patient is badly metabolizing the drug), the drug dose should be lowered 
to avoid the risk of ADR. 

In turn if the patient's response to drug administration is low (or the patient is a 
10 particularly high metabolizer of the drug), and there is no evident risk of ADR, the 
drug dose should be raised to an efficacious level. 

It is self evident that the ability to predict a patient's individual drug response should 
affect the formulation of a drug, i.e. drug formulations should be tailored in a way 

15 that they suit the different patient classes (low/high responder, poor/good 
metabolizer, ADR prone patients). Those different drug formulations may encompass 
different doses of the drug, i.e. the medicinal products contains low or high amounts 
of the active substance. In another embodiement of the invention the drug 
formulation may contain additional substances that facilitate the beneficial effects 

20 and/or diminish the risk for ADR (Folkers et al. 1991, US Pat 5,316,765). 

Isolated Polymorphic Nucleic Acids, Probes, and Vectors 

The present invention provides isolated nucleic acids comprising the polymorphic 
25 positions described herein for human genes; vectors comprising the nucleic acids; 
arid transformed host cells comprising the vectors. The invention also provides 
probes which are useful for detecting these polymorphisms. 

In practicing the present invention, many conventional techniques in molecular 
30 biology, microbiology, and recombinant DNA, are used. Such techniques are well 
known and are explained fully in, for example, Sambrook et al., 1989, Molecular 
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Cloning: A Laboratory Manual, Second Edition, Cold Spring Harbor Laboratory 
Press, Cold Spring Harbor, New York; DNA Cloning: A Practical Approach, 
Volumes I and II, 1985 (D. N. Glover ed.); Oligonucleotide Synthesis, 1984, (M. 
L.Gait ed.); Nucleic Acid Hybridization, 1985, (Hames and Higgins); Ausubel et al., 
5 Current Protocols in Molecular Biology, 1997, (John Wiley and Sons); and Methods 
in Enzymology Vol. 154 and Vol 155 (Wu and Grossman, and Wu, eds., 
respectively). 

Insertion of nucleic acids (typically DNAs) comprising the sequences in a functional 
10 surrounding like full length cDNA of the present invention into a vector is easily 
accomplished when the termini of both the DNAs and the vector comprise 
compatible restriction sites. If this cannot be done, it may be necessary to modify the 
termini of the DNAs and/or vector by digesting back single-stranded DNA overhangs 
generated by restriction endonuclease cleavage to produce blunt ends, or to achieve 
15 the same result by filling in the single-stranded termini with an appropriate DNA 
polymerase. 

Alternatively, any site desired may be produced, e.g., by ligating nucleotide se- 
quences (linkers) onto the termini. Such linkers may comprise specific oligo- 
20 nucleotide sequences that define desired restriction sites. Restriction sites can also be 
generated by the use of the polymerase chain reaction (PGR). See, e.g., Saiki et al., 
1988, Science 239:48. The cleaved vector and the DNA fragments may also be 
modified if required by homopolymeric tailing. 

25 The nucleic acids may be isolated directly from cells or may be chemically 
synthesized using known methods. Alternatively, the polymerase chain reaction 
(PCR) method can be used to produce the nucleic acids of the invention, using either 
chemically synthesized strands or genomic material as templates. Primers used for 
PCR can be synthesized using the sequence information provided herein and can 

30 further be designed to introduce appropriate new restriction sites, if desirable, to 
facilitate incorporation into a given vector for recombinant expression. 
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The nucleic acids of the present invention may be flanked by native gene sequences, 
or may be associated with heterologous sequences, including promoters, enhancers, 
response elements, signal sequences, polyadenylation sequences, introns, 5 1 - and 3- 

5 noncoding regions, and the like. The nucleic acids may also be modified by many 
means known in the art. Non-limiting examples of such modifications include 
methylatkm, "caps", substitution of one or more of the naturally occurring nucleo- 
tides with an analog, internucleotide modifications such as, for example, those with 
uncharged linkages (e.g., methyl phosphonates, phosphotriesters, phosphoroami- 

10 dates, carbamates, morpholines etc.) and with charged linkages (e.g., phosphoro- 
thioates, phosphorodithioates, etc.). Nucleic acids may contain one or more 
additional covalently linked moieties, such as, for example, proteins (e.g., nucleases, 
toxins, antibodies, signal peptides, poly-L-lysine, etc.), intercalators (e.g., acridine, 
psoralen, etc.), chelators (e.g., metals, radioactive metals, iron, oxidative metals, 

15 etc.), and alkylators. PNAs are also included. The nucleic acid may be derivatized by 
formation of a methyl or ethyl phosphotriester or an alkyl phospuoramidate linkage. 
Furthermore, the nucleic acid sequences of the present invention may also be 
modified with a label capable of providing a detectable signal, either directly or 
indirectly. Exemplary labels include radioisotopes, fluorescent molecules, biotin, and 

20 the like. 

The invention also provides nucleic acid vectors comprising the gene sequences or 
derivatives or fragments thereof of genes described in the Examles. A large number 
of vectors, including plasmid and fungal vectors, have been described for replication 

25 and/or expression in a variety of eukaryotic and prokaryotic hosts, and may be used 
for gene therapy as well as for simple cloning or protein expression. Non-limiting 
examples of suitable vectors include without limitation pUC plasmids, pET plasmids 
(Novagen, Inc., Madison, Wis.), or pRSET or pKEP (Invitrogen, San Diego, Calif.), 
and many appropriate host cells, using methods disclosed or cited herein or otherwise 

30 known to those skilled in the relevant art. The particular choice of vector/host is not 
critical to the practice of the invention. 
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Suitable host cells may be transfomed/transfect as appropriate by any 

suitable method including electroporation, CaCl 2 mediated DNA uptake, fungal or 
viral infection, microinjection, microproj ectile, or other established methods. 

5 Appropriate host cells included bacteria, archebacteria, fungi, especially yeast, and 
plant and animal cells, especially mammalian cells. A large number of transcription 
initiation and termination regulatory regions have been isolated and shown to be 
effective in the transcription and translation of heterologous proteins in the various 
hosts. Examples of these regions, methods of isolation, manner of manipulation, etc. 

10 are known in the art. Under appropriate expression conditions, host cells can be used 
as a source of recombinantly produced peptides and polypeptides encoded by genes 
of the Examples. Nucleic acids encoding peptides or polypeptides from gene 
sequences of the Examples may also be introduced into cells by recombination 
events. For example, such a sequence can be introduced into a cell and thereby effect 

15 homologous recombination at the site of an endogenous gene or a sequence with 
substantial identity to the gene. Other recombination-based methods such as non- 
homologous recombinations or deletion of endogenous genes by homologous 
recombination may also be used. 

20 In case of proteins that form heterodimers or other multimers, both or all subunits 
have to be expressed in one system or cell. 

The nucleic acids of the present invention find use as probes for the detection of 
genetic polymorphisms and as templates for the recombinant production of normal or 
25 variant peptides or polypeptides encoded by genes listed in the Examples. 

Probes in accordance with the present invention comprise without limitation isolated 
nucleic acids of about 10-100 bp, preferably 15-75 bp and most preferably 17-25 bp 
in length, which hybridize at high stringency to one or more of the polymorphic 
30 sequences disclosed "herein or to a sequence immediately adjacent to a polymorphic 
position. Furthermore, in some embodiments a full-length gene sequence may be 
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used as a probe. In one series of embodiments, the probes span the polymorphic 
positions in genes disclosed herein. In another series of embodiments, the probes 
correspond to sequences immediately adjacent to the polymorphic positions. 

5 Polymorphic Polypeptides and Polymorphism-Specific Antibodies 

The present invention encompasses isolated peptides and polypeptides encoded by 
genes listed in the Examples comprising polymorphic positions disclosed herein. In 
one preferred embodiment, the peptides and polypeptides are useful screening targets 
10 to identify cardiovascular drugs. In another preferred embodiments, the peptides and 
polypeptides are capable of eliciting antibodies in a suitable host animal that react 
specifically with a polypeptide comprising the polymorphic position and distinguish 
it from other polypeptides having a different sequence at that position. 

15 Polypeptides according to the invention are preferably at least five or more residues 
in length, preferably at least fifteen residues. Methods for obtaining these 
polypeptides are described below. Many conventional techniques in protein bio- 
chemistry and immunology are used. Such techniques are well known and are 
explained in Immunochemical Methods in Cell and Molecular Biology, 1987 (Mayer 

20 and Waler, eds; Academic Press, London); Scopes, 1987, Protein Purification: 
Principles and Practice, Second Edition (Springer-Verlag, N.Y.) and Handbook of 
Experimental Immunology, 1986, Volumes I-IV (Weir and Blackwell eds.). 

Nucleic acids comprising protein-coding sequences can be used to direct the ITT 
25 recombinant expression of polypeptides encoded by genes disclosed herein in intact 
cells or in cell-free translation systems. The known genetic code, tailored if desired 
for more efficient expression in a given host organism, can be used to synthesize 
oligonucleotides encoding the desired amino acid sequences. The polypeptides may 
be isolated from human cells, or from heterologous organisms or cells (including, but 
30 not limited to, bacteria, fungi, insect, plant, and mammalian cells) into which an 
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appropriate protein-coding sequence has been introduced and expressed. Further- 
more, the polypeptides may be part of recombinant fusion proteins. 

Peptides and polypeptides may be chemically synthesized by commercially available 
5 automated procedures, including, without limitation, exclusive solid phase synthesis, 
partial solid phase methods, fragment condensation or classical solution synthesis. 
The polypeptides are preferably prepared by solid phase peptide synthesis as 
described by Merrifield, 1963, J. Am. Chem. Soc. 85:2149. 

0 Methods for polypeptide purification are well-known in the art, including, without 
limitation, preparative disc-gel electrophoresis, isoelectric focusing, HPLC, reversed- 
phase HPLC, gel filtration, ion exchange and partition chromatography, and 
countercurrent distribution. For some purposes, it is preferable to produce the 
polypeptide in a recombinant system in which the protein contains an additional 

5 sequence tag that facilitates purification, such as, but not limited to, a polyhistidine 
sequence. The polypeptide can then be purified from a crude lysate of the host cell by 
chromatography on an appropriate solid-phase matrix. Alternatively, antibodies 
produced against peptides encoded by genes disclosed herein, can be used as 
purification reagents. Other purification methods are possible. 

0 

The present invention also encompasses derivatives and homologues of the 
polypeptides. For some purposes, nucleic acid sequences encoding the peptides may 
be altered by substitutions, additions, or deletions that provide for functionally 
equivalent molecules, i.e., function-conservative variants. For example, one or more 
:5 amino acid residues within the sequence can be substituted by another amino acid of 
similar properties, such as, for example, positively charged amino acids (arginine, 
lysine, and histidine); negatively charged amino acids (aspartate and glutamate); 
polar neutral amino acids; and non-polar amino acids. 



The isolated polypeptides may be modified by, for example, phosphorylation, 
sulfation, acylation, or other protein modifications. They may also be modified with 
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a label capable of providing a detectable signal, either directly or indirectly, 
including, but not limited to, radioisotopes and fluorescent compounds. 

The present invention also encompasses antibodies that specifically recognize the 
5 polymorphic positions of the invention and distinguish a peptide or polypeptide 
containing a particular polymorphism from one that contains a different sequence at 
that position. Such polymorphic position-specific antibodies according to the present 
invention include polyclonal and monoclonal antibodies. The antibodies may be 
elicited in an animal host by immunization with peptides encoded by genes disclosed 

10 herein or may be formed by in vitro immunization of immune cells. The 
immunogenic components used to elicit the antibodies may be isolated from human 
cells or produced in recombinant systems. The antibodies may also be produced in 
recombinant systems programmed with appropriate antibody-encoding DNA. 
Alternatively, the antibodies may be constructed by biochemical reconstitution of 

15 purified heavy and light chains. The antibodies include hybrid antibodies (i.e., 

mnt aiVnn cr +w/> oa+c /vf Vk*oi™ oV,«;^/i; ^u* ~u~:~+ «~~,t~: — i. _ r> 

0 » ~ -vw uvut j viium/ ju^iAv viacujul v/uiiiuiuau.ujU£>, cuun Oi wniCn 

recognizes a different antigen), chimeric antibodies (i.e., in which either the heavy 
chains, light chains, or both, are fusion proteins), and univalent antibodies (i.e., 
comprised of a heavy chain/light chain complex bound to the constant region of a 

20 second heavy chain). Also included are Fab fragments, including Fab 1 and 
F(ab).sub.2 fragments of antibodies. Methods for the production of all of the above 
types of antibodies and derivatives are well-known in the art and are discussed in 
more detail below. For example, techniques for producing and processing polyclonal 
antisera are disclosed in Mayer and Walker, 1987, Immunochemical Methods in Cell 

25 and Molecular Biology, (Academic Press, London). The general methodology for 
making monoclonal antibodies by hybridomas is well known. Immortal antibody- 
producing cell lines can be created by cell fusion, and also by other techniques such 
as direct transformation of B lymphocytes with oncogenic DNA, or transfection with 
Epstein-Barr virus. See, e.g., Schreier et al., 1980, Hybridoma Techniques; U.S. Pat 

30 Nos. 4,341,761; 4,399,121; 4,427,783; 4,444,887; 4,466,917; 4,472,500; 4,491,632; 
and 4,493,890. Panels of monoclonal antibodies produced against peptides encoded 
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by genes disclosed herein can be screened for various properties; i.e. for isotype, 
epitope affinity, etc. 

The antibodies of this invention can be purified by standard methods, including but 
5 not limited to preparative disc-gel electrophoresis, isoelectric focusing, HPLC, 
reversed-phase HPLC, gel filtration, ion exchange and partition chromatography, and 
countercurrent distribution. Purification methods for antibodies are disclosed, e.g., in 
The Art of Antibody Purification, 1989, Amicon Division, W. R. Grace & Co. 
General protein purification methods are described in Protein Purification: Principles 
10 and Practice, R. K. Scopes, Ed., 1987, Springer-Verlag, New York, N.Y. 

Methods for determining the immunogenic capability of the disclosed sequences and 
the characteristics of the resulting sequence-specific antibodies and immune cells are 
well-known in the art. For example, antibodies elicited in response to a peptide 
15 comprising a particular polymorphic sequence can be tested for their ability to 
specifically recognize that polymorphic sequence, i.e., to bind differentially to a 
peptide or polypeptide comprising the polymorphic sequence and thus distinguish it 
from a similar peptide or polypeptide containing a different sequence at the same 
position. 

20 

Kits 

As set forth herein, the invention provides diagnostic methods, e.g., for determining 
the identity of the allelic variants of polymorphic regions present in the gene loci of 
25 genes disclosed herein, wherein specific allelic variants of the polymorphic region 
are associated with cardiovascular diseases. In a preferred embodiment, the 
diagnostic kit can be used to determine whether a subject is at risk of developing a 
cardiovascular disease. This information could then be used, e.g., to optimize 
treatment of such individuals. 

30 
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In preferred embodiments, the kit comprises a probe or primer which is capable of 
hybridizing to a gene and thereby identifying whether the gene contains an allelic 
variant of a polymorphic region which is associated with a risk for cardiovascular 
disease. The kit preferably further comprises instructions for use in diagnosing a 
5 subject as having, or having a predisposition, towards developing a cardiovascular 
disease. The probe or primers of the kit can be any of the probes or primers described 
in this file. 

Preferred kits for amplifying a region of a gene comprising a polymorphic region of 
1 0 interest comprise one, two or more primers. 

Antibody-based diagnostic methods and kits: 

The invention also provides antibody-based methods for detecting polymorphic 
15 patterns in a biological sample. The methods comprise the steps of: (i) contacting a 
sample with one or more antibody preparations, wherein each of the antibody 
preparations is specific for a particular polymorphic form of the proteins encoded by 
genes disclosed herein, under conditions in which a stable antigen-antibody complex 
can form between the antibody and antigenic components in the sample; and (ii) 
20 detecting any antigen-antibody complex formed in step (i) using any suitable means 
known in the art, wherein the detection of a complex indicates the presence of the 
particular polymorphic form in the sample. 

Typically, immunoassays use either a labelled antibody or a labelled antigenic 
25 component (e.g., that competes with the antigen in the sample for binding to the 
antibody). Suitable labels include without limitation enzyme-based, fluorescent, 
chemiluminescent, radioactive, or dye molecules. Assays that amplify the signals 
from the probe are also known, such as, for example, those that utilize biotin and 
avidin, and enzyme-labelled immunoassays, such as ELISA assays. 

30 
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The present invention also provides kits suitable for antibody-based diagnostic 
applications. Diagnostic kits typically include one or more of the following 
components: 

5 (i) Polymorphism-specific antibodies. The antibodies may be pre-labelled; 

alternatively, the antibody may be unlabelled and the ingredients for labelling 
may be included in the kit in separate containers, or a secondary, labelled 
antibody is provided; and 

10 (ii) Reaction components: The kit may also contain other suitably packaged 
reagents and materials needed for the particular immunoassay protocol, 
including solid-phase matrices, if applicable, and standards. 

The kits referred to above may include instructions for conducting the test. 
15 Furthermore, in preferred embodiments, the diagnostic kits are adaptable to high- 
throughput and/or automated operation. 

Drug Targets and Screening Methods 

20 According to the present invention, nucleotide sequences derived from genes 
disclosed herein and peptide sequences encoded by genes disclosed herein, 
particularly those that contain one or more polymorphic sequences, comprise useful 
targets to identify cardiovascular drugs, i.e., compounds that are effective in treating 
one or more clinical symptoms of cardiovascular disease. Furthermore, especially 

25 when a protein is a multimeric protein that are build of two or more subunits, is a 
combination of different polymorphic subunits very useful. 

Drug targets include without limitation (f) isolated nucleic acids derived from the 
genes disclosed herein, and (ii) isolated peptides and polypeptides encoded by genes 
30 disclosed herein, each of which comprises one or more polymorphic positions. 
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In vitro screening methods: 

In one series of embodiments, an isolated nucleic, acid comprising one or more 
polymorphic positions is tested in vitro for its ability to bind test compounds in a 
5 sequence-specific manner. The methods comprise: 

(i) providing a first nucleic acid containing a particular sequence at a 
polymorphic position and a second nucleic acid whose sequence is identical 
to that of the first nucleic acid except for a different sequence at the same 
1 0 polymorphic position; 



(ii) contacting the nucleic acids with a multiplicity of test compounds under 
conditions appropriate for binding; and 

15 (iii) identifying those, compounds that bind selectively to either the first or second 
nucleic acid sequence. 

Selective binding as used herein refers to any measurable difference in any parameter 
of binding, such as, e.g., binding affinity, binding capacity, etc. 

20 

In another series of embodiments, an isolated peptide or polypeptide comprising one 
or more polymorphic positions is tested in vitro for its ability to bind test compounds 
in a sequence-specific manner. The screening methods involve: 



25 (i) providing a first peptide or polypeptide containing a particular sequence at a 
polymorphic position and a second peptide or polypeptide whose sequence is 
identical to the first peptide or polypeptide except for a different sequence at 
the same polymorphic position; 



30 



(ii) contacting the polypeptides with a multiplicity of test compounds under 
conditions appropriate for binding; and 
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(iii) identifying those compounds that bind selectively to one of the nucleic acid 
sequences. 

5 In preferred embodiments, high-throughput screening protocols are used to survey a 
large number of test compounds for their ability to bind the genes or peptides 
disclosed above in a sequence-specific manner. 

Test compounds are screened from large libraries of synthetic or natural compounds. 

10 Numerous means are currently used for random and directed synthesis of saccharide, 
peptide, and nucleic acid based compounds. Synthetic compound libraries are 
commercially available from Maybridge Chemical Co. (Trevillet, Cornwall, UK), 
Comgenex (Princeton, N.J.), Brandon Associates (Merrimack, N.H.), and 
Microsource (New Milford, Conn.). A rare chemical library is available from Aldrich 

15 (Milwaukee, Wis.). Alternatively, libraries of natural compounds in the form of 
bacterial, fungal, plant and animal extracts are available from e.g. Pan Laboratories 
(Bothell, Wash.) or MycoSearch (N.C.), or are readily producible. Additionally, 
natural and synthetically produced libraries and compounds are readily modified 
through conventional chemical, physical, and biochemical means. 

20 

In vivo screening methods 

Intact cells or whole animals expressing polymorphic variants of genes disclosed 
herein can be used in screening methods to identify candidate cardiovascular drugs. 

25 

In one series of embodiments, a permanent cell line is established from an individual 
exhibiting a particular polymorphic pattern. Alternatively, cells (including without 
limitation mammalian, insect, yeast, or bacterial cells) are programmed to express a 
gene comprising one or more polymorphic sequences by introduction of appropriate 
30 DNA. Identification of candidate compounds can be achieved using any suitable 
assay, including without limitation (i) assays that measure selective binding of test 
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compounds to particular polymorphic variants of proteins encoded by genes 
disclosed herein; (ii) assays that measure the ability of a test compound to modify 
(i.e., inhibit or enhance) a measurable activity or function of proteins encoded by 
genes disclosed herein; and (iii) assays that measure the ability of a compound to 
5 modify (i.e., inhibit or enhance) the transcriptional activity of sequences derived 
from the promoter (i.e., regulatory) regions of genes disclosed herein. 

In another series of embodiments, transgenic animals are created in which (i) one or 
more human genes disclosed herein, having different sequences at particular 

10 polymorphic positions are stably inserted into the genome of the transgenic animal; 
and/or (ii) the endogenous genes disclosed herein are inactivated and replaced with 
human genes disclosed herein, having different sequences at particular polymorphic 
positions. See, e.g., Coffman, Semin. Nephrol. 17:404, 1997; Esther et al., Lab. 
Invest. 74:953, 1996; Murakami et al., Blood Press. Suppl. 2:36, 1996. Such animals 

15 can be treated with candidate compounds and monitored for one or more clinical 
markers of cardiovascular status. 

The following are intended as non-limiting examples of the invention. 

20 Material and Methods 

Genotyping of patient DNA with the Pyrosequencing™ Method as described in the 
patent application WO 98 1 3523 : 

25 First a PCR is set up to amplify the flanking regions around a SNP. Therefor 2 ng of 
genomic DNA (patient sample) are mixed with a primerset (20 - 40 pmol) producing 
a 75 to 320 bp PCR fragment with 0,3 to 1 U Qiagens Hot Star Taq Polymerase™ in 
a total volume of 20 }iL. One primer is biotinylated depending on the direction of the 
sequencing primer. To force the biotinylated primer to be incorporated it is used 

30 0,8 fold. 
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For primer design, programms like Oligo 6™ (Molecular Biology Insights) or Primer 
Select™ (DNAStar) are used. PGR setup is performed by a BioRobot 3000 ™ from 
Qiagen. PCR takes place in Tl or Tgradient Thermocyclers ™ from Biometra. 

The whole PCR reaction is transferred into a PSQ plate ™ (Pyrosequencing) and 
prepared using the Sample Prep Tool ™ and SNP Reagent Kit ™ from 
Pyrosequencing according to their instructions. . 

Preparation of template for Pyrosequencing™: 

Sample preparation using PSQ 96 Sample Prep Tool: 



L Mount the PSQ 96 Sample Prep Tool Cover onto the PSQ 96 Sample Prep 
Tool as follows: Place the cover on the desk, retract the 4 attachment rods by 
15 separating the handle from the magnetic rod holder, fit the magnetic rods into 

the holes of the cover plate, push the handle downward until a click is heard. 
The PSQ 96 Sample Prep Tool is now ready for use. 

2. To transfer beads from one plate to another, place the covered tool into the 
20 PSQ 96 Plate containing the samples and lower the magnetic rods by 

separating the handle from the magnetic rod holder. Move the tool up and 
down a few times then wait for 30-60 seconds. Transfer the beads into a new 
PSQ 96 plate containing the solution of choice. 

25 3. Release the beads by lifting the magnetic rod holder, bringing it together with 
the handle. Move the tool up and down a few times to make sure that the 
beads are released. 



All steps are performed at room temperature unless otherwise stated. 

30 
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Immobilization of PCR product: 

Biotinylated PCR products are immobilized on streptavidin-coated Dynabeads™ M- 
280 Streptavidin. Parallel immobilization of several samples are performed in the 
5 PSQ 96 Plate. 

1. Mix PCR product, 20 ^1 of a well optimized PCR, with 25 ^1 2X BW-buffer 
II. Add 60-150 \ig Dynabeads. It is- also possible to add a mix of Dynabeads 
and 2X BW-buffer II to the PCR product yielding a final BW-buffer II 

1 0 concentration of approximately lx. 

2. Incubate at 65°C for 15 min agitation constantly to keep the beads dispersed. 
For optimal immobilization of fragments longer than 300 bp use 30 min 
incubation time. 



15 



Strand separation: 



4. For strand separation, use the PSQ 96 Sample Prep Tool to transfer the beads 
with the immobilized sample to a PSQ 96 Plate containing 50 ^1 0.50 M 

20 NaOH per well. Release the beads. 

5. After approximately 1 min., transfer the beads with the immobilized strand to 
a PSQ 96 Plate containing 99 \i\ lx Annealing buffer per well and mix 
thoroughly. 

6. Transfer the beads to a PSQ 96 Plate containing 45 fil of a mix of lx 
25 Annealing buffer and 3-15 pmoles sequencing primer per well. 

7. Heat at 80°C for 2 minutes in the PSQ 96 Sample Prep Thermoplate and 
move to room temperature. 

8. After reaching room temperature, continue with the sequencing reaction. 
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Sequencing reaction: 

L Choose the method to be used ("SNP Method") and enter relevant infor- 
mation in the PSQ 96 Instrument Control software. 
5 2. Place the cartridge and PSQ 96 Plate in the PSQ 96 Instrument. 
3. Start the run. 

Genotyping using the ABI 7700/7900 instrument (TaqMan) 

10 SNP genotypisation using the TaqMan (Applied Biosystems/Perkin Elmer) was 
performed according to the manufacturer's instructions. The TaqMan assay is 
discussed by Lee et al., Nucleic Acids Research 1993, 21: 3761-3766. 

Genotyping with a service contractor: 

15 

Qiagen Genomics, formerly Rapigene, is a service contractor for genotyping SNPs in 
patient samples. Their method is based on a primer extension method where two 
complementary primers are designed for each genotype that are labeled with different 
tags. Depending on the genotype only one primer will be elongated together with a 
20 certain tag* This tag can be detected with mass spectrometry and is a measure for the 
respective genotype. The method is described in the following patent: "Detection and 
identification of nucleic acid molecules - using tags which may be detected by non- 
fluorescent spectrometry or potentiometry" (WO 9727325). 
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Examples 

To exemplify the present invention and it's utility (the imaginary) baySNP 28 will be 
used in the following: 

5 

The nucleotide polymorphism found for baySNP 28 (e.g. C to T exchange) and the 
gene in which it presumably resides can be read from table 3. baySNP 28 was 
genotyped in various patient cohorts using primers as described in table 2. As a result 
the following number of patients carrying different genotypes were found 
10 (information combined from tables 3 and 5a): 



baySNP 


Cohort 


Total 


Genotype 11 
"CC" 


Genotype 12 
"CT M 


Genotype 22 
"TT ,! 


28 


HELDJFEMJflRESP 


12 


1 


2 


9 


28 


HELDJFEMJLORESP 


22 


3 


12 


7 



When comparing the number of female patients exhibiting a high response to statin 
therapy (HELD_FEM_HIRESP) with the control cohort (HELDJFEMJLORESP) it 
15 appears that the number of low respondefs carrying the CT genotype is increased. 
This points to a lower statin response among female individuals with the CT 
genotype. Applying statistical tests on those findings the following p-values were 
obtained (data taken from table 5b): 



BAYSNP 


COMPARISON 


GTYPE 
CPVAL 


GTYPE 
XPVAL 


GTYPE 
LRPVAL 


28 


HELD_FEM_EFF 


0,0506 


0,0508 


0,0442 



20 

As at least one of the GTYPE p values is below 0,05 the association of genotype and 
statin response phenotype is regarded as statistically significant. Le. the analysis of a 
patient's genotype can predict the response to statin therapy. In more detail one can 
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calculate the relative risk to exhibit a certain statin response phenotype when 
carrying a certain genotype (data taken from table 6a): 



BAYSNP 


COMPARISON 


GTYPE1 


GTYPE2 


GTYPE3 


RR1 


RR2 


RR3 


28 


HELD_FEM_EFF 


CC 


CT 


TT 


0,68 


0,29 


3,38 



5 In case of baySNP 28 the risk to exhibit a high responder phenotype is 3,38 times 
higher when carrying the TT genotype. This indicates that a TT polymorphism in 
baySNP 28 is an independent risk factor for high statin response in females. On the 
other hand carriers of a CT or CC genotype have a reduced risk of being a high 
responder. 

10 

In addition statistical associations can be calculated on the basis on alleles. This 
calculation would identify risk alleles instead of risk genotypes. 
In case of baySNP 28 the following allele counts were obtained (data combined from 
tables 3 and 5a): 

15 



baySNP 


Cohort 


Total 


Allele 1 
"C" 


Allele 2 


28 


HELD_FEM_HIRESP 


12 


4 


20 


28 


HELD_FEM_LORESP 


22 


18 


26 



When comparing the number of female patients with high statin response 
(HELDJFEMJEIIRESP) with the control cohort (HELD FEM LORESP) it appears 
that the number of high responders carrying the T allele is increased, whereas the 
20 number of high responders carrying the C allele is diminished. This points to a higher 
statin response among female individuals with the T allele. Applying statistical tests 
on those findings the following p-values were obtained (data taken from table 5b): 
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BAYSNP 


COMPARISON 


ALLELE 
CPVAL 


ALLELE 
XPVAL 


ALLELE 
LRPVAL 


28 


HELD_FEM_EFF 


0,0411 


0,0579 


0,0349 



As at least one of the ALLELE p values is below 0,05 the association of allele and 
statin response phenotype is regarded as statistically significant (in this example 
significant p values were obtained from two statistical tests). I.e. also the analysis of 
5 a patient's alleles from baySNP 28 can predict the extend of statin response. In more 
detail one can calculate the relative risk to exhibit a certain statin response phenotype 
when carrying a certain allele (data taken from table 6b): 



baySNP 


Allele 1 


Allele 2 


COMPARISON 


RR1 


RR2 


28 


C 


T 


HELDJFEMJEFF 


0,42 


2,39 



10 In case of baySNP 28 the risk to exhibit a high responder phenotype is 2,39 times 
higher when carrying the T allele. This indicates that the T allele of baySNP28 is an 
independent risk factor for a high statin response in females. In other words those 
patients should receive lower doses of statins in order to avoid ADR. However due to 
their Tiigh responder 1 phenotype they will still benefit from the drug. In turn carriers 

15 of the C allele should receive higher drug doses in order to experience a benefical 
therapeutic effect. 

Another example is (the imaginary) baySNP 29, which is taken to exemplify 
polymorphisms relevant for adverse drug reactions. baySNP 29 was found significant 
20 when comparing male patients with severe ADR to the respective controls (as 
defined in table lb). 

The relative risk ratios for the genotypes AA, AG and GG were as follows (data 
taken from table 6a): 
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BAYSNP 


COMPARISON 


GTYPE1 


GTYPE2 


GTYPE3 


RR1 


RR2 


RR3 


29 


HELD w _MAL_ADR5ULN 


AA 


AG 


GG 


3,15 


0,66 


0,32 



In this case male patients carrying the AA genotype have a 3,15 times higher risk to 
suffer from ADR. In other words those patients should either receive lower doses of 
statins or switch to an alternative therapy in order to avoid ADR. On the other hand 
5 male patients with AG or GG genotypes appear to be more resistant to ADR and 
hence better tolerate statin therapy. 

As can be seen from the following tables some of the associations that are disclosed 
in the present invention are indicative for more than one phenotype. Some baySNPs 
10 can for example be linked to ADR, but also to the risk to suffer from CVD (table 6). 

Sequences 

The sequence section contains all phenotype associated ('PA') SNPs and adjacent 
15 genomic sequences. The position of the polymorphisms that were used for the 
association studies ('baySNP') is indicated. Sometimes additional variations are 
found in the surrounding genomic sequence, that are marked by it's respective 
IUPAC code. Although those surrounding SNPs were not explicitly analyzed, they 
likely exihibit a similar association to a phenotype as the baySNP (due to linkage 
20 disequilKbrium, Reich D.E. et al. Nature 41 1 , 199-204, 2001). 



Table la Definition of "good" and <c bad" serum lipid levels 





"Good" 


"Bad" 


LDL-Cholesterol [mg/dL] 


125 -150 


170 - 200 


Cholesterol [mg/dL] 


190 - 240 


265 - 315 


HDL-Cholesterol [mg/dL] 


60-105 


30-55 


Triglycerides [mg/dL] 


45-115 


170-450 
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Table lb Definition of drug response phenotypes 



Low responder 


Decrease of serum LDL of at least 10% and at most 50% upon 
administration of 0.8 mg Cerivastatin (female patients) 


High responder 


Decrease of serum LDL of at least 50% upon administration of 
0.4 mg Cerivastatin (female patients) 


Very low 
responder 


Decrease of serum LDL of at least 10% and at most 35% upon 
administration of 0.8 mg Cerivastatin (female patients) 


Very high 
responder 


Decrease of serum LDL of at least 55% upon administration of 
0.4 mg Cerivastatin (female patients) 


Ultra low 
responder 


Decrease of serum LDL of at least 10% and at most 25% upon 
administration of 0.8 mg Cerivastatin (female patients) 


Ultrahigh 
responder 


Decrease of serum LDL of at least 60% upon administration of 
0.4 mg Cerivastatin (female patients) 


Tolerant patient 


No diagnosis of muscle cramps, muscle pain, muscle weakness, 

myalgia or myopathy 

AND 

serum CK levels below 70 mg/dl in women and below 80 mg/dl 
in men. 


ADR patient 
(CK increase at 
least 2xULN) 


Diagnosis of muscle cramps, muscle pain, muscle weakness, 

myalgia or myopainy 

OR 

serum CK levels higher than 140 mg/dl in women and 160 mg/ui 
in men. 


Advanced ADR 
patient [ADR3] 
(advanced CK 
increase, at least 
3xULN)* 


Serum CK levels higher than 210 mg/dl in women and 240 mg/dl 
in men 


Severe ADR 
patient [ADR5] 
(severe CK 
increase, at least 
5xULN)* 


Serum CK levels higher than 350 mg/dl in women and 400 mg/dl 
in men 



*: When assembling the cohorts for advanced and severe ADR we focused on the CK 



serum levels as those provide a more independent measure of statin related ADR. 



5 
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Table 1c Definition of "high'* and "low" serum HDL cholesterol levels 





Male 
individuals 


Female 
individuals 


,High' HDL-Cholesterol [mg/dL] 


>=80 


>=104 


,Low' HDL-Cholesterol [mg/dL] 


<=35 


<=37 



An informed consent was signed by the patients and control people. Blood was taken 
5 by a physician according to medical standard procedures. 

Samples were collected anonymous and labeled with a patient number. 
DNA was extracted using kits from Qiagen. 

Table 2 Oligonucleotide primers used for genotyping 

10 

Depending on the method used for genotyping different oligonucleotides were 
utilized. The table lists the various methods and primer sets that were used for this 
invention. Primers were designed using suitable programs like Primer Express™ 
(Applied Biosystems, Darmstadt, Germany) or Oligo™ (Molecular Biology Insights, 
15 Inc., Cascade, CO, USA). 



Method 


No. of 
oligonucleotides 


Type of oligonucletides 


Mass 
Spectrometry 


4 


2 Primers for preamplification of the genomic 
fragment, 

2 allele specific primers with additional tag 
sequences for subsequent allele spec. PCR 


Pyrosequencing™ 


3 


2 Primers for preamplification of the genomic 
fragment (one biotinylated), 1 sequencing primer 


TaqMan 


4 


2 Primers for amplification of the genomic 
fragment, 2 allele specific probes carrying different 
fluorochromes (VIC, FAM) and a quencher. 
Preferably the allele specific probes have a minor 
groove binder (MGB) attached (Kutyavin et al., 
Nucleic Acids Research 2000, 28:655-661). 
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m 

J; 
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H.sapiens HNF4 mRNA for hepatocyte nuclear factor 4 


Rsapiens HNF4 mRNA for hepatocyte nuclear factor 4 


BLsapiens HNF4 mRNA for hepatocyte nuclear factor 4 


H.sapiens HNF4 mRNA for hepatocyte nuclear factor 4 


H.sap:lens HNF4 mRNA for hepatocyte nuclear factor 4 


Rsap iens HNF4 mRNA for hepatocyte nuclear factor 4 


Ksapiens mRNA for ryanodine receptor 2 


H.sapiens mRNA for ryanodine receptor 2 


Rsapiens mRNA for ryanodine receptor 2 


Homo sapiens BAC clone CTA-300C3 from 7q3L2, complete sequence. 


Human mRNA for lipoprotein apoQI 


Human Na,K-ATPase subunit alpha 2 (ATP1A2) gene, complete cds. 
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Human endozepine (putative Ugand of benzodiazepine receptor) mRNA, complete cds. 
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Homo sapiens BAC clone CTB-60P12 from 7qZl, complete sequence. 


Homo sapiens caveolin gene, promoter region and partial cds. 


|ABCB1 1 : ATP-binding cassette, sub-family B [MDKfl AV), memoer 1 1 


jABQBll: ATP-binding cassette, sub-family B (MDKAIA^;, memoer i i 


Homo sapiens ATP cassette binding transporter 1 (ABCl) mRNA, complete cos. 


Homo sapiens cytochrome P450 3A4 (CYP3A4) gene, promoter region. j 
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Homo sapiens NADH-ubiquinone oxidoreductase 42 kDa subunit mRNA, complete cds, 
nuclear gene encoding mitochondrial protein. 


Homo sapiens NADH-ubiquinone oxidoreductase 42 kDa subunit mRNA, complete cds, 
nuclear gene encoding mitochondrial protein. 


Homo sapiens NADH-ubiquinone oxidoreductase 42 kDa subunit mRNA, complete cds, 
nuclear gene encoding mitochondrial protein. 


Homo sapiens, Rab geranylgeranyltransferase, alpha subunit, clone MGC:1485 
IMAGE:3537388, mRNA, complete cds. 


Homo sapiens pyruvate dehydrogenase (lipoamide) alpha 2 (PDHA2), mRNA 


Homo sapiens partial ZNF202 gene for zinc finger protein homolog, exon 2 


Homo sapiens partial ZNF202 gene for zinc finger protein homolog, exon 2 


Human 2,3-oxidosqualene-lanosterol cyclase mRNA, complete cds. 


Human arylacetamide deacetylase mRNA, complete cds. 


Human arylacetamide deacetylase mRNA, complete cds. 


transglutaminase 2 (C polypeptide, protem-glutarmne-ganima-glutamyltransierase; (lUM/j 


Homo sapiens lipoprotein lipase precursor, gene, partial cds. 


Human mRNA for lanosterol synthase, complete cds. 


Human mRNA for lanosterpl synthase, complete cds. 


Human lysosomal acid lipase/cholesteryl esterase mRNA, complete cds. 


Human lysosomal acid lipase/cholesteryl esterase mRNA, complete cds. 


NDUFVl=NADH:ubiquinone oxidoreductase flavoprotein 1 subunit [human, Kianey, 
mRN A Partial, 771 nt]. 

Homo sapiens peroxisome proliferative activated receptor, alpha (PPARA), mRNA. 
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SECONDARY TO ABCB4 


SECONDARY TO Human 52-kD ribonucleoprotein Ro/SSA mRNA, complete cds. 


SECONDARY TO Human 52-kD ribonucleoprotein Ro/SSA mRNA, complete cds. 


SECONDARY TO Human 52-kD ribonucleoprotein Ro/SSA mRNA, complete cds. 


SECONDARY TO Human 52-kD ribonucleoprotein Ro/SSA mRNA, complete cds. 


SEODNDARY TO H.sapiens centromere autoantigen C (CENPC) mRNA, complete cds. 


SECONDARY TO Rsapiens centromere autoantigen C (CENPC) mRNA, complete cds. 


SECONDARY TO Rsapiens centromere autoantigen C (CENPC) mRNA, complete cds. 


SECONDARY TO Rsapiens centromere autoantigen C (CENPC) mRNA, complete cds. 


SEODNDARY TO Homo sapiens COXIO homolog, cytochrome c oxiaase assemoiy 
protean, heme A: famesyltransferase (yeast) (COXIO), nuclear gene encoding mitochondrial 
protein, mRNA 


SECONDARY TO Homo sapiens COXIO homolog, cytochrome c oxiaase assemoiy 
protein, heme A: famesyltransferase (yeast) (COXIO), nuclear gene encoding mitochondrial 
protein, inRNA 
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SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO Homo sapiens GPVI gene for platelet glycoprotein VI, partial cds. 


SECONDARY TO H.sapiens mRNA for 3-hydroxy-3-meuiylglutaryl coenzyme A synthase 


SECONDARY TO Human Xq28 mRNA, complete cds. 


SECONDARY TO Human Xq28 mRNA; complete cds. 


SECONDARY TO Human Xq28 mRNA, complete cds. 


< 

V 
1 

t 

i 
I 

1 
f 

oo 

1 

1 

1 


< 

— i 
o 

B 

o 

■ 

I 

! 

3 
0. 

3 

§* 

I 
a 

1 
1 

CO 




AB043943 


1 


AB043943 


SECONDARY: 
AB043943 


SECONDARY: 
AB043943 


SECONDARY: 


AB043943 


SECONDARY: 
AB043943 


SECONDARY: 
AB043943 


SECONDARY: 
X83618 


SECONDARY: 
U46023 


SECONDARY: 


U46023 


SECONDARY: 
U45023 


SECONDARY: 


U46023 


SECONDARY: 






8 


CC 


CC 


AA 


AA 




5 


8 


TT 


TT 


8 


TT 






CT 


& 


CT 


AG 


AG 


AG 


AG 


CT 


GT 


GT 


ID 


CT 


v— • 




TT 


TT 


TT 


GG 


GG 


GG 


AA 


& 


GG 


OO 


TT 


CC 


1 

i 




EFF 


UEFF 




VEFF 




EFF 




UEFF 


ADR3 




1 




VEFF 


UEFF 




UEFF 


ADR 


8£ 




57853 


57853 


57853 


57854 


57854 


57854 


58295 ] 


58402 


58407 


58407 


58440 


58525 



WO 2004/067774 



-78- 



PCT/EP2004/000539 



1 

13 

m 
IS 

■v; i v. 

i 




SECONDARY TO Homo sapiens putative N6-DNA-methyltransferase (N6AMT1), mRNA 
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SECONDARY TO Homo sapiens acyl-CoA synthetase 4 (ACS4) mRNA, complete cds. 
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SECONDARY TO Homo sapiens lanosterol syntliase (2,3-oxidosqualene-lanosterol 
cyclase) (LSS), mRNA 


SECONDARY TO Homo sapiens lanosterol synthase (2,3-oxidosqualene-lanosterol 
cyclase) (LSS), mRNA 


SECONDARY TO Homo sapiens traiiscriptioh factor IID mRNA, complete cds. 


SECONDARY TO Homo sapiens transcription factor ED mRNA, complete cds, 


SECONDARY TO Homo sapiens transcription factor IID mRNA, complete cds. 


SECONDARY TO Homo sapiens transcription factor IID mRNA, complete cds. 
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SECONDARY TO Homo sapiens transcription factor IE) m 


SECONDARY TO Human glycogen dcbranching enzyi 
alternatively spliced isoform, complete cds. 
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Table 4 Cohorts 



Given are names (as used in table 5) and formations of the various cohorts that 
used for genotyping 



COHORT 


Definition 


HELD_ALL_GOOD/BAD 


Healthy elderly individuals of both genders with good 
or bad serum linid twofiles HefinpH in +oV>i» i o\ 


HELD FEM GOOD/BAD 


Healthy elderly individuals (female) with good or bad 
serum Lroid uro files (as defined in toKip i^a 


HELD MAL GOOD/BAD 


Healthy elderly individuals (male) with good or bad 
serum lipid profiles (as defined in table la) 


PVT> ATT PAQU/rTDT 


ITlffl VI fill flic TXntn Hi^mincip r\-P «-»<-»•»■ .4 J j* 

xiiuiviuuaib wiui uiagnosis 01 cardiovascular disease 
and healthy controls (both genders) 




xuuiviuuai£> wiui uidgnosis oi cardiovascular disease 
and healthy controls (female) 


CVD MAT PA<2P/rn?T 


iTlfl'i VI filial Q TXTI+ll /1i a cm ncn'o r>-P /»ft*.J,'«..«„ 1_ j • 

lijui viuuaiS) wiui uidgnosis oi cardiovascular disease 
and healthy controls (male) 


HELD_FEM_ADRCTRL 


v ' AXU3iv ' iiiui viuuiiib ixuii toierate adnnnstration of 
cerivastatin without exhibiting signs of ADR (as 
defined in table lb) 


HELD FEM ADRCASE 


Female individuals that exhibited ADR (as defined in 

table lbi UDOTI adrnirnctTatirm nf* r»**rniro of 


HELD_MAL_ADRCTRL 


Male individuals that tolerate adminstration of 
cerivastatin without exhibiting signs of ADR (as 
defined in table lb) * 


HELD MAL ADRCASE 


Male. individuals that exhibited ADR (as defined in 
table lb) upon administration of cerivastatin 


HELDALLADRCTRL 


Individuals of both genders that tolerate adminstration 
of cerivastatin without exhibiting signs of ADR (as 
defined in table lb) 


HELD ALL ADRCASE 


Individuals of both genders that exhibited ADR (as 
defined in table lb) upon administration of cerivastatin 


HELD_FEM_LORESP 


Female individuals with a minor response to 
cerivastatin administration (as defined in table lb) 


HELDFEMHIRESP 


Female individuals with a high response to to 
cerivastatin administration (as defined in table lb) 


HELD_FEM_HIHDL/LOHDL 


Healthy elderly individuals (female) with high or low 
serum HDL cholesterol levels (as defined in table lc) 


HELD_MAL_HIHDL/LOHDL 


Healthy elderly individuals (male) with high or low 
serum HDL cholesterol levels (as defined in table lc) 


HELD_ALL_HIHDL/LOHDL 


Healthy elderly individuals of both genders with high 
or low serum HDL cholesterol levels (as defined in 
table lc) 


3ELD FEM ADR3CASE 


Female individuals that exhibited advanced ADR (as 
defined in table lb) upon administration of cerivastatin 
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COHORT 


Definition 


HELD MAL ADR3CASE 


Male individuals that exhibited advanced ADR (as 
denned m table lb) upon administration of cerivastatin 


HELD ALL ADR3CASE 


Individuals of both genders that exhibited advanced 
ADR (as defined in table lb) upon adrninistration of 
cerivastatin 


HELDJFEMJVLORESP 


Female individuals with a very low response to 
cerivastatin administration (as defined in table lb) 


HELD_FEM_VHIRESP 


Female individuals with a very high response to 
cerivastatin adnrniistratfnn faa At*frnt*A m t*»Kl*» 1 v\ 


HELD_FEM_ADR5CASE 


Female individuals that exhibited severe ADR (as 
defined in table lb) upon administration of cerivastatin 


HELD MAL ADR5CASE 


Male individuals that exhibited severe ADR (as defined 
in table lb) upon administration of cerivastatin 


HELD_ALL_ADR5CASE 


Individuals of both genders that exhibited severe ADR 
(as defined in table lb) upon administration of 
cerivastatin 


HELDFEMULORESP 


Female individuals with a ultra low response to 
cerivastatin adrninistration (as defined in table lb) 


HELD FEM UHIRESP 


Female individuals with a ultra high response to to 
cerivastatin administration (as defined in table lb) 
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Table 5b p-values of PA SNPs 

A SNP is considered as associated to cardiovascular disease, adverse statin response or to 
efficacy of statin treatment, respectively, when one of the p values is equal or below 0.05. 

















mmmw 








! 29 


HELD__FEM_LIP 


0,0996 


0,0983 


0,0976 


0,0441 


0,0533 


0,0438 


; 29 


HELD_ALL_ADR3ULN 


0,0483 


0,0484 


0,0493 


0,1053 


0,1185 


0,1048 


29 


HELDALLLEP 


0,0912 


0,0952 


0,091 


0,0503 


0,0625 


0,05 


52 


HELD_AIXCC 


0,0112 


0,0128 


0,0099 


0,0015 


0,0023 


0,0014 


52 


HEUD_MAL_HDL 


0,0237 


0,0238 


0,0194 


0,8213 


0,8292 


0,8214 


52 


HELDJFEM_CC 


0,0818 


0,0956 


0,08 


0,0293 


0,0436 


0 0282 


52 


HELD_MAL.CC 


0,1499 


0,2053 


0,1393 


0,0303 


0,0547 


0 0298 


52 


HELD_MALJUP2 


0,1121 


0,1133 


0,1112 


0,0423 


0,0429 


0,0422 


57 


HELD_FEM_CC 


0,0168 


0,008 


0,0108 


0,0076 


0,0106 


0,0049 


118 


HELD_MAL_LIP2 


0,1081 


0,1089 


0,1043 


0,0466 


0,0501 


0,0462 


137 


HRTD MAL ADR5ULN 


0,0575 


0,0872 


0,0156 


0,0892 


0,1027 


0,0951 


137 


HELDALLADR5ULN 


0,0307 


0,0274 


0,0218 


0,2446 


0,2504 


0,2486 


137 


HELDALLADR3ULN 


0,034 


0,035 


0,0255 


0,0671 


0,0747 


0,0686 


179 


HELD_MAL_ADR5ULN 


0,0094 


0,0241 


0,0154 


0,9216 


1 


0,921 


179 


HELD_MALADR3ULN 


0,0452 


0,0479 


0,0408 


0,5445 


0,7636 


0,5327 


179 


HKTD ALL ADR5ULN 


0,0415 


0,0537 


0,0756 


0,7311 


0,8135 


0,7272 


179 


HELD_ALL_ADR 


0,0691 


0,0447 


0,0464 


0,2487 


0,3013 


0,2482 


240 


HELD_ALL_ADR3ULN 


0,1154 


0,1318 


0,0756 


0,04 


0,0539 


0,0281 


240 


HELD_MAL_ADR3ULN 


0,0641 


0,0976 


0,0399 


0,0835 


0,1215 


0,0507 


241 


HELD_ALL_ADR3ULN 


0,0987 


0,0984 


0,1033 


0,0237 


0,0301 


0,0262 


241 


HELD_ALL_ADR5ULN 


0,1495 


0,1519 


0,1611 


0,04 


0,0527 


0,0464 


241 


HELDJviAL_ADR3ULN 


0,1757 


0,2127 


0,1775 


0,0411 


0,055 


0,0459 


288 


CVDALL 


0,1013 


0,1098 


0,0863 


0,0462 


0,0557 


0,0441 


384 


CVDALL 


0,0214 


0,022 


0,0205 


0,1828 


0,1946 


0,1831 


384 


HELD_FEM_CC 


0,0793 


0,0887 


0,0704 


0,0214 


0,0299 


0,021 


533 


CVDALL 


0,0955 


0,0932 


0,0905 


0,0387 


0,0482 


0,0359 


542 


HELD_FEM_ADR 


0,0522 


0,0292 


0,0417 


0,0922 


0,1056 


0,0907 
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576 


HELD AT J. UP 


ft 0349 




0 0117 


ft ft^fi 




ft ft10 




PTPTD FFM T TP 

XA 1 V.I i,l J J/JjIVJ. JjIT 




V,VJ / 1 




VjV^TXU 


U,U3o3 


ft ft1*7 
U,U1 / 


608 


CVD MAT. 




0 0097 


0 002 


ft ftft97 


ft 00^ 


ft ftft^C 




XTCT "H MAT TTTlT 


\j 9 \t\j\)y 


ft A1 11 

U,U1 13 


A AAOC 
U,UUZ3 


A AAA1 
U,UUU1 


A AAA1 
U,UUU1 


A 




TTPT n ATT PT 


A AA^C 


A AA'2'7 
U,UU3 / 


A AAOI 
U,vU3 1 


A AAO 


A AAC 
0,00 o 


A AA/i*7 
0,004/ 


/CIA . 
014 


TTT7T TX Tk yf A T f^C* 


A A/CA/4 

0,0094 


A 10*70 
0,12// 


A AiCSO 

0,00 ay 


A A1 AO 
0,0102 


A A1 CA 
0,0154 


A ai m 

0,0101 


/C1 A 
014 


TTTJT T\ >>T AT T TD 


a noo 
0,1 /92 


A OC/1 

0,234 


A 1 Of O 

0,1 o5o 


A A1 1 O 

0,0113 


A A1 d 

0,0153 


A AI OO 

0,0123 


014 


f**\m ATT 


0,1034 


A 1 «1 

0,1032 


A 1 <QA 

0,1 3y4 


A AO AO 

0,0202 


a Aon 
0,0237 


A At OO 

0,0188 


014 


TTT3T T*v TTTTNVf r^C^ 

llllJLJLMr xUYl_v^C 


A A01 

0,031 


A A1 AQ 

0,01 yo 


A AO^ A 

0,023V 


A f\AA£. 

0,U440 


A ACM 

0,0537 


A AO 0*7 

0,0387 


*700 

/Jo 


/~nrr* ATT 


A AAOO 

0,0999 


A 1 At A 

o,ioiy 


A A A /CO 

o,oyo2 


A AO£1 

0,02ol 


A AO AO 

0,0303 


0,0257 




TTT7T T\ ATT TTT^T 

ri hLl )_ALL,_rUJL 


A 1 AA*7 

0,1007 


A 1 AOO 

0,1 082 


A AAOA 

0,0989 


A AO n 

0,0323 


0,0468 


0,0304 


1056 


ttt?T Tk TTCK/T T TD 

H rii J )_r hWL^Lir 


A AilOO 

0,0488 


A AC1 O 

0,05 lo 


A AilAI 

0,0403 


0,0695 


0,09 


0,0691 


1 AAO 

1092 


TTT7T T\ >/AT A T\T> CT TT XT 

JH hi .i.)_MAL_AL>K5 ULN 


0,0404 


A A/4 A*} 

0,0443 


A A1 1 A 

0,0114 


A ^ C t A 

0,6514 


0,7766 


0,6465 


1524 


TjrjT avtat /"v»o 
nril^_MA_L__CC2 


A AIIO 

0,0122 


A A1 yf> 

0,0142 


0,0107 


0,0079 


0,0113 


0,0062 


1 <o^ 
1524 


TjTJT'n ATT T TD 

xlEl^Li_AJL>Lt_i J r 


A Acm 
0,0507 


A AQ O 1 

0,0381 


0,0237 


A ACAO 

0,0592 


a Ann 

0,0717 


A AC01 

0,0581 


1324 


TJT7T "T* ATT- IT" 1 


A A<Q1 

U,O0o 1 


A A<T1 

0,00 / 1 


0,0301 


A AO< 

0,025 


A AO 1 O 

0,0318 


A AO>IO 

0,0248 


13/4 


mm iv/f a t 
L>V1J_MAJL 


A A/C1 1 

0,0011 


A A/C7Q 

0,00 /o 


A A/ill 

0,0422 


A 1 1 OA 

0,3189 


A A 1 OO 

0,4133 


A OOC/I 

0,3254 


1 coo 
1382 


TTPT T» XvTAT A TYD IT TT XT 


A 1 COO 

0,1322 


A ICIO 

0,1512 


A AA<£ 

0,0930 


A A/I /CO 

0,040o 


A A/C/IO 

0,0048 


A AO AC 

0,0295 


103 / 


T-TT3T T*k TTP"N>T CT7T7 

xlllJLiJL'__r ENi_r,r r 


A AC 
U,U3 


A A/CA4 
U,U0U4 


U,U4/ 


A /KOO 

0,4599 


A CCOO 

0,5588 


A /1<A 

0,45*/ 


1 OOO 
1 ILL 


r^V/Tv Tv /TAT 


a nia 
0,013 


A A1 
0,0 125 


0,0133 


0,3717 


A A1H£. 

0,4370 


A MOO 

0p729 


1 /DO 


TTThT iwr A T A T\T> <T TT "M 


A A101 
U,U321 


0,0o3 / 


A 1AA1 

0,1 OU3 


A A/I AO 

0,0402 


A A/CO 

0,003 


A A/CO 

0,008 


1/3/ 


T-TRT fl ATT PP 


A AO 


A AOA<C 
U,0ZU3 


A AAC2 

0,0O33 


A O'/CI Q 

0,301 o 


A OO/C 

0p80 


A O/CAO 

0,3003 


1/3/ 




U,U3 1 / 


A AC/CO 


v,U13 


A 10/40 

U, 1Z42 


A 1 ^/IO 

0,1342 


A 1 1AO 

0, 1 193 


1757 


HELD FEM VEFF 


0,1217 


0,1247 


0,1208 


0,0423 


0 0505 


0 0422 


1757 


HELDMALADR 


0,0536 


0J05 


0,0501 


0,6703 


0,7693 


0,6702 


1765 


HELDALLLIP 


0,0466 


0,0494 


0,0442 


0,3068 


0,3533 


0,3058 


1767 


HEU)_ALLADR3ULN 


0,0082 


0,0075 


0,0036 


0,0053 


0,0066 


0,0026 


1767 


HELDALLADR5ULN 


0,0608 


0,0467 


0,0302 


0,0196 


0,0231 


0,0086 


1767 


HEIX)_MAL_ADR5ULN 


0,183 


0,216 


0,0679 


0,075 


0,1229 


0,0194 


1767 


HELD_FEM_ADR3ULN 


0,0371 


0,0348 


0,0221 


0,0341 


0,0408 


0,0251 


1767 


HELD_MAL_ADR3ULN 


0,1692 


0,1875 


0,1061 


0,0606 


| 0,0741 


0,0334 


1837 


HELD_ALL_ADR3ULN 


0,0408 


0,0398 


0,0402 


0,0225 


0,0282 


0,0196 
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1RV7 


Ij D1-ilL/_P JZflVi LJJT 


0,0337 


0,0356 


U,U32o 


Up 132 


Up242 


0^131 


1 W7 


XTRT fl ATT T Tp 


0,0466 


0,046 


A A/l<1 
U,U452 


0,3 oo4 


A 1AOT 

0^3987 


0^879 


153 / 


TJrtfT n ATT A TIP 


0,052 


0,0488 


A A<1 A 

0,05 14 


A ATAA 

0,0709 


0,075 


/\ An«A 

0,0708 


15D4 


14 L7I T\ TJCKjf T TD 

rirJJLJLJ__r JtVM_Llr 


0,0512 


0,0527 


a t\c 
0,05 


0,0661 


0,07 


0,0658 


loOZ 


T-TBT r» TJTJfVX T TP 
J1CU J_rxAM_LLr 


0,0562 


0,058 


0,0534 


a nn i 

0,023 1 


0,0264 


0,0229 


2U85 


nr.l ,1 J__r xiM_LO 


0,0149 


0,0109 


A A1 1 O 

0,0118 


0,0081 


0,0096 


0,0081 


2085 


TTTJT T-V ATT rV» 


0,0388 


0,038 


0,0345 


0,0185 


0,02 


0,0183 


OAAO 


TTTJT T\ \/AT /"V*» 

H KI J )_MAL_CXJ 


0,047 


0,0249 


0,037 


0,0015 


0,002 


0,0013 


2093 


Tl I it ATT /~t/^» 

HKI X) ALL CC 


0,1596 


0,1532 


0,1414 


0,04. 


0,0501 


0,0383 


2109 


TTTTT T^\ Tk *• » T Til \T 

HEIJ)_MAL_HDL 


0,0044 


0,0028 


0,0023 


0,0341 


0,0543 


0,0299 


2109 


TTTJT T\ ATT Tttxt 

HEH3_ALL_HDL 


0,0187 


0,0127 


0,0131 


0,059 


0,065 


0,0546 


01 aa 
2109 


TTTJT T\ ATT T TTVO 

H H1J J ALL LLP2 


0,0438 


0,0439 


0,0434 


0,015 


0,0152 


0,0148 


01 Aft 

2109 


TTTJT T% l?P|> M T TT» 

ni!dA>_bxiM_LiP 


0,0612 


0,0563 


0,059 


0,0214 


0,0277 


0,0209 


2124 


TTTJT TV 11AT T TTI 

HKI .1 )_MAL_Llr 


0,1532 


0,2284 


0,153 


0,0434 


0,0557 


0,0433 


.2140 




0,0437 


0,0427 


0,0203 . 


0,009 


0,0116 


0,0069 


2140 


HELD_FEM_EFF 


0,0174 


0,0167 


0,0136 


0,0082 


0,009 


0,008 


2140 


TJDI T\ XI AT A T\T> 

HjiLU_MAL_ADR 


0,0596 


0,0738 


0,0227 


0,0301 


0,0429 


0,0285 


2140 


l±DLlJ_FriM_YExT 


0,0915 


0,0872 


0,0888 


0,0284 


0,0379 


0,0277 


2141 


TXOT Tl X/AT AT\D1TTTXT 

H hi J MvlAL_At)K3 ULN 


0,0844 


0,0968 


0,0461 


0,0218 


0,0238 


0,0116 


2141 


rtbLU_r rMN4_U rirr 


0,0776 


0,0859 


0,0221 


0,1372 


0,1469 


0,1323 


11>f 1 

2141 


TXT7T TV "KiT AT A TVD 

xiliLIJ_MAL_ADK 


0,0548 


0,0515 


0,0254 


0,0347 


0,0399 


0,0344 


21oO 


TTCT T\ "X /f A t ATYDCTTTVT 

ribLU_MAL__AUKj ULN 


0,0287 


0,0843 


A 1 AAA 

0,1009 


0,0498 


0,0718 


0,0798 


218/ 


TTTJT T* XtXTKM ATYDTTTTXT 

H r. 1 J )_r LM_AL>KJ ULN 


0,0517 


0,0567 


0,0507 


0,0495 


0,0613 


0,0529 


2192 


HELD FEM ADR 


0,0008 


0,0011 


U,UUUJ 




A AA1 A 
VjUUl^ 


A AAAif 


2192 


HELD__FEM_ADR3ULN 


0,0114 


0,0187 


0,0015 


0,0146 


0,0232 


0,0019 


2192 


HELD_ALL_ADR 


0,0234 


0,0113 


0,0173 


0,0053 


0,0068 


0,0044 


2192 


HEIJ)_FEM_ADR51JLN 


0,0613 


0,1149 


0,0155 


0,073 


0,1305 


0,0181 


2192 


TTRT J\ALL_ADR3ULN 


0,1807 


0,1865 


0,1212 


0,0607 


0,0756 


0,039 


2203 


HELD_FEM_LIP 


0,0132 


0,011 


0,0126 


0,0101 


0,0118 


0,0098 


2203 


FRT.D_ATT._TJP 


0,0296 


0,0294 


0,029 


0,042 


0,0442 


0,0422 


2217 


TTRTI) MAL CC 


0,0089 


0,0048 


0,0053 


0,0074 


0,0101 


0,0071 : 


2217 


CVDJTSM 


0,1624 


0,1741 


0,1076 


0,0384 


0,0539 


0,0314 
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2281 


HELD_FEM_CC 


0,0422 


0,0439 


0,0393 


0,0076 


0,0102 


0,0072 


2281 


HELD_MAL_CC 


0,0529 


0,0593 


0,0174 


0,0834 


0,1238 


0,0807 


2284 . 


HELD_MAL_LIP 


0,0754 


0,0848 


0,0464 


0,0227 


0,0292 


0,0137 


2290 


HELD^MALCC 


0,0301 


0,0636 


0,0267 


0,0022 


0,0031 


0,0017 


2327 


HELD_MAL_ADR 


0,0279 


0,0298 


0,0262 


0,0923 


0,1092 


0,092 


2327 


HELD_MAL_ADR5ULN 


0,047 


0,0358 


0,0381 


0,3085 


0,4458 


0,3068 


2327 


HELD_MAL_ADR3ULN 


0,0396 


0,0397 


0,0429 


0,0919 


0,116 


0,0897 


2327 


HELD_FEM_EFF 


0,0462 


0,0457 


0,0458 


0,0998 


0,1039 


0,0998 


2353 


CVD_MAL 


0,0703 


0,0407 


0,0139 


0,0223 


0,0233 


0,0031 


2353 


HELDALLCC 


0,0255 


0,0122 


0,0224 


0,0659 


0,0929 


0,0654 


2353 


CVD_ALL 


0,1352 


0,1146 


0,0973 


0,0468 


0,0506 


0,0347 


2353 


HELDFEMCC 


0,0743 


0,0491 


0,0628 


0,1836 


0,3092 


0,1885 


2371 


HELDALLLIP2 


0,018 


0,018 


0,0181 


0,043 


0,0444 


0,0432 


2376 


HELD_ALL_UP2 


0,03 


0,038 


0,0302 


0,0327 


0,0411 


0,0329 


2401 


HELD^FEMJJEFF 


0,0263 


0,0256 


0,0266 


0,1128 


0,1233 


0,1146 


2463 


KELD_ALL_CC 


0,0122 


0,0147 


0,0028 


0,0144 


0,0168 


0,0033 


2463 


HELD_FEM_CC 


0,0257 


0,0328 


0,0074 


0,0307 


0,0376 


0,0088 


2463 


WLDjmAJJP2 


.0,0915 


0,0988 


0,0431 


0,7177 


0,7419 


0,718 


2755 


HELD_FEM_ADR 


0,0203 


0,0192 


0,0178 


0,0222 


0,024 


0,022 


2755 


HELD_ALLADR 


0,0325 


0,035 


0,03 


0,0499 


0,0513 


0,0496 


2755 


HELD_FEM_EFF 


0,0455 


0,0449 


0,0446 


0,4065 


0,4262 


0,4065 


2925 


HELD_FEM_VEFF 


0,0168 


0,0169 


0,0162 


0,0055 


0,0058 


0,0055 


2925 


HELD FEM UEFF 


0,0184 


0,0176 


0,0181 


0,009 


0,0119 


0,0088 


3043 


HELD_FEM__ADR3ULN 


0,031 


0,0498 


0,0233 


0,0515 


0,0764 


0,0376 


3152 


HELDFEMVEFF 


0,0204 


0,0206 


0,0196 


0,3254 


0,333 


0,3253 


3214 


HELDFEMVEFF 


0,0379 


0,0331 


0,0261 


0,4369 


0,4475 


0,437 


3215 


HELDMALADR5ULN 


0,0093 


0,1304 


0,041 


0,0096 


0,1304 


0,0423 


3237 


HELDFEMCC 


0,0174 


0,0276 


0,0167 


0,0218 


0,0323 


0,0211 


3241 


HELDJSIAL^ADR 


0,111 


0,1115 


0,1048 


0,0334 


0,0418 


0,033 


3826 


HELD_MAL_ADR5ULN 


0,2155 


0,1993 


0,0862 


0,0716 


0,1186 


0,0187 


3826 


HELD_ALL_ADR5ULN 


0,254 


0,2956 


0,1522 


0,0707 


0,0873 


0,038 


3826 


HELD_MAL_ADR3ULN 


0,2528 


0,2755 


0,1635 


0,0732 


0,1143 


0,044 
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4868 


HELD_MAL_ADR 


0,0492 


0,055 


0,0155 


0,2125 


0,24 


0,2117 


4868 


HELD_MAL_ADR5ULN 


0,0236 


0,1201 


0,1125 


0,412 


0,5267 


0,4261 


4887 


HELDMALCC 


0,0119 


0,0064 


0,0075 


0,0066 


0,0077 


0,0042 


4887 


HELD_ALL_CC 


0,0826 


0,0705 


0,0811 


0,0378 


0,0429 


0,0378 


4912 


HELD_MAL_LIP 


0,2542 


0,3163 


0,2499 


0,0325 


0,053 


0,0303 


4951 


HELD_ALL_ADR3ULN 


0,0019 


0,0018 


0,0018 


0,5543 


0,6301 


0,5547 


4951 


HELDFEMADR3ULN 


0,0028 


0,0029 


0,003 


0,237 


0,284 


0,2372 


4951 


HEIJD_FEM_ADR5ULN 


0,0049 


0,0039 


0,0088 


0,0663 


0,0845 


0,0657 


4951 


HELD_ALL_ADR5ULN 


0,006 


0,0054 


0,0103 


0,0586 


0,0675 


0,0589 


4951 


HELD_FEM_ADR 


0,0104 


0,0096 


0,0091 


0,1202 


0,1247 


0,12 


4951 


HELD_ALL_ADR 


0,0233 


0,0229 


0,022 


0,1271 


0,1376 


0,1269 


4952 


HELD_ALL_ADR3ULN 


0,0018 


0,0017 


0,0015 


0,6771 


0,7182 


0,6774 


4952 


HEIX)JFEM_ADR3ULN 


0,0019 


0,0017 


0,002 


0,2491 


0,2848 


0,2496 


4952 


HEIJ)JFEM_ADR5ULN 


0,0029 


0,0023 


0,0048 


0,0938 


0,1245 


0,094 


4952 


HELD ALL ADR5ULN 


0,0062 


0,0056 


0,009 


0,1013 


0,1264 


0,102 


4966 


HEIJDMALJLIP 


0,0276 


0,027 


0,0099 


0,0138 • 


0,0207 


0,0122 


4966 


HELD_MAL_ADR 


0,0409 


0,046 


0,0375 


0,0937 


0,1211 


0,0933 


4966 


HELD_FEM_CC 


0,0951 


0,1056 


0,0936 


0,0442 


0,0696 


0,0434 


5019 


CVD_FEM 


0,0011 


.0,001 


0,0007 


0,0055 


0,0087 


0,0053 


5019 


HELD_ALL_CC2 


0,0043 


0,0045 


0,0043 


0,0479 


0,0599 


0,0477 


5019 


HELDJvIALHDL 


0,0666 


0,0705 


0,0594 


0,0076 


0,0117 


0,0068 


5019 


HELDALLLIP 


0,0362 


0,0383 


0,0342 


0,0109 


0,0125 


0,0108 


5019 


HELD_MAL_CC2 


0,0182 


0,0179 


0,0186 


0,0143 


0,0167 


0,0138 


5165 


HELD_FEM_ADR3ULN 


0,0193 


0,0172 


0,0174 


0,064 


0,0907 


0,0714 


5165 


HELD__MAL_ADR5ULN 


0,0267 


0,0922 


0,0873 


0,6447 


0,708 


0,6539 


5165 


HELD_FEM_ADR 


0,0405 


0,0271 


0,0268 


0,2071 


0,2511 


0,2059 


5165 


HELDFEMADR5ULN 


0,0414 


0,0557 
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0,0056 


A A ACQ 

0,005o 


0,0233 


ft CiOAK 
0,0245 


ft (Y)1A 
0,0234 


11448 


T ■ ■ IT T"V ATT Y TT\A 

HELD AIX_LIP2 


A A1 AO 

0,0108 


A A1 (\C 

0,0 106 


ft ft1 ftO 

0,0101/ 


0,0119 


ft ftlOA 
0,0 izA 


ft ft17 


11448 


TWIT TN ITT 1 r\T 

HEO)_AIX_HDL 


0,0647 


A A*7AO 

0,0 /Oo 


ft f\/ZA c 

0,004o 


0,0138 


ft ftOI^ 
0,02 ID 


ft ftl A7 
v 9 UA*r2 


11448 


Tint ¥'*T'>'fc JT A T^T» 

HEIJD_FEM_ADR 


A A^O*7 

0,0637 


0,0601 


ft AiCftO 

0,0003 


0,0162 


ft AI GQ 
0,0 iyy 


ft ftl ^fi 


11448 


111 vw t\ ATT A T%XV 

HELD_AIX_ADR 


0,0576 


A AC/TO 

0,056o 


ft ft£< 
0,055 


0,017 


ft ftOftO 


ft ft1 aVS 


11448 


TTTTT T\ ATT ^V*1 

HELX) ALL- CL» 


A f\C\H£. 

o,oy/o 


ft 1 1 1 A 

0,1314 


ft ft^^ 
0,0453 


0,0671 


ft ft777 


ft ftfiS7 


11450 


f ii it tx m m a t T TT» 

HEIJj_MAL_LJP 


A A A /TO 

0,0068 


A AAO 

0,0052 


ft Aft££ 

0,0000 


0,0007 


ft ftftl 7 


ft ftftftO 


11456 


CVD_FEM 


A AAO£ 

0,0026 


ft Aft/1 0. 

0,0043 


ft ftftl fk 
0,0OlO 


0,0038 


ft ftftSR 


ft ftft7^ 


11462 


rti >t T\ x r A. T Y Tnn 

HEIJj_MALJLIP2 


A AO A A 

0,0302 


A AOO C 

0,0225 


A ftOC>1 

0,02o4 


0,0091 


ft ftlftO 

0,0 ioy 


ft ftftOI 


11462 


TTTT T\ ATT T TTV» 

OTjJj_aLL_LL?2 


A A/1 ft £ 

0,0406 


ft Vyj/cc 
0,0305 


ft ft^AO 
0,03 OZ 


0,0384 


ft ftii^i 


ft ft^R7 


11483 


TT"r»T T% T7T7X M A TVT> CT TT XT 

HELJ3_FBM_ADJK5 UJJN 


A AO.O 

0,032 


A ft/f-CC 

0,0455 


ft ft^fiO 


0,0562 


ft ft771 

U, v 111. 


ft ftR^7 




HFTD FEM ADR3ULN 


0,0442 


0,034 


0,0495 


0,0824 


0,0989 


0,0958 


11483 


HELD_FEM_ADR 


0,0628 


0,0468 


0,045 


0,1531 


0,2 


0,1477 


11531 


HELD_FEM_CX 


0,1229 


0,1273 


0,0498 


0,0189 


0,0335 


0,0137 


11536 


HELD_ALL_CC 


0,0789 


0,085 


0,0365 


0,7564 


0,8525 


0,7562 


11537 


HEDD_MAL_ADR 


0,1696 


0,1625 


0,1616 


0,0467 


0,0604 


0,0455 


11558 


HELD_MaL_IIP2 


0,0028 


0,0023 


0,0028 


0,0058 


0,0064 


0,0058 


11558 


HEIJ)_AIX_JLIP2 


0,011 


0,0105 


0,011 


0,005 


0,0054 


0,005 


11558 


HEII)_AIX_CC 


0,0533 


0,0503 


0,05 


0,102 


0,1242 


0,1013 


11585 


HELD_MAL_CC 


0,0414 


0,0372 


0,0136 


0,0108 


0,0193 


0,0094 
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pflp 
















11594 


HELD_ALL_ADR3ULN 


0,0819 


0,0998 


0,035 


0,0195 


0,0196 


0,0069 


11594 . 


HELD_MAL_ADR . 


0,0312 


0,0403 


0,0277 


0,0365 


0,0462 


0,0324 


11614 


HELD_FEM_CC 


0,0473 


0,0577 


0,0234 


• 0,0572 


0,0644 


0,0587 


11614 


HELD_MAL_CC2 


0,052 


0,0518 


0,0331 


0,0346 


0,0482 


0,0373 


11614 


HELD_ALL_CC 


0,0923 


0,1151 


0,0429 


0,25 


0,2653 


0,2502 


11614 


HELD_ALL_HDL 


0,0563 


0,0558 


0,0499 


0,9149 


1 


0,9149 


11631 


HELD_MAL_ADR5ULN 


0,0386 


0,0478 


0,0304 


0,0117 


0,0156 


0,0155 


11631 


HELD_MAL_ADR3ULN 


0,1371 


0,1283. 


0,1422 


0,046 


0,0572 


0,051 


11637 


HELD_FEM_LIP 


0,0168 


0,0155 


0,0113 


0,0321 ! 


0,0343 


0,0317 


11637 


HELD_ALL_LIP 


0,0303 


0,0314 


0,0288 


0,0148 


0,0186 


0,0149 


11637 


CVDJvlAL 


0,0697 


0,0701 


0,0767 


0,0248 


0,0373 


0,0272 


11637 


CVD_ALL 


0,0723 


0,0759 


0,073 


0,0254 


0,0318 


0,0262 


11641 


HELDMALADR 


0,0142 


0,0141 


0,0129 


0,126 


0,1468 


0,1257 


11645 


HELD_FEM_CC 


0,0369 


0,0544 


0,0366 


0,0456 


0,0639 


0,0454 


11646 


HELD_FEM_LIP 


0,0865 


0,0938 


0,0854 


0,0359 


0,0387 


0,0356 


11646 


HELD ALL LIP 


0,0788 


0,a77 


0,078 


0,0438 


0,0453 


0,0431 


11652 


HELDJMALJLIP 


0,0422 


0,0402 


0,0403 


0,9398 


1 


0,9398 


11727 


HELDALLADR5ULN 


0,0133 


0,0169 


0,001 


0,0033 


0,0029 


0,0001 


11727 


HELD_MAL_ADR3ULN 


0,0139 


0,0156 


0,0019 


0,0035 


0,0042 


0,0002 | 


11727 


HELD_MAL_ADR5ULN 


0,0632 


0,0556 


0,0165 


0,0205 


0,0202 


0,003 


11727 


HELDALLADR3ULN 


0,0384 


0,0373 


0,0163 


0,0076 


0,0071 


0,0036 


11727 


HELD_FEM_ADR5ULN 


0,1918 


0,2611 


0,0649 


0,0728 


0,128 


0,0182 


11728 


HELDALLADR5ULN 


0,1462 


0,1458 


0,095 


0,0556 


0,0654 


0,0388 


11914 


HELD_MAL_ADR3ULN 


0,2466 


0,3289 


0,2216 


0,0257 


0,0387 


0,0248 


11938 


HELDALLADR3ULN 


0,0089 


0,0095 


0,0046 


0,392 


0,459 


0,3897 


11938 


HELD_ALL_ADR5ULN 


0,0169 


0,0157 


0,0114 


0,8154 


0,8766 


0,815 


11938 


HELDJFEM_ADR3ULN 


0,0449 


0,0479 


0,0352 


0,6253 


0,6469 


0,6247 


11950 


HELD_MAL_ADR5ULN 


0,0201 


0,0516 


0,0044 


0,0125 


0,0113 


0,0014 


11950 


HELDJV1AL_ADR3ULN 


0,0154 


0,0166 


0,0066 


0,0323 


0,0548 


0,0214 


11950 


HELDJMAL_ADR 


0,0516 


0,0613 


0,0496 


0,3586 


0,4444 


0,3582 


11951 


HELD - MAL__ADR5ULN 


0,0424 


0,0545 


0,0114 


0,0236 


0,0423 


0,0037 


11951 


HELD_FEM_UEFF 


0,0259 


0,0235 


0,0107 


0,0733 


0,0868 


0,0749 
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Wm 






19008 


HELD ALL ADR 


0,0485 


0,062 


0,0449 


0,0524 


0,0663 


0,0486 


19031 


HELD ALL ADR3ULN 


0,0028 


0,0024 


0,0026 


0,63 


0,7148 


0,6303 




HELD FEM ADR5ULN 


0,0046 


0,0039 


0,0086 


0,0566 


0,0838 


0,0562 


1 1A1 1 


HELD ALL ADR5ULN 


0,0047 


0,0041 


0,0086 


0,0504 


0,0658 


0,0508 


12031 


HPTD FFM ADR3TTLN 


0 0056 


0,0063 


0,006 


0,2925 


0,3532 


0,2929 


12031 


ttrt n ATT ATYR 


l/,\/UO 


0 0141 


0,0129 


0,1033 


0,113 


0,1031 


12031 




0 0147 


0 0143 


0,0131 


0,1206 


0,1247 


0,1203 


1Z03Z 




0 0304 


0,0139 


0,0261 


0,0076 


0,0093 


.0,0078 


1 OA^ *> 

12032 




V, IZtUJL 


0 1063 


0,0841 


0,0343 


0,0448 


0,031 


12032 


TTPT Fl AT T ATYR 


0 0998 


0,0748 


0,05 17 


0,0359 


0,0376 


0,0341 


12032 




0 063Q 


0,0469 


0,0614 


0,0748 


0,0929 


0,0737 


12 148 


TTRTr> MAT A "HI? 5T TT "NT 




O 0158 


0,026 


0,0087 


0,0155 


0,0126 


12148 


TJTRT "T\ TUT AT ATYR 


a 0^7/; 

UjVJ / V 


O 0431 


0 0398 


0,0142 


0,0207 


0,0139 


101/10 

12148 


TTTTTn MAT ATiP3TTT M 


O Ofiltf 

V,UU 1 V 


0 0647 


0,085 


0,0349 


0,046 


0,0398 


12207 . 


TTRTn MAT ATYR-5TTFN 


O 0034 


0 0036 


0,002 


0,6147 


0,7792 


0,6195 


111 AT 
1Z2U/ 


xtct F» MAT ATYR 

njjtXjXJ IVLfVL* f\Ul\. 


0 003 


0 0028 


0,002 


0,1131 


0,1259 


0,1125 


12207 


TTPT TY Ayr AT ATYR3TTTN 


0 CY)A 


0 0181 


0,0298 


0 5888 


0,6671 


0,5919 


12399 


ITPTTY MAT ATYRTFTTW 


0 0204 


0 0336 


0,0287 


0,0338 


0,0497 


0,0552 


1 no no 

123 yy 


ttrt r> MAT ATYR3TTT "M 


O 036/) 


O 0602 


0,0433 


0,0568 


0,0858 


0,0714 


123 yy 


TTPTTj ATT AD"R 


0 1174 


0 109 


0,1156 


0,0393 


0,0481 


0,0386 




TTPTTY MAT ADR 


0 0489 


0 0266 


0,0384 


0,0217 


0,0303 


0,0198 


12554 


TTPT TY "PPM VPKP 


0,0785 


0,0754 


0,0774 


0,0335 


0,0365 


0,0329 


12851 


HPT D FRM ADR5TTLN 


0,0841 


0,0704 


0,087 


0,0401 


0,0635 


0,0488 


12851 


HELD_MAL_ADR 


0,0496 


0,0509 


0,0432 


0,6573 


0,6625 


0,6573 


13025 


HELD_MAL_ADR3ULN 


0,0572 


0,0578 


0,0424 


0,8568 


1 


0,8564 


13025 


HEIJ>_FEM_ADR5ULN 


0,0508 


0,0491 


0,0749 


0,2494 


0,3182 


0,2546 


13191 


HELD_ALL_CX: 


0,0795 


0,0789 


0,0666 


0,0287 


0,0329 


0,0278 


13192 


HELD _MAL_ADR3ULN 


0,0028 


0,0047 


0,0052 


0^629 


03274 


0,2753 


13192 


HE1J>_IV1AL_ADR5ULN 


0,0306 


0,0985 


0,1047 


0,6516 


0,7437 


0,6584 


13192 


HELD_ALL_ADR3ULN 


0,0459 


0,0411 


0,0633 


0^559 


1 


| 0,9559 


13192 


HELD_MAL_ADR 


0,0927 


0,0909 


0,0428 


0,7098 


0,743 


0,7097 


13193 


IT£IJD_MAL_ADR3ULN 


0,0022 


0,0038 


0,0046 


• 0,2596 


0,3258 


0,2719 
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13193 


TTT7T TV X K A T A T\T» CT TT "KT 

HEIJ)_MAL_ADR5ULN 


0,0227 


A AO D 1 

0,0881 


A 1 A1 *5 

0,1013 


0,5694 


A TO TO 

0,7373 


0,5794 


13193 


TTT7T TTV ATT A T*vT» IT TT VT 

HFJ J\_ALL_ADR3 ULN 


0,0375 


0,0347 


0,0515 


A A "7 C £ 

0,9356 


1 


0,9355 


13338 


HELD_FEM_UEFF 


0,0314 


0,033 


0,0259 


0,5721 


A f A*Jf 

0,5935 


0,5716 I 


13338 


TTT7T T\ TJTTt M "1 J | ' i '■ » 

HEIJj_FEM_VEFF 


0,0306 


0,0309 


0,03 


0,8319 


0,8624 


0,8319 


13339 


HELD_MAL_ADR 


0,0352 


0,036 


0,011 


0,4768 


0,5694 


0,4767 


13339 


CVD_FEM 


0,1362 


0,0953 


0,1082 


0,0512 


0,0803 


0,0465 


13340 


HELDFEMJVEFF 


0,0158 


0,0143 


0,0137 


0,0082 


0,0095 


0,0072 


13479 


HELDJFEMTJEFF 


0,1063 


0,0953 


0,1076 


0,0341 


0,0364 


0,0351 


13633 


HELDJFEM_ADR3ULN 


0,0913 


0,0763 


0,1042 


0,0317 


0,037 


0,0361 


13633 


HELDJFEM_ADR 


0,1138 


0,1293 


0,1084 


0,0387 


0,0448 


0,0384 


13929 


HELD_MAL_ADR5ULN 


0,2957 


0,2981 


0,1308 


0,1262 


0,2119 


0,0423 


14065 


HELD_FEM_EFF 


0,087 


0,0675 


0,0858 


0,0307 


0,037 


0,0303 


14083 


HELDFEMADR 


0,069 


0,0657 


0,0318 


0,0353 


0,0459 


0,034 


14085 


HELD_FEM_EFF 


0,0345 


0,0318 


0,0334 


0,1267 


0,1326 


0,126 


14087 


HELDFEMEFF 


0,0509 


0,0493 


0,0504 


0,1138 


0,1184 


0,1138 


14102 


HELD_MAL_ADR5ULN 


0,0062 


0,0084 


0,0014 


0,8445 


1 


0,844 


14102 


HELDJEMEFF 


0,1217 


0,124 


0,1207 


0,0351 


0,0391 


0,035 


14103 


HELD_FEM_EFF 


0,003 


0,0023 


0,0004 


0,0567 


0,0623 


0,0565 


14103 


HELD_FEM_VEFF 


0,0371 


0,0337 


0,0117 


0,495 


0,5329 


| 0/1948 


14103 


HELDFEMUEFF 


0,0605 


0,0655 


0,0291 


0,0747 


0,0807 


0,076 


14129 


HELD_ALL_ADR3ULN 


0,0384 


0,0376 


0,0479 


0,1413 


0,1647 


0,1434 


14129 


HKT D JMAL_ADR3ULN 


0,0448 


0,04 


0,0567 


0^415 


0,4056 


0,3453 


14326 


HELD_FEM_EFF 


0,1463 


0,1445 


0,1434 


0,0461 


! 0,0471 


0,0457 


145U3 


TTTJT T\ ATT A Y\T) KT TT XI 
XICXJ J_/\JJLr_AlJiO ULrXN 


A AACO 


A AA/t £ 


A AAOI 


A £«*7 
U,OjO / 






14503 


HELD_ALL^ADR3ULN 


0,0046 


0,0045 


0,004 


0,5974 


0,6922 


0,5986 


14503 


HELD_FEM_ADR5ULN 


0,0136 


0,0123 


0,0063 


0,9862 


1 


0,9862 


. 14503 


HEU)JFEM_ADR3ULN 


0,0203 


0,0189 


0,0179 


0,482 


0,5051 


0,4834 


14537 . 


HELD_ALL_ADR 


0,0148 


0,0153 


0,0133 


0,0049 


0,0053 


0,0048 


14537 


HRTX) FEM ADR 


0,0395 


0,0398 


0,0332 


0,0288 


0,0309 


0,0284 


15915 


HELD_FEM_ADR 


0,0018 


0,0013 


0,0012 


0,6403 


0,6575 


0,6405 


15915 


HELD_ALL_ADR 


0,0037 


0,0031 


0,0029 


0,4718 


0,5008 


0,4719 


15915 


HELD_ALL_ADR3XJLN 


0,1292 


0,1365 


0,0778 


0,0267 


0,0357 


0,021 
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^^^^^^^^^^^^^ 


-strips 


8^ 




IIS1 






109P.Q 


TTFTT) MAT CJT 

JUL l3> JLJ /_lYLfVJL>__lA^ 




n nisi 


A A1 AO 


A ICOO 


A OA<0 


0,1042 


1Q9P.Q 
ij/zoy 


WFT n ATT nr* 


n aoqo 


U,UZ 1 o 


A AO 00 
U,UZoo 


A AQOO 

v,uyo9 


Alt 11 


A AAf 

0,095 




TTPTn tut at ttd 




A AQOO 


A ABC< 
U,UoD5 


A (\A1A 


A A/CQA 

0,0089 


A A^ 1 £ 

0,0515 






A AO A/1 


a 1 no 
U,lUo 


A MA*) 


A AOOJC 

u,uy2o 


A 1 01 O 

0,1218 


0,0274 


*4*71 ^fi 
J / 1 Do 


tjtjt ty ATT ATM? 


A AO£*C 


A AO<Q 

U,U259 


A AO A O 

U,U24o 


A AA*7iC 1 

0,007o 


A AAOO 

0,0078 


0,0074 


ooi CO 
3/158 


Tii :1 tn nni A A T"\T3 

rl Kl A t_r ilM^AL/ K. 


A IXC AH 

0,0547 


A AX? t t 

0,0511 


A Ail 

0,047 


A AOOO 

0,0328 


0,0384 


0,0323 


0*71 /CA 
3/10U 


xl hi A )_r JtlM_UllrJ* 


0,0494 


0,0385 


A AOA1 

0,0291 


0,0206 


0,0238 


0,0215 


3/412 


TJT2T T\ XTXTKX A TYD CT TT XT 

H rVl .1 )_r JbtM_ AJJiO ULN 


0,0274 


A /MAI 

0,0301 


A AOOO 

0,0228 


A AAA1 

0,0901 


0,1029 


0,0965 


OOil 1 o 

3/412 


TTT7T TY ATT A TYTJ CT TT XT 

ri Kl 1 )_A LL_A£)K5 ULN 


0,0463 


0,0416 


0,0443 


0,1444 


0,1838 


0,1518 


3/412 


TTT7T TY I7U1 M A *T\T> OT TT XT 

JnLbJLU__r JtiM_ADK3 ULN 


A 1 1 OO 

0,1388 


0,1374 


0,1428 


0,0436 


0,0523 


0,0457 


37437 


f~r\ tt\ *TT 
CV1J__ALL 


A C\t\C 

0,006 


A AAA*> 

0,0043 


A AA A C 

0,0045 


0,0004 


0,0006 


0,0005 


1 37457 


CVD_FEM 


0,0618 


0,0475 


0,0371 


0,0084 


0,0138 


0,0049 


37457 


CVD_MAL 


0,1106 


0,1397 


0,1478 


0,0425 


0,0646 


0,0633 


3*7*7 A/I 

3/ /U4 


TTT7T Tl A >f AT A TYD CT TT XT 

iiLLJJ_MAL_AUJO ULN 


A AAAO 

0,0093 


A tlfXA 

0,1304 


A f\A 1 

0,041 


A AAA^ 

0,0096 


0,1304 


0,0423 


3 oioy 


/^\7T\ ATT 


0,0357 


A AO O A 

0,0284 


A AOO A 

0,0234 


A 11Ai 

0,7204 


0,8145 


0,7186 


38959 




A AAOT 

0,0937 


A AAAO 

0,0903 


A /WOO 

0,0433 


0,1155 


0,1245 


0,1149 


oaoao 
39292 


TTTJT TN TTTTkM ATVTJCTTTXT 

H Ki J )_r ilM^ADiO ULN 


0,0461 


A ATA*? 

0,0797 


A 1 ■% A*t 

0,1143 


0,0295 


0,0406 * 


0,0445 


! OAOAO ! 

39292 | 


TTTJY -r> ATT A TYD CT TT XT 

H Kl .1 )_ALL_ADK5 ULN 


A 11 AT 

0,2107 


A 1 A*T 

0,197 


A 0^*70 

0^673 


0,0487 


0,0566 


0,0656 


OA/CAO 

39698 


VIT7T T\ \Jt A T ATYDOTTTXT 

JHilLU_MAL_ADK3ULN 


A AC/IA 

0,0549 


0,0575 


A AO OA 

0,0339 


0,1964 


0^316 


0,1955 


39750 


TTT7T Tl VTXTK/f A TYD OT TT XT 

rLtm )_r ilM_/vUJK3 ULN 


A 1 COO 

0,1838 


A 1 on A 

0,1894 


A 1 OTA 

0,1779 


A f\Af\A 

0,0494 


0,069 


0,0449 


Q.OOC.1 


T4T7T TY XX A T A TVD 


A A1 OrfC 


A A1 11 

U,U133 


A AA*>*7 


A 1 OOif 

0,1824 


A OOO 

0^27 


A 1 O 1 £. 

0,1816 




TTTJT n ATT A TlT> 


A aaq£ 
U,UU3u 


A AAOO 

0,0033 


A AA*11 
0,0031 


A TITA 

0,7179 


A 0^1 A 

0,7614 


0,7178 


TOO CI 


TTT7T Tl TTDX/f A TYD 


A AO>l*l 


A AOI 

0,023 


A AOOO 

0,0233 


A AA A 1 

0,0941 


A 1 AO 

0,102 


0,0932 


39951 


HELD FEM ADR5ULN 


0,0673 


0 0646 


\Jy\JJ OJ 


UjUJUU 


A C\A01 


A AA91 


40466 


HELD_FEMJEFF 


0,0024 


0,002 


0,0009 


0,0045 


0,0058 


0,0044 


40466 


TTRT D JETBM JL3EFP 


0,0802 


0,0728 


0,0265 


0,0419 


0,0518 


0,0382 


40466 


HELD_FEM_VEFF 


0,0511 


0,0458 


0,0386 


0,0313 


0,0339 


0,0309 


44442 


HELD_MAL_ADR5ULN 


0,0836 


0,079 


0,0743 


0,0364 


0,0585 


0,0418 


55504 


HELD MAL ADR 


0,0719 


0,0735 


0,0691 


0,0286 


0,0345 


0,0284 


55542 


HELDFEMADR 


0,0351 


0,0377 


0,0327 


0,0223 


0,0271 


0,0221 


55670 


HELD_FEM_VBFF 


0,0177 


0,0252 


0,0172 


0,0215 


0,03 


0,0208 


55736 


HELDALLADR5ULN 


0,0576 


0,0583 


0,0098 


0,0205 


0,0356 


0,0023 



WO 2004/067774 



PCT/EP2004/000539 



-132- 



1811 




ills 


§IS1§ 










55736 


HELD_MAL_ADR5ULN 


0,0618 


0,087 


0,0194 


0,0901 


0,1202 


0 0261 


55736 


HELDJFEM_ADR5ULN 


0,3245 


0,4065 


0,1534 


0,1163 


0,2053 


0 0185 


55748 


HELD_MAL_ADR5ULN 


0,3118 


0,3008 


0,1412 


0,134 


0,2136 


0,0461 


55813 


HELD_ALL_ADR3ULN 


0,0935 


0,0976 


0,0867 


0,0234 


0 0248 


0 0235 


55845 


HEiJL>_FKM_VEFF 


0,026 


0,0242 


0,0254 


0,0129 


0 0138 l 


ft ftl?R 


55845 


HELD_MAL_ADR3ULN 


0,0952 


0 0988 


0,0453 


0,0432 


VjVV 1 7 


ft 0^79 


55845 


HELD_FEM_UEFF 


0,1378 


0,142 


0,1358 


0,045 


0 05RR 


ft 0451 


55923 


HELDFEMADR 


0,0587 


0,058 


0 0556 


0,0191 


n 0994 

U,vZZ*r 


ft ft1 R*7 


55923 


HELD__FEM_ADR3ULN 


0,0606 


0 0562 


0,0659 


0 0911 


0 0967 

v,UZU / 


ft ft999 


55945 


HELD FEM ADR 


0,0125 


0,0109 


0,01 12 


0 0011 


ft ftftl** 


ft ftftl 


55945 


HELDJFEM ADR3ULN 


0,0381 


0,0379 


0,0442 


0 0197 


ft ft1 R*i 


ft ni 1*7 


55945 


HELD ALL ADR 


0 0809 


0,0801 


0,0782 


0 090? 


ft fY*99 


u,uzy 


56007 


HELD MAL ADR3ULN 


0 0308 

VjVJVU 


0,0293 


\Jy\J\JJ 


0 101 5 


ft 91ft*7 


U,loZo 


56007 


HELD_MAL_ADR5ULN 


0,139 


0,1477 


0 0466 




ft 9Q57 


ft 9^14 


56011 


HELD_ALL_ADR5ULN 


0,1056 


0,2178 


0,0322 


0 1135 


ft 9977 


ft fY*M3 


56104 


HELD_FEM UEFF 


0,0155 


0,0153 


0,0149 


0 0164 


ft 01 QR 


ft ft1 fji 
U,UIOO 


56113 


HELD_ALL_ADR5ULN 


0,0186 


0,0163 


0,0264 


0 0347 


ft 01ft7 


ft ft159 


56113 


HELD_ALL_ADR3ULN 


0,0285 


0,029 


0,0276 


0,3219 


0 3704 


ft 199R 


56113 


HELD_FEM_ADR5ULN 


0,0402 


0,0472 


0 0536 


0,036 


0 0408 


ft 01SR 


56113 


HELDJFEM_ADR3ULN 


0,0416 


0,0401 


0 0432 


0,1311 


0 1510 


0 1114 


56636 


HELDFEMADR 


0,0108 


0,0106 


0,0098 


0,5577 


0 6160 


ft 5576 


.56636 


HELDFEMADR3ULN 


0,0227 


0,0223 


0,0215 


0,7019 




ft 7016 


56636 


HELD_FEM_ADR5ULN 


0,0271 


0,0247 


0,027 


0,8077 


0 R4QR 


ft Rft70 


56666 


HELD__MAL_ADR3ULN 


0,2121 


0,3446 


0,0763 


0,0154 


0,0133 


0,0018 


56666 


HELD_MAL_ADR5ULN 


0,3794 


0,418 


0,1913 


0,0556 


0,0716 


0,0122 


56666 


HELDMALADR 


0,1717 


0,119 


0,136 


0,0173 


0,0265 


0,0154 


56667 


HELDFEMEFF 


0,0364 


0,0372 


0,0356 


0,0134 


0,014 


0,0133 


56661 


HELD_MAL_ADR3ULN 


0,2981 


0,4124 


0,2471 


0,0382 


0,0579 


0,0311 


56661 


HELD__FEM_ADR3ULN 


0,1228 


0,1267 


0,1124 


0,0483 


0,0586 


0,0492 


56780 


HELD_FEM_ADR3ULN 


0,0149 


0,0159 


0,008 


0,012 


0,0164 


0,0117 


56780 


HELD_FEM_ADR 


0,0227 


0,0214 


0,0192 


0,012 


0,0154 


0,0118 


56780 


HELD_ALL_ADR3ULN 


0,0269 


0,0274 


0,019 


0,0143 


0,0182 


0,0141 
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56876 



HELD FEM EFF 



0,0424 



0,0386 



0,0418 



0,0166 



0,0177 



0,0163 



56876 



HELD FEM VEFF 



0,0713 



0,0569 



0,0692 



0,0196 



0,0216 



0,0192 



56978 



HELD ALL ADR5ULN 



0,0719 



0,0767 



0,0535 



0,0154 



0,0156 



0,0118 



57000 



HELD FEM VEFF 



0,0174 



0,0176 



0,0169 



0,3734 



0,4158 



0,3731 



57000 



HELD FEM UEFF 



0,0415 



0,0406 



0,0369 



0,858 



0,8914 



0,8579 



57000 



CVD ALL 



0,0418 



0,0488 



0,0445 



0,0607 



0,0713 



0,0637 



57000 



CVD MAL 



0,0441 



0,0754 



0,0552 



0,1657 



0,2666 



0,1782 



57313 
57734 



HELD FEM UEFF 



0,034 



HELD FEM ADR3ULN 



0,1496 



0,0307 



0,0344 



0,1193 



0,15 



0,1859 



0,1593 



0,0475 



0,0622 



0,1201 



0,0534 



57837 



HELD MAL ADR3TJLN 



0,1875 



0,2505 



0,1226 



0,0606 



0,0663 



0,0405 



57853 



57853 



HELD FEM EFF 



0,0026 



0,0022 



0,0012 



0,0086 



HELD FEM UEFF 



0,0504 



0,0448 



0,0138 



0,0301 



0,0107 
0,0444 



0,0084 
6,0274 



57853 



57854 



57854 



HELD FEM VEFF 



0,042 



0,0386 



0,0288 



0,0505 



0,0562 



HELD FEM EFF 



0,0212 



0,0209 



0,0157 



0,0665 



0,0761 



HELD FEM UEFF 



0,0736 



0,0661 



0,0242 



0,0496 



0,068 



0,0501 



0,0663 



0,0464 



57854 



HELD MAL ADR3ULN 



0,1957 



0,2011 



0,1232 



0,0634 



0,0859 



0,0467 



58295 



HELD MAL ADR 



0,0215 



0,0221 



0,0192 



0,0596 



0,0793 



0,0593 



58402 



HELD MAL ADR3ULN 



0,253 



0,3601 



0,2207 



0,0277 



0,0317 



0,0255 



58407 



HELD FEM VEFF 



0,009 



0,0089 



0,0086 



0,6756 



0,7344 



0,6756 



58407 



HELD FEM UEFF 



0,0269 



0,0254 



0,019 



0,1833 



0,1983 



0,1819 



58440 



HELD FEM UEFF 



0,1021 



0,1012 



0,1022 



0,0294 



0,0358 



0,0305 



58525 



HELD FEM ADR 



0,0008 



0,0004 



0,0004 



0,0002 



0,0003 



0,0001 



58525 



HELD FEM ADR3ULN 



0,0005 



0,0002 



0,0008 



0,0002 



0,0006 



0,0005 



58525 



HELD FEM ADR5ULN 



0,0002 



0,0005 



0,0011 



0,0009 



0,0042 



0,0034 



58525 



HELD ALL ADR 



0,0309 



0,0274 



0,0284 



0,0041 



0,005 



0,0037 



58525 



HELD ALL ADR5ULN 



0,0115 



0,0352 



0,0209 



0,0263 



0,0423 



0,0412 



58525 



HELD ALL ADR3ULN 



0,0304 



0,0391 



0,0408 



0,0158 



0,0198 



0,021 



58533 



HELD FEM ADR 



0,0132 



0,0076 



0,011 



0,0024 



0,0033 



0,0019 



58533 



HELD FEM ADR3ULN 



0,0373 



0,0325 



0,0534 



0,0101 



0,0153 



0,0155 



58533 



HELD FEM ADR5ULN 



0,0255 



0,0368 



0,0556 0,0387 



0,0613 



0,0658 
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58533 


HELD_ALL_ADR 


0,1948 


0,2046 


0,1921 


0,0446 


0,0584 


0,0438 


58544 


HELD_MAL_ADR5ULN 


0,2134 


0,1955 


0,0875 


0,0754 


0,1197 


0,02 


5.8716 


HELD_MAL_ADR3ULN 


0,0222 


0,0288 


0,011 


0,0012 


0,0018 


0,0003 


58716 


HELD_MAL_ADR5ULN 


0,1918 


0,256 


0,1602 


0,0649 


0,0886 


0,047 


58736 


HELD_FEM_EFF 


0,0378 


0,0385 


0,0374 


0,0117 


0,0131 


0,0117 


58808 


HELDFEMADR 


6,0754 


0,076 


0,0739 


.0,0276 


0,0333 


0,0275 


58809 


HELDMALADR5ULN 


0,1338 


0,1368 


0,0404 


0,0454 


0,0777 


0,0088 


58809 


HELD_ALL_ADR3ULN 


0,0117 


0,011 


0,0202. 


0,0915 


0,1137 


0,099 


58809 


HELD_MAL_ADR3ULN 


0,0206 


0,0207 


0,0247 


0,2401 


0,3238 


0,253 


58809 


HELD FEM UEFF 


0,1023 


0,1072 


0,0586 


0,0482 


0,0528 


0,0446 


58886 


HELD FEM ADR3ULN 


0,0432 


0,0444 


0,0387 


0,0115 


0,0145 


0,0107 


58886 


HELD_ALL_ADR3ULN 


0,0611 


0,0627 


0,0549 


0,0171 


0,0233 


0,0168 


58886 


HELD_ALL_ADR5ULN 


0,1212 


0,1272 


0,097 


0,0433 


0,049 


0,0427 


58926 


HELD_MAL_ADR3ULN 


0,0186 


0,0222 


0,0152 


0,0031 


0,005 


0,0036 


58926 


HELD_ALL_ADR5ULN 


0,0504 


0,0525 


0,0476 


0,0108 


0,0121 


0,0117 


58926 


CVDJFEM 


0,0461 


0,0455 


0,0419 


0,7899 


0,8184 


0,7899 


58926 


HELD_MAL_ADR5ULN 


0,1263 


0,1409 


0,1002 


0,0427 


0,0517 


0,0487 


58968 


HELD_ALL_ADR5ULN 


0,0212 


0,0248 


0,0199 


0,0023 


0,003 


0,003 


58968 


HELD_MAL_ADR3ULN 


0,0412 


0,0375 


0,0377 


0,0067 


0,0098 


0,0085 


58968 


HELDALLADR3ULN 


0,1321 


0,1309 


0,1338 


0,0208 


0,028 


0,0226 


58968 


HELD_FEM_ADR5ULN 


0,1447 


0,1579 


0,1408 


0,0233 


0,0292 


0,0261 


58985 


HELD_ALL_ADR5ULN 


0,0341 


0,0303 


0,0449 


0,0085 


0,0129 


0,0104 


59113 


HELD_MAL_ADR5ULN 


0,0156 


0,0224 


0,0114 


0,0006 


0,0008 


0,0003 


59113 


HELD_MAL_ADR3ULN 


0,0577 


0,0875 


0,0558 


0,0073 


0,009 


0,0068 


59236 


HELD_ALL_ADR 


0,0163 


0,0158 


0,0148 


0,0638 


0,077 


0,0636 


59236 


HELD_ALL_ADR3ULN 


0,0152 


0,0151 


0,017 


0,3664 


0,3858 


0^685 


59236 


HELDFEMADR 


0,0242 


0,0266 


0,0221 


0,0693 


0,0722 


0,0689 


59237 


HELDFEMVEFF 


0,021 


0,0197 


0,0205 


0,9766 


1 


0,9766 


59237 


HELD_FEM_EFF 


0,0278 


0,0283 


0,0273 


0,5742 


0,6002 


0,5742 


59267 


HELDJTBMJJEFF 


0,0007 


0,0006 


0,0005 


0,0035 


0,0042 


0,0036 


59352 


HELDMALADR 


0,0234 


0,0233 


0,0219 


0,6204 


0,6787 


0,6203 


59352 


HELD_ALL_ADR 


0,0427 


0,0412 


0,0406 


0,8742 


0,925 


0,8742 
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59363 


CVDJMAL 


0,0678 


0,0736 


0,0797 


0,0336 


0,0422 


0,0351 


59368 


HELDFEMADR 


0,0119 


0,0127 


0,0096 


0,0049 


0,0053 


0,0048 


59371 


HELD_FBM_VEFF 


0,0024 


0,0022 


0,0021 


0,1509 


0,1694 


0,1508 


59371 


HELD__FEM_UEFF 


0,0098 


0,0099 


0,0092 


0,2681 ! 


0,286 


0,2686 


59372 


HELD_MAL_ADR 


0,1687 


0,1722 


0,1609 


0,0282 


0,042 


0,0273 


59372 


HELD_MAL_ADR3ULN 


0,22 | 


0,2638 


0,2592 


0,0467 


0,0804 


0,0599 


59443 


HELD_ALL_ADR5ULN 


0,0027 


0,0031 


0,0018 


0,366 


0,4699 


0,3621 


59443 


HELD_MAL_ADR5ULN 


0,0416 


0,036 


0,0368 


0,877 


1 


0,877 


900080 


HELDJFEMADR3ULN 


0,0248 


0,0243 


0,0334 


0,0078 


0,0122 


0,011 


900080 


HELDJFEM_ADR5ULN 


0,0307 


0,0334 


0,0528 


0,0422 


0,0571 


0,0639 


900102 


HELD_FEM_UEFF 


0,0079 


0,0078 


0,008 


0,0043 


0,0057 


0,0041 


900102 


HELD_FEM__VEFF 


0,0423 


0,0413 


0,0416 


0,0163 


0,0185 


0,0162 


900111 


HELDJFEMJJEFF 


0,022 


0,0232 


0,0222 


0,0107 


0,012 


0,0103 


900111 


HELD_FEM_VEFF 


0,0524 


0,0496 


0,0516 


0,0293 


0,0351 


0,0292 


900117 


HELD_MALJLIP 


0,049 


0,0534 


0,022 


0,0073 


0,0136 


0,0043 


900118 


HELD_FEM EFF 


0,0013 


0,0008 


0,001 


0,0001 


0,0002 


0,0001 


900118 


HELD_FEM_VEFF 


0,1013 


0,0874 


0,0978 


0,0214 


0,0303 


0,0206 


900118 


HELD_FEM__ADR5ULN 


0,0424 


0,0506 


0,0251 


0,8579 


1 


0,8561 


900118 


HELD_ALL_ADR5ULN 


0,0702 


0,0623 


0,0401 


0,653 


0,7517 


0,6608 


900120 


HELD_FEM_EFF 


0,0101 


0,0092 


0,007 


0,0095 


0,0109 


0,0093 


900121 


HELD_FEMJBFF 


0,0944 


0,0944 


0,0922 


0,0477 


0,0488 


0,0476 


900123 


HELD_ALL_ADR 


0,0402 


0,0568 


0,0164 . 


0,041 


0,0576 


0,0168 


900123 


HELDJFEM_ADR 


0,0678 


0,1074 


0,0341 


0,0695 


0,1089 


0,0349 


900124 


HELDJFEMJJEFF 


0,0185 


0,0181 


0,0177 


0,0602 


0,0663 


0,0601 


900132 


HELD_FEM_ADR 


0,0215 


0,0178 


0,0068 


0,2283 


0,2679 


0,2288 


900144 


CVDFEM 


0,0319 


0,0744 


0,0093 


0,0361 


0,0813 


0,0104 


900144 


HELD_ALL_ADR5ULN 


0,1356 


0,2119 


0,0476 


0,1425 


0,2202 


0,0497 


900145 


CVD_FEM 


0,0702 


0,0367 


0,0231 


0,4142 


0,4698 


0,4044 


900145 


HELD_ALL_ADR5ULN 


0;1364 


0,2117 


0,0481 


0,1436 


0,2203 


0,0504 


900146 


HELDFEMADR5ULN 


0,0096 


0,017 


0,0195 


0,0366 


0,0413 


0,0447 


900146 


HELD_FEM_CC 


0,0751 


0,0844 


0,0429 


0,4385 


0,4606 


0,4405 


900146 


TTF.TD MAL ADR 


0,1074 


0,1347 


0,0497 


0,2672 


0,3098 


0,2671 
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900147 


HELD_ALL_ADR3ULN 


0,0572 


0,0567 


0,0416 


0,0133 


0,015 


0,0104 


900147 


HELD_FEM_ADR3ULN 


0,0435 


0,0527 


0,0381 


0,0166 


0,0182 


0,0127 


900196 


HELD_MAL_UP 


0,04 


0,0376 


0,0365 


0,0037 


0,0057 


0,0039 


900196 


HELD_FEM_LIP 


0,0183 


0,019 


0,0214 


0,0168 


0,0301 


0,0136 


900196 


HELDJFEMADR3ULN 


0,0672 


0,0693 


6,022 


0,0238 


0,0276 


0,0198 


900196 


CVDJFEM 


0,0398 


0,0432 


0,0293 


1 


1 


1 


900196 


CVD_ALL 


0,0617 


0,0655 


0,0425 


0,1649 


0,2139 


0,1618 


900200 


CVD FEM 


0,0865 


0,0948 


0,0822 


0,0359 


0,0545 


0,0381 


900204 


HELD FEM_EFF 


0,0051 


0,0054 


0,005 


0,0195 | 


0,0204 


0,0194 


900905 


HELD FEM EFF 


0,0128 


0,0126 


0,0126 


0,0746 


0,0753 


0,0745 




CVD MAL 


0,0881 


0,0873 


0,0279 


0,0497 


0,0672 


0,045 




HELD FEM ADR 


0,1823 


0,2018 


0,1522 


0,0357 


0,0826 


0,0327 


900225 


HELD ALL ADR5ULN ' 


0,0532 


0,0765 


0,011 


0,0615 


0,0864 


0,0125 


900225 


HELD MAL ADR3ULN 

XXX-»*X-#X^ l'Jj * 1 * * UJJl ^ 


0,0804 


0,108 


0,0242 


0,0926 


0,1218 


0,0274 


900227 


HELD_FEM_ADR5ULN 


0,076 


0,0933 


0,0368 


0,0271 


0,031 


0,0108 


900233 


HELD FEMADR5ULN 


.0,0314 


0,0303 


0,024 


0,3185 


0,3387 


0,3136 


900236 


HELD FEM ADR3ULN 


0,0378 


0,0275 


0,0387 


0,0494 


0,064 


0,0568 


900236 


HELD MAL ADR5ULN 


0,2375 


0,2927 


0,0919 


0,0994 


0,13 


0,0289 


900241 


HELDFEMEFF 


0,0225 


0,0223 


0,0219 


0,6377 


0,6538 


0,6376 


900242 


HELDALLADR5ULN 


0,0164 


0,0165 


0,0012 


0,0015 


0,0017 


0 


900242 


HELD_ALL_ADR3ULN 


0,0158 


0,0151 


0,0031 


0,0007 


0,0006. 


0,0002 


900242 


HELDFEMADRSULN 


0,0257 


0,0467 


0,0032 


0,0088 


0,0105 


0,0007 


900242 


HELD_MAL_ADR3ULN 


0,1963 


0^073 


0,0673 


0,0132 


0,0144 


0,0014 


900242 


HELD_FEM_ADR 


0,0219 


0,0117 


0,0142 


0,006 


0,0067 


0,0053 


900242 


HELDFEMADR3ULN 


0,0542 


0,0556 


0,0305 


0,0161 


0,0247 


0,0091 


900242 


HELDALLADR 


0,0373 


0,0359 


0,0352 


0,0146 


0,0152 


0,0142 


900242 


HELD_MAL_ADR5ULN 


0,416 


0,4311 


0,2189 


0,0691 


0,1332 


0,0165 
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Table 6a Correlation of genotypes of PA SNPs to relative risk 

For diagnostic conclusions to be drawn from genotyping a particular patient we 
calculated the relative risk RR1, KR2, RR3 for the three possible genotypes of each 
5 SNP. Given the genotype frequencies as 





gtypel 


gtype2 


gtype3 


case 


Nil 


N12 


N13 


control 


N21 


N22 


N23 



we calculate 



Ml 


Nil i 


'N12+N13 


N2V 


N22+N23 


RR2 


N12 


/M1 + M3 


N22/ 


N21 + N23 


RJR3 


_ N13 


/M1 + M2 


N23/ 


N21 + N22 



10 Here, the case and control populations represent any case-control-group pair, or 
bad(case)-good(control)-group pair, respectively (due to their increased response to 
statins, Ugh responded are treated as a case cohort, whereas 'low respondeat are 
treated as the respective control cohort). A value RR1>1, RR2>1, and RR3>1 
indicates an increased risk for individuals carrying genotype 1, genotype 2, and 

1 5 genotype 3, respectively. For example, RR1=3 indicates a 3-fold risk of an individual 
carrying genotype 1 as compared to individuals carrying genotype 2 or 3 (a detailed 
description of relative risk calculation and statistics can be found in (Biostatistics, L. 
D. Fisher and G. van Belle, Wiley Interscience 1993)). The baySNP number refers to 
an internal numbering of the PA SNPs and can be found in the sequence listing, null: 

20 not defined. 
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In cases where a relative risk is not given in the table (three times zero or null) the 
informative genotype can be drawn from the right part of the table where the 
frequencies of genotypes are given in the cases and control cohorts. For example 
BaySNP 3360 gave the following results: 

5 







$8iS 






mi 


mm 




3360 


HELD_MAL_ADR5ULN 


GG 


GT 


TT 


null 


0 


0 















mm 




10 


0 


0 


50 


22 


1 



10 



It can be concluded that a GT or TT genotype is only present in the control cohort; 
these genotypes are somehow protective against ADR. An analogous proceeding can 
be used to determine protective alleles if no relative risk is given (table 6b). 
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Claims 



1 . An isolated polynucleotide encoded by a phenotype associated (PA) gene; the 
polynucleotide is selected from the group comprising 

5 

SBQ ID 1, 2, 3, 4, 5, 6, 7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19, 20, 21, 
22, 23, 24; 25, 26, 27, 28, 29, 30, 31, 32, 33, 34, 35, 36, 37, 38, 39, 40, 41, 42, 
43, 44, 45, 46, 47, 48, 49, 50, 51, 52, 53, 54, 55, 56, 57, 58, 59, 60, 61, 62, 63, 
64, 65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 75, 76, 77, 78, 79, 80, 81, 82, 83, 84, 

10 85, 86, 87, 88, 89, 90, 91, 92, 93, 94, 95, 96, 97, 98, 99, 100, 101, 102, 103, 

104, 105, 106, 107, 108, 109, 110, 111, 112, 113, 114, 115, 116, 117, 118, 
119, 120, 121, 122, 123, 124, 125, 126, 127, 128, 129, 130, 131, 132, 133, 
134, 135, 136, 137, 138, 139, 140, 141, 142, 143, 144, 145, 146, 147, 148, 
149, 150, 151, 152, 153, 154, 155, 156, 157, 158, 159, 160, 161, 162, 163, 

15 164, 165, 166, 167, 168, 169, 170, 171, 172, 173, 174, 175, 176, 177, 178, 

179, 180, 181, 182, 183, 184, 185, 186, 187, 188, 189, 190, 191, 192, 193, 
194, 195, 196, 197, 198, 199, 200, 201, 202, 203, 204, 205, 206, 207, 208, 
209, 210, 211, 212, 213, 214, 215, 216, 217, 218, 219, 220, 221, 222, 223, 
224, 225, 226, 227, 228, 229, 230, 231, 232, 233, 234, 235, 236, 237, 238, 

20 239, 240, 241, 242, 243, 244, 245, 246, 247, 248, 249, 250, 251, 252, 253, 

254, 255, 256, 257, 258, 259, 260, 261, 262, 263, 264, 265, 266, 267, 268, 
269, 270, 271, 272, 273, 274, 275, 276, 277, 278, 279, 280, 281, 282, 283, 
284, 285, 286, 287, 288, 289, 290, 291, 292 with allelic variation as indicated 
in the sequences section contained in a functional surrounding like full length 

25 cDNA for PA gene polypeptide and with or without the PA gene promoter 

sequence. 



2. An expression vector containing one or more of the polynucleotides of claim 1. 



30 



3. A host cell containing the expression vector of claim 2. 
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4. A substantially purified PA gene polypeptide encoded by a polynucleotide of 
claim L 

5. A method for. producing a PA gene polypeptide, wherein the method 
5 comprises the following steps: 

a) culturing the host cell of claim 3 under conditions suitable for the 
expression of the PA gene polypeptide; and 

10 b) recovering the PA gene polypeptide from the host cell culture. 

6. A method for the detection of a polynucleotide of claim 1 or a PA gene 
polypeptide of claim 4 comprising the steps of: 

15 contacting a biological sample with a reagent which specifically interacts with 

the polynucleotide or the PA gene polypeptide. 

7. A method of screening for agents which regulate the activity of a PA gene 
comprising the steps of: 

20 contacting a test compound with a PA gene polypeptide encoded by any poly- 

nucleotide of claim 1; and detecting PA gene activity of the polypeptide, 
wherein a test compound which increases the PA gene polypeptide activity is 
identified as a potential therapeutic agent for increasing the activity of the PA 
gene polypeptide and wherein a test compound which decreases the PA 

25 activity of the polypeptide is identified as a potential therapeutic agent for 

decreasing the activity of the PA gene polypeptide. 

8. A reagent that modulates the activity of a PA polypeptide of a polynucleotide 
wherein said reagent is identified by the method of the claim 7. 

30 
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9. A pharmaceutical composition, comprising: 

the expression vector of claim 2 or the reagent of claim 8 and a phanna- 
ceutically acceptable carrier. 

5 10. Use of the reagent according to claim 8 for the preparation of a medicament 

11. A method for determining whether a human subject has, or is at risk of 
developing a cardiovascular disease, comprising determining the identity of 
nucleotide variations as indicated in the sequences section of SEQ ID 1-292 

10 of the PA gene locus of the subject and where the SNP class of the SNP is 

"CVD" as can be seen from table 3; whereas a 'Visk" genotype has a risk ratio 
of greater than 1 as can be seen from table 6. 

12. A method for determining a patient's individual response to statin therapy, 
15 including drug efficacy and adverse drug reactions, comprising determining 

the identity of nucleotide variations as indicated in the sequences section of 
SEQ ID 1-292 of the PA gene locus of the subject and where the SNP class 
of the SNP is "ADR", "EFF" or both as can be seen from table 3; whereas the 
probability for such response can be seen from table 6. 

20 

13. Use of the method according to claim 12 for the preparation of a medicament 
tailored to suit a patient's individual response to statin therapy. 

14. A kit for assessing cardiovascular status or statin response, said kit com- 
25 prising 

a) sequence determination primers and 

b) sequence determination reagents, 

30 
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wherein said primers are selected from the group comprising primers that 
hybridize to polymorphic positions in human PA genes according to claim 1; 
and primers that hybridize immediately adjacent to polymorphic positions in 
human PA genes according to claim 1 . 

5 

15. A kit as defined in claims 12 detecting a combination of two or more, up to 
all, polymorphic sites selected from the groups of sequences as defined in 
claim 1. 

10 16. A kit for assessing cardiovascular status or statin response, said kit 
comprising one or more antibodies specific for a polymorphic position 
defined in claim 1 within the human PA gene polypeptides and combinations 
of any of the foregoing. 
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SEQUENCE LISTING 
<110> Bayer AG 
<120> 
<130> 

<160> 292 

<170> Patentln version 3.1 

<210> 1 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP 29, A501G 

<400> 1 

ttgggtggct acatggcttc agaaccaagt cagctgccaa aaccgtgtgt gcaagagcgc 60 

gacctaaggg gacattcttg tcgacggtac aggagggtgg gcagagttag ggcaggaagt 120 

atctacacac attctctacg gggcaggtga cgcagtcaga tctcagtgtt cagtttcctg 180 

gagggggcaa agtcttcacg cctaacccaa atgacttcct cgcttgcgct ctccaggcct 240 

ccattgatcc ccgacagggc agcttgcttc ttgagctgtg ccatgcggga cgcgtgacta 300 

tccagggttt tccggcctct ttcccgctga ctgatggagg tggcctgaag ccgctcctgc 360 

aggtctctgt ccactgaggc acccttcacg gactcacaga actcatcatc gtcactgagg 420 

atgtctgtct ccttgatgtc atcttgctcc tcatactgag caagatcaaa ctgctcctct 480 

acccatcggt cagtgtcccc rccaccgggg ggctgctggg actctttctc cgggctgctt 540 

gcggagacgg catcagaatc aatggtaaac ctgtttcgag ccagccgccg cctcctcctc 600 

ccaagagact tgcttggggc agacactgca cacacacaca aaaatataaa aataaaaccc 660 

ccacatgctt tacrtgagat gaaaatccag aaagcaaagg acaggagaaa ataaaaacca 720 

aaacggtatg cattgaatgc cttgatgtct tttggggctt aaagtctaca tatcaccaat 780 

ctgtcatgga gcatttacct tgtcgaggta tctggactta gaggatgttc tagcaactga 840 

tgcaagggca agggggaacc ggggcacaca ggagaggttg taggttatgg gcaaaggggc 900 

actcaactcc ctctgaaata atctactrtt ctagcctgtg cacctaagag atgggtaaca 960. 

cagacagcag ctgctctcaa gtagacagac cactgatttg g 1001 
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<210> 2 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) ..(501) 

<223> baySNP 52, C501G 



<400> 2 

aaagaaaaga 

cacatctgta 

ttgagaccag 

tgaggaggga 

accactgcac 

ttaaaaaaaa 

tttaaaatat 

caccctctag 

ttttcacaat 

caaggccagg 

agatcacttg 

actaaaaata 

gaggctgagg 

gcaccaccgc 

taaaaataaa 

acactttggg 

aacacggtga 

<210> 3 



aaagaaaaga 
atcccaacac 
cctggacaac 
gggttacttg 
tccagcctgg 
aaaagttttc 
gtttctatta 
aattcactat 
tctatgcata 
cgcagtggct 
aggtcaggaa 
caaaaattag 
caggagaatt 
actacagtgt 
atattcttca 
aggctgaggc 
aaccccgtct 



aaagaaaaga 
ttccagaggc 
atagcaagat 
agcccaggag 
gcaacagagt 
ttaagagtcc 
taaaktaccc 
taattttcaa 
sttttgcatt 
catgcctgca 
ttcaagacca 
ccgggcatgg 
gcttgaaccg 
gtgaaacaga 
aaaacatggc 

gggcggatca 

ctactaaaaa 



aaatgttttt 
tgaagtggga 
cccacctgta 
attaaggcta 
gagaccctgt 
agacttgtga 
atactcataa 
catttttttc 
ataaaatatt 
atcccagcac 
gcctgaccaa 
tggtgcgcgc 

gggaggcaaa 

gtgagactcc 
cgggcgcgct 
cgaggtcagg 
tacaaaaaat 



ctggccaggt 
ggatccttga 
gtcctagata 
taatagtgag 
ytctaaaaac 
attgccagat 
aaatataaat 
attctttttc 
tctcaatata 
tttagaaggc 
catggtgaaa 
ctgtaatccc 
ggttgcagtg 
gtctcaaaaa 
ggctcacgcc 
agatcgagac 
t 



gcaggtagct 
ggccaggagt 
cttgggagag 
ggatgattgc 
aaaaaaatta 
tagtgtaatt 
caatttatta 
catgcatatt 
aaatcttctt 
caaggcgagc 
ccccttctct 
agctacttgg 
agcagagacc 
ataataataa 
tgtaatccca 
catcccggct 



<211> 823 
<212> DNA 
<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (290) . . (290) 

<223> baySNP 57, C290T 



<400> 3 

tgtcactgaa gtgtagagct cctgaagtct ctcaatacat ctatcaggtc tacgacagca 60 

ttttgaaaaa ctaacaagac tggtccagta cccttcaacc atgctgtgat cggtgcaagt 120 

caagaactct taactggaag aaattgtatt gctgcgtaga atctgaacac actgaggcca 180 

cctagcaagg tagtaactag tctaacctgt gctaacatta gggcacaacc tgttggatag 240 
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ttttagcttc ctgtgaacat ttgtaaccac tgcttcagtc acctcccacy tcttgccacc 300 

tgctgctgct atctgtcctt acttgtgggc ttctccatgc tgtgccaatg gctggctttt 360 

tctacaccct cttttgagtg tagtttggta ttttgtaatt gagagctcat ttcaaaagca 420 

gaaaaagaca acaaatatta aagcaaggaa aagtgtaact gaaacactgc actttactgt 480 

tttatacttt tgtacatatg agaaatcaag ggattagtgc aaccagtaga aagcattgaa 540 

atgactgtca ttaaccacac agtcctggag gcagagatgc agttacctac cctagctttt 600 

gatgggttcf cttacctgta gtagccttat ccctggtcat ttggattttc agtttgcttt 660 

tttctttttt tcccctccaa actccttttc cttggccaag ccttcatgct tccccctttc 720 

cat at tat aa tctcatttga ttgctctgca gttgggaacg gagatcctct tgaatgatgt 780 

ttcagtgtgc aaaactatag agcctgtcag caccaagctg aca ~ 823 

<210> 4 

<211>- 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP118, C501T 



<400> 4 

caaaacttgg tttcaggcca 
gccaagatag gagactcgct 
ccactgcaat aaataattta 
gaatatgaaa catgaatgaa 
' tctctgtctc tctctmtmta 
atttcagata agggatattc 
cctgtttctc ccacacactt 
aagttgctga ttaatgttat 
gtggtgctgc tatctgcttt 
gtagctttct gtttaggttt 
aagtaaaagt acacatattg 
ctatgcccct taataatatt 
tttttgagag atgactaata 
tcacaatcac acacacacaa 
atgcattact ctacttaatc 
tatttatgtt ctctctcttt 
agagtcttgc tgcgtcaccc 
<210> 5 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 



agggcagtgg tccaagcctg taaacccagt gctctggggg 60 

tgagtccagc agttcaaggc tacagtgagc tgtaacggca 120 

tttagttaaa atattaaact accttcaggc tatttaagat 180 

tttcatgttt agactgggtc ccatccccaa gatatctctc 240 

tatatatatt gcaaaatctg aatcacttcc tgtcccaagc 300 

aacctgtatt acttctcccc gcaatgttct ctgcagttta 360 

aaatactatg tacaacatat taatatatgc tatatcttta 420 

ttctaacata ccttttttgg aactgttttg attcttcttg 480 

yttaacattg gcacttttca cagatttttt- acttttagaa 540 

ttctcttttg gctgtctttt ttggtggctg ttacaaaaga 600 

atgagattca atgctatccc atcccatccc tctacttccc 660 

agagaaaacc aatatatttg gtatcagcaa ttaaaaattc 720 

tacaacaatt ttatcccaac acaagtctaa gcatgacaaa 780 

gagttgccca tatttattca acactatgga taaactacat 840 

ttggggggga cccctaaata tagataatat tatcttctct 900 

caactggaat cttttttttt tttttttttt tttttgagac 960 

tggctggagt gcagtggccc g *' iooi 



WO 2004/067774 



PCT/EP2004/000539 



-4- 



<222> (501) . . (501) 
<223> baySNP137, T501C 



<400> 5 

atagatgaac tcctgaccta tatcaatgca aaacccaacc tgttctctat gctcctaacg 60 

gatccacatc tggctctgac cgtcttcttt ggcccatgct caccatacca gttccgcttg 120 

actggcccag gaaaatggga aggagccaga aatgccatca tgacccagtg ggaccgaaca 180 

ttcaaggtca tcaaagctcg agttgtacaa gagtctccat ctccctttga aagttttctt 240 

aaagtcttta gctttctggc tttgcttgtg gctatttttc tgattttcct ataagtaaaa 300 

gatctcctaa atggaagatg cacagagtag atttacaatg ctccaattcc tctcttacag 360 

caatattgcc ttcacagtta taaactgtat tcaaatagta aaggycaccc tctcgcttcc 420 

ctggctggcc ccagggctac cactggtatt cctgagcctc tcccagctcc acttctaatg 480 

ctagagaatg ataactaaga yttctgtgca tttgaaggtt gttggaaagt tacaggttca 540 

ttttagaaag aaagctgttc ttgacagcac tctgagccat catacctctt tcccatataa 600 

actattttca cagatctcaa ctaaaacccc ttacttcaca aatgattgtg ttgtgctgaa 660 

atggtgctct tatagtactg gcttattaaa agtaaaaaat aaacctaaaa attgattgtt 720 

ttaagtgatc ttttgttctc ttattaaaga ttgggaaaag ggagaaaaag atgaggattc 780 

tatgaataaa gctcataaaa ggataggggg ttcaatgagt tactttgaga gtttcccaaa 840 

ggactgtacc tgcctgggac tgttcattcc tccagaacac tctttataac aaagctgtta 900 

ctccagctgg cctcccaaag acccaaatca gattccacag aaaaccacca cctccacggg 960 

ctcttagaac cagcctccag cagccaaagg aaaaagccta c 1001 
<210> 6 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP179, T501C 



<400> 6 

gaaccccaca tcagtcctga ggtgcaattc tgcctagtca tctttcctct tccctcaaca 60 

gcagcttact ttatgttctt caagcttcac tgaggcctct tttgcaaatc ctcccagatc 120 

tcctcagctg ggatggggcc cctctaggct tcctgagccc catgcttcct cccttcatgg 180 

catctgtcat aatgcagtgg gattgccatg taactccctt gactgtctcc ccaacacaga 240 

gytgtacact tcacatctgg gcagggtcac catgactgtg tccaccattg ccagcttgga 300 

acctggcata ctggcatcag taaatgtttg ctgaaagaat aaatgataac aagctgtcct 360 

gcccaccgtg acctttggga gaatgggqat atgcttttga ttacctgcag ggccatcaag 420 

gtgttggcca gggcttgacc ataggtgtca tggcagtgga cagccagggc agccagaggc 480 

acttcctgca tgacagcaga yagcatgtct ttcatgatcc ctggggtgcc cacaccaatg 540 

gtgtccccca gggagatctc gtagcagccc attgagtaga acttcttggt gacctaagga 600 

agcaagcagg cacttggagg atacagaatc caccagccag gggatccatg cactcagaag 660 

agggggcctt tgcctgggca gaacacttct gggtatgacg cactcagttc ctactggatt 720 

acatgctcct caccactcca actgggaatg atgatcctca atctatgatc aggagactga 780 

ggcgtaaggg gcagagccag ccgctggagc cagcccacag tcctgaagct ccaacccccg 840 

tgctttcctc cctacctgtg cccctcagac ttcagtctca cttacggctg tcacatcata 900 

ctgtcagacc caggtgctgg aatcagtgaa gttgattcct tccatgtcgt tttatcctca 960 

gcaataaaat ccatgaaatc atgggtctga gatgctagtt a 1001 
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<210> 7 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP240, G501C 

<400> 7 

ctggatgtgg ctcccctgtc tctggggctg gagacagcag gtggggtgat gaccacgctg 60 

atccagagga acgccactat ccccaccaag cagacccaga ctttcaccac ctactcggac 120 

aaccagcctg gggtcttcat ccaggtgtat gaggktgaga gggccatgac caaggacaac 180 

aacctgctgg ggcgttttga actcaktggc atccctcctg ccccacrtgg agtcccccag 240 

atagaggtga cbtttgacat tgatgctaat ggcatcctga gcgtgacagc cactgacagg 300 

agcacaggta aggctaacaa gatcaccatc accaatgaca agggccggct gagcaaggag 360 

gaggtggaga ggatggttca tgaagccgag cagtacrrgg ctgaggatra ggcccagagg 420 

gacagagtgg ctgccaaaaa ctcgctggag gcccatgtct tccatgtgaa aggttctttg 480 

caagaggaaa gccttaggga saagattccc gaagaggaca ggcgcaaart gcaagacaag 540 

tgtcrggaag tccttgcctg gctggagcac aaccagctgg cagagaagga ggagtatgag 600 

catcagaaga gggagctgga gcaaatctgt cgccccatct tctccaggct ctatgggggg 660 

cctggtgt cc ctgggggcag cagttgtrgc rctoaagccc rccaggggga ccccagcacc 720 

ggccccatca ttgaggaggt tgattgaatg gcccttcgtg ataagtcagc tgtgactgtc 780 

agggctatgc tatgggcctt ctagactgtc ttctatgatc ctgcccttca gagatgaact 840 

ttccctccaa agctagaact ttcttcccag gataactgaa gtcttttgac tttttgsggg 900 

gagggcggtt catcctcttc tgcttcaaat aaaaagtcat taatttatta aaacttgtgt 960 

ggcactttaa cattgctttc acctatattt tgtgtacttt g 1001 
<210> 8 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . • (501) 

<223> baySNP241 / A501G 

<400> 8 

cgcagcaccc tggagccggt ggagaaggcc ctgcgggatg ccaagctgga caaggcccag 60 

at.tcatgack tcgtcctggk ggrgggctcc acwcgcatcc ccaaggtgca gaagttgctg 120 

caggacttct tcaacggcaa ggagctgaac aagagcatca accctgatga ggctgtggcc 180 

tatggggctg ctgtgcaggc ggccgtgttg atgggggaca aatgtgagaa agtgcaggat 240 

ctcctgctgc tggatgtggc tcccctgtct ctggggctgg agacagcagg tggggtgatg 300 
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accacgctga tccagaggaa 
tactcggaca accagcctgg 
aaggacaaca acctgctggg 
gtcccccaga tagaggtgac 
actgacagga gcacaggtaa 
agcaaggagg aggtggagag 
gcccagaggg acagagtggc 
ggttctttgc aagaggaaag 
caagacaagt gtcrggaagt 
gagtatgagc atcagaagag 
tatggggggc ctggtgtccc 
cccagcaccg gccccatcat 
<210> 9 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP288, C501G 



<400> 9 

tttaaaaaaa atatatatca gtgcagtcag gccccatagg gggaaatata tatctataca 60 

attaaaagtt gcttttattg taaaatatgt tggagagaaa aatgttcttt taaatggtta 120 

actttccaaa tctgccatct gacgcgtctc cgcgatgccc tgaagctggg ttcctgatjgt 180 

tgattttgca cgtgggaacc ccaggaggac actgctctga acccccccgg cccatgccga 240 

tagcaagaga gtgaggcaga gggaggcaga gaaaaagaga ccctcactcg ccgccacagc 300 

gcctgtgcac ccccacatgc gtgcaaccct gcacccctgc aggrcycttc ccacgggact 360 

tttctcctga cactagcggg agtcagcgcc cccggctgct tctgtgccgc tagagaaggc 420 

aggcactgtg aagccccgtt cctttcttcc ccggggatgc ctggagccct gaccgctcct 480 

gctgtgccct tcctcccgcc sgctcactga cagacactcg tggaaaaagc atatgcacca 540 

gtctcctgcg acacacctgc tgtaactcta atgacaaggt tagaacagaa acctaaaatt 600 

aagaagataa catgtaaata ctgtgttatt ttagcctaca gtacagtaat ctggatacaa 660 

atgataaggg agagccacgt ttcctttccc ccacgctgcc tctacttgcc tacattagac 720 

cggccttcaa tgcaaatctt aacctcctga ggaattagag aaggcttagg aagagrtcaaa 780 

ggtggttcgt cttctgactt ctccagtttg cggctctctg gcgccgacca cctcctcttc 840 

ctcgttgccg cgggcttgct gggttctatt ttggtgagga agggcgctgc agrcaatccc 900 

attttctctg gaaacttcag ttcgccattc tcagagagca tctgggcact cccctggttg 960 

attccgtttt cctgctcggc atacctgtgt ctgctgcccg c 1001 
<210> 10 

<211> 846 

<212> DNA 



cgccactatc cccaccaagc agacccagac tttcaccacc 360 

ggtcttcatc caggtgtatg aggktgagag ggccatgacc 420 

gcgttttgaa ctcakt'ggca tccctcctgc cccacrtgga 480 

rtttgacatt gatgctaatg gcatcctgag cgtgacagcc 540 

ggctaacaag atcaccatca ccaatgacaa gggccggctg 600 

gatggttcat gaagccgagc agtacrrggc tgaggatrag 660 

tgccaaaaac tcgctggagg cccatgtctt ccatgtgaaa 720 

ccttagggas aagattcccg aagaggacag gcgcaaartg 780 

ccttgcctgg ctggagcaca accagctggc agagaaggag 840 

ggagctggag caaatctgtc gccccatctt ctccaggctc 900 

tgggggcagc agttgtrgcr ctcaagcccr ccagggggac 960 

tgaggaggtt gattgaatgg c 1001 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (375) . . (375) 

<223> baySNP384', C375G 



<400> 10 

ctgcggtgca gcgtgggtcg tcatcgctct cacggcccac actgtattcg tcagctcgcc 60 

cctgctgggc agcgtcatcc tctcccacag gccccctcag gtcccggctg gtcctcctga 120 

catgttgtcc tgaggagctc ctgccccaga gccttgtgtg tctcccctgc actacccggc 180 

atagcccagc ggtggggctg gagaggggtc tacgcctgag accaccgccc gtctgtccca 240 

ggagcctgtc cagggccagg cgctgcactg gctcaggcct gcacggtggt ggagaagacg 300 

tgcgtggtga acacgacgcc ctccccgccg atctccgttt ccaggccatc tggatgatgg 360 

accccaagga tgtcsgtgag tggcaacatg aggagttcta ccgctacgtc gcgcaggctc 420 

acgacaagcc ccgctacacc ctgcactata agacggacgc accgctcaac atccgcagca 480 

tcttctacgt gcccgacatg gtgaggcact gtggcagtcc cacggccctc agggtgactc 540 

tgttgtcccc tgtggcatca gctctgcaga tgtcacatga ttaacatggc agtgtgaggg 600 

catgaaaaac ataggtagtg ctgggtgtgg tggctcacgc ctgttatccc agcactttgg 660 

gaggctgaga ggtggatcac ctgagcccag gagttgcaga ccaggctggc cacatagtga 720 

gaccccatct ctgaaaaaaa aaaaaaaaaa catatgcctt tgggtgggga accccagagg 780 

ttcctttttc tcaggggtca cacatggcga ggaaggattt gatgggatct cattgcagct 840 

<210> 11 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP533, T501C 



<400> 11 

tcaccagctc gccgccctcc acgcggaacg ttacaccctg gaggtcagag ggagtgtaag 60 

atgaggcccc aattgctcca agtcagaatc ttcaaatagt ctcctaatag ctcctccatt 120 

cctgtcccta cccacccacc cccaccctya caaagtcctc ctccatcctt ctgcctaaat 180 

tcttcactta cagcaggtac taatgagggg agaggtgggc agactggaga ggtgcggaca 240 

caggtgtgtg tgcagtgtct atggtctcct gggtcttccc ccgacccttt gctgcatcra 300 

tccttccctg cacaaagctg gccccatctt catcttcaga ccacacttgg ccttttttgt 360 

ccgttcattg gttattctca atccccccac cctcaccagc accacctctg gccctgccca 420 

gtcctcacca gatgttctcc ggctgtcttg cggatgccca ccatgcgcac agcatcggga 480 

ggtacaggct ggttgctgaa ygtagggtcc aggccagggc tggggggtgg tgtctcatag 540 

gtctttgagg ccacagagtc gtgcgtctcc aggagggact ggggggtggt gggaagagaa 600 

gggacaatgg ggcagtgtcc cgggtctctt cccatcccag atccaacttc ctgctggccc 660 

atccaacagc agcatgcccc agtccaccca cctcctgctc cctcacccca gccctagcag 720 

ccaggaacct ggaagtgggg ctcctggagg atgtgggcca gctcggcggc tgtgctgctc 7 80 

tgctcagcca sstgcgccag gtcccgcagg atctcctgca ccagctccag gttgttgtct 840 

ctcacggcct ccagcttcgt ctcctccagc ctctcatggg cctgggggtg gaagcagaac 900 

aggtggggct aggagcttcc ccaggagccc tgggacacca agcagggtcc tccctcagcc 960 

cccaggcatt ttccccatcc caccccccag cccccagctt c 1001 
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<210> 12 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP542, T501C 

<400> 12 

aactctgtag acaactctga tactgccatt ccctgttctt actgcctaca atgatagtga 60 

gcacaccaag tagcaatcac ctgttcattg ttttcttacr tagactttag gtccctatgg 120 

tttactaaag gctggcagat aataagtatt caataatatg tcttaaggca ttttaatact 180 

ctagatgctc tgaatcctaa tctcaaaagg attaacttta aaatagaagt tagaagaacc 240 

aagactatct tgtcaggggt gtattttgag agtggcagac ttttcagtgc ctttccattc 300 

atgacacttc ttgaatctct ggcagaacca gccagccgtg ttcacagtgt caaatgaagg 360 

gatgtctttg attgcttcca ggtgttcctc agcaccaccg gagggggatg ggt gat cage 420 

cgaatctttg actegggcta cccatgggac atggtgttca tgacacgett tcagaacatg 480 

ttgagaaatt ccctcccaac yccaattgtg acttggttga tggagcgaaa gataaacaac 540 

tggctcaatc atgeaaatta ccjgcttaata ccagaagaca ggtaaatata atgtgactgc 600 

camgggcttt taggaagaag gagcctctgc ctgtccagca gectatacaa gecaggcagt 660 

accacagcaa catggctgaa tgtgtgggaa cacttgatac aaatttgett gataataaca 720 

gctaactgtt cttaagtact cagaaagtga aattatgtat ttcaccttgt cagcaacact 780 

ttaegtatta ttataataat ccttttatta tggagaaact gaaacagcaa aattcageca 840 

tttacccaag ctcactgagt agtaagtgaa ctctgtgacc ttggcaagtt acttgatcct 900 

cagctgtagc aaccaaaaga gaatgatttg tctatgactt tgttgataaa agaaacacac 960 

ttgcccagtt tcactgtgtg ggaaaaactg aatcccatag t 1001 
<210> 13 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation. 

<222> (501) . . (501) 

<223> baySNP576, G501A 



<400> 13 

ctcctcgtac tgctgggtga ggttctcgat ctccttctgg aacctcttct tcccctcttc 60 

cagagcttcc acggtgctgg caaagtcctg cagcttcttc ttcgagtegg agagctacaa 120 

ggacagcgtc cagggtaggg tgagaggggg accatgartg gcccctgtcc ctggccccac 180 

agactctgag aagegaagae catgfcctcct cgttggagaa acccaatagc aggggaagct 240 

ggggggtcaa gcaccatcgc accaacactc caccgcgatc tgcctgcggg ggatctcagc 300 
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gcagagaagt tgagaggacc catgaaggaa gcaaggacac ggggcaggca cctggatgtt 360 

gagagtggag atgtggcgct ccaggttctg cttggcctcc atctcctcgt ccagctggtc 420 

ttgcaggctg ttccgctcct cctccagctg gcgcagcttc gtagacacgt tgagcttctg 480 

ccgggtttct tcttgaagca rctcctgcaa aagggatgca aagaggtccc agggacctgc 540 

cccgaggaag gccacccccc aggtcccctg gatgatgtgg caggacactc acctgggtgt 600 

cctggagctg ggaactgagg gacgccacgt ccttggccag cttaatggcc ttcccctcgg 660 

cctcgttaag catccctgtg acgctctcaa cttcattcta agggtgccaa gagactggtt 720 

agtcaaagcc tctagaaggg gatcctcgtt gaaaggagcc ctttttactc aaaacacatg 780 

ggctagtact tgaggtgttc actgattgag aaaatacccg tgaggtatgg gactctgata 840 

aaaaaaaaaa aaaacacaca cacacacaraa aaaaacagaa tctgtggctt gaagggaact 900 

ccrtcaccta tgagttggga ccctggccct agactctgtg gttctaagaa cttatttgag 960 

ccccaatggt attgactggg acctgatccc actaaatgga t "* 1001 
<210> 14 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501) -.(501) 
<223> baySNP608, A501G 

<400> 14 

aaactcggct tcctcctcct cttcctcccc attctcattc tcacgcatca ccgaggactt . 60 

cttcacagtc ctcatggcca cttcctgtgc gggacaggac acggcggcat gtcccgggat 120 

cgggcccaga gctgctgtgg cggccccgag ggtgcccaga ccctgcccag gactccagcc 180 

gagcaccccc caagccacac acacccacct cgccatccgc gttaaccagg acggtgcgga 240 

agctctcgcc cgtgccccag ctgctctggc ccttccacac cagcgtcgag gggrggctgt 300 

gggccacccc cgcaccagct gcccacacct gaggacccaa taacaatggc cccatcaggg 360 

tcacctctgg ttccagggac gtgggccagc cagtggcccc taccacaaag cccccttcaa 420 

tgccctgggc gttcagtcct tccagcccga cgcaggctta tccagggtga tggtccccag 480 

gatacacaag aagagaccag rgttcacaga ggccaagggc tcttggcaag caggggctga 540 

actgggatct gacacccacc aggctccatg gcccatgcgc ctgactgtta acacttcacg 600 

gggaygcctg ccagccccag cagcctggac tcagacccag ggcacaccac tcaggctcca 660 

gggaggccca gtggggtgac accagcacat ggaggttcta tgactgcggc agccgctctg 720 

agacggtgcc tggtgccacc atcatcccca cccacccccg ccaagtcctg tgcctccagt 780 

cccctgaccc cacctcacac cccatccgtg gccaccctcg ccctcctgcc ccaccaccta 840 

ccgtgaccat ctggccggcg cgcaggatgt acttgggcgt gaacttgtag gcgatctcct 900 

ccccctccaa gacctgcctc ttgattctcc agttccccag agactgatcc tggaagacac 960 

ggcacacacc tgaccctcag ccrccaggac tgtgacaccg c 1001 
<210> 15 

<211> 1001 

<212> DNA 



* <213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP614, C501T 



<400> 15 

tctttttaaa tttggatccc tttcctctgg ctagaactgc cagtactatg ttgaatagga 60 

gtggtgagas tggagatcct tgtctttttt cagttcttgt tttttttgtt tgtttgtttt 120 

ttgtttttgg caaaactatt tccttttatt ctgtggaacg tcactaacgt aaatagacat 180 

gtgcatgatt tatgttaatt tatacacgat gagaattaag gctgaaaatg acatccggga 240 

aaactcctac tattagtttc agatcttctg ggcaggggct gactcttggc tgccttatac 300 

ttcctaactc ccagtgggcc tgaatagaca ctggccagat tttcaaagta gcttcttgaa 360 

gatggatgat gatctgttta gaatgatcca ttcacctgtt ctgtttcagg gtccaaatca 420 

gtatcataaa aacagggctg ggtggggagt ccattgtgct catcgttcct actaaagggt 480 

acagaaaacc agccccgatg ytggcatgga tgttgcgaat gggcagaatg aatcctgtag 540 

ggacaccttt tcgctctggg ttgtgagaca aggacaagtg tgttttggcc atgcagatgg 600 

ggagattccc aaagccctgc tttgtgtaga cttcagcttt gtgttgagct ttgaggagta 660 

attcaatgtt gtctgctcca tagatcttct gtgcaatgat cctgatttta tcctcaactg 720 

ggagcttgag gtcataaagg agttggaagc tgctgggtgc ttgtcctgct ctctggacag 780 

cctgagccag ggctaaggta cccttgcccc cttctgccag tgagtgcact tcacggcatc 840 

aaaagccctc tgttctctgg aaaggcagcc gatgaggtcc agctcagtct ctgtatctgt 900 

cttgaatgca ttcacggcca ctactactgg aattccaaac attctggcat tttcagtttg 960 

tttcttcaag ttactgaagc ctttttcaac cagctccagg t 1001 
<210> 16 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP738, A501C 



<40O> 16 

atagcatata tataaatccc tcagaaaaac gattttattc ctaaagctta ctgtttataa 60 

atggaaaaaa cattttctca tggaaataat catataactg actgtyaagt gcccaagcca 120 

agaggcaaaa tgtctcccat taatttacta acaataagca tcaatggctt cctattgtag 180 

ttagcataaa atctaaactc attaacatgg actacaaaat atacataatc tagtcattgc 240 

cttatcactc tccccttcat tcatttagct ctatcaacat tggcttccat ctttcatact 300 

gagaaaaagc cctggttcac tcygcaccac cmttggttac gccctgatac tgcgcactga 360 

gtagaatgcc gtctgcaact tgcgcatttc gcagctgcca tcttgccgct gctccttctc 420 

aacgccactt ccactcactg ccaccaacac caacatgaac gggagctcaa cagcttccac 480 

taggtgttca ttgagaaggg macattcctc ttcacctcag agttggtggg ggaaggccca 540 

cccagataag atctgtgacc agatcagtga ggctgtcctt gatgcccacc ttcaacaaaa 600 

tcctgatgcc aaagtagctt gtgaaactgt tgctaaaact ggaatgatcc ttcttgcacg 660 

tgaaattaca tccagagctg ctgttgacta acagaaaatg cttcgtgaag ctattaaaca 720 

cattggatat gatgattctt ccaaagggtt tgactacaag acttgtaatg tgctggtagc 780 

cttggagcaa cagtcaccag atatttctga aggtgttcat cttracagaa atgaagaaga 840 

cattggtgtt ggagaccagg gcttgatgtt tggctacgcc actgatgaaa ctgaggagtg 900 
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tatgtaggcc tttaaccatt gtcttagcat acaagcttaa agccaaactg gcagaactac 
gccataatgg cactttgcct kggttatgcc ctgattctac a 
<210> 17 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1056, T501C 



960 
1001 



<400> 17 
tgaagtgggg 
aagttacttt 
agagccttgg 
tctgtacaca 
tcaagccccc 
ggggtccccc 
atctgcacag 
ctggccttct 
atggcggctg 
acagacacat 
tgcctgccca 
cctgtgatgg 
tcagacctgg 
gcctgaacaa 
aagacagaca 
tagccactcg 
gagccaagtc 
<210> 18 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



acaactatta 
cccaagttct 
atttgctcga 
ggactcagac 
cactttgcag 
tgtgagccct 
ccagcttggt 
tcctgtcgtc 
ccccgtcctg 
agacacacat 
gggtaggtgc 
gggcctgcct 
aatctgggac 
gcctgtgagt 
ggcttgggct 
acaggaggga 
actatcccag 



tcctcatttt 
cacagccatt 
gcttcactct 
tgggtgctgt 
atgaggtaac 
gtcccctgcc 
gagcttgccc 
agcgtcgccg 
ytgtttggct 
gcaggtcagc 
tgactgcctg 
cttccagccg 
acagcaggga 
cctaccctag 
ctacccagct 
caaaaaagga 
ttggcrtggc 



acagatgagg 
gccggacaag 
tctgtatcac 
ggtagagaaa 
tgaggccgag 
tcccacctgc 
tgcagcacgg 
ccctcggcac 
gcagggggca 
ccacagggtg 
gactgagccc 
gagctatgga 
ckgatgctgt 
gtggtccctt 
ggtccttggg 
ggcttagaac 
ctcttcatgc 



atacagaggc 
aaggcaggcc 
tgagtgctaa 
ggtgggcttc 
catggggcag 
tgcactcacc 
acttctcctt 
tcttgagggg 
gatcacgcac 
gagacgctgg 
cgcatggctg 
tcccagtggt 
taccctggat 
gtcctttccc 
acctgttgtg 
gtaaaagagg 



tcagagctag 
gtctgctacc 
tggagtgcct 
aggcactcat 
ggctctgcct 
cgccttcccg 
cttgtgcatg 
ctgcatctcc 
gtgcatacac 
cacccacccc 
gtgcagaagt 
actcgctgcc 
ccccctctcg 
acattcagac 
ggatattaag 
gcagccatgg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 1 

<222> (501) . . (501) 

<223> baySNP1092> C501G 



<400> 18 

cccgcccccc ggggcgggcc gggggcgggg tcccggcggg gcggagccat gcgccccccc 60 

cttttttttt taaaagtcgg ctggtagcgg ggaggatcgc ggaggcttgg ggcagccggg 120 

tagctcggag gtcgtggcgc tgggggctag caccagcgct ctgtcgggag gcgcagcggt 180 
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taggtggacc 
ttgatccggg 
ttctcgtttt 
gagattgctc 
ggtagcaaga 
gggcgtgcga 
gccggagcgc 
gacagacaga 
acagtggacg 
gagggggtcg 
cgcttcggag 
gctagctcgg 
gaggagaggg 
gcggcggtgt 
<210> 19 



ggtcagcgga 
ttttatccct 
aatttatttt 
, tacttcccca 
gctccagaga 
gcagcgaaag 
ggcgtgagcc 
cagacaccgc 
cggcggcgag 
gggctcgcgg 
gagccgtggt 
gccgggagga 
ggccgcagtg 
gcgcagacag 



ctcaccggcc 
cttctttttt 
tgcttgocat 
aatcactgtg 
gaagtcgagg 
sgacaggggc 
ctcccccttg 
ccccagcccc 
ccgcgggcag 
cgtcgcactg 
ccgcgcgggg 
gccgcagccg 
gcgactcggc 
tgctccagcc 



agggcgctcg 
cttaaacatt 
tccccacttg 
gattttggaa 
aagagagaga 
aaagtgagtg 
ggatcccgca 
agctaccacc 
gggccggagc 
aaacttttcg 
gaagccgagc 
gaggaggggg 
gctcggaagc 
gcgcgcgctc 



gtgctggaat 
tttttttaaa 
aatcgggccg 
accagcagaa 
cggggtcaga 
acctgctttt 
gctgaccagt 
tcctccccgg 
ccgcgcccgg 
tccaacttct 
cgagcggagc 
aggaggaaga 
cgggctcatg 



ttgatattca 
actgtattgt 
acggcttggg 
agaggaaaga 
gagagcgcgc 

gggggtgacc 

cgcgctgacg 
ccggcggcgg 
aggcggggtg 
gggctgttct 
cgcgagaagt 
agagaaggaa 
gacgggtgag 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1524, A501C 



<400> 19 

tgggtggact gaaagccacc tctttcgctt gcagctaggt agaggggagt gcaagagggc 60 

aaatgaaaac cagaagtagg gttgggcgca atgcctcacg cctgtaatcc cagcactttg 120 

ggaggctgat gtgggcggat tacctgaggt caggagtttg agaccagcct ggccaacatg 180 

gtgaaacctc gtctctacta aaaatacaaa aatcagctgg gtgtggtggc acatgcctgt 240 

aatctcagct attcaggagg ctgaggcagg agaattgctt gagcctggga gacagaggtt 300 

gcagtgagca gagatcgcgc cactgcactc cagcctggcc gacagagcga gactctgtct 360 

caaaaaaaaa aaaaaaaaaa aaaaaaaaga aaagaaaaga aaaagaaaaa gaaaaggaaa 420 

aagaaaacca gaagtaggag cagcctgaag aaatgacagg gagttgattt cccactggga 480 

gccctctcaa agcccacaca mccgcctgcc tggggtaaca gtatctcctc ggacatcctg 540 

caccctccca ygctcccccc tccctacagt agtgaaagac ctaggcagga tgaccccagc 600 

tcctctgtga gaatttcaca ccctagtgtg aagtcatagc cttgtaactt tccctttaag 660 

aactgtcaga gctggggagg ctggccaagc tcaggctgga ggtggggaca gagggaagaa 720 

agaaaaaaaa aaaagagaga gaggcaggaa aagttttttc agaggaaaat gcagggtttg 780 

tccttcaccc tgacgtcaga tcttgcttta ataaaacccc ccaagggctg cggaagaggc 840 

atatctggtg ctcctgatgg gccggccagt ctgggcccag ctcccccgag aggtggtcgg 900 

atcctctggg ctgctcggtc gatgcctgtg ccactgacgt ccaggcatga ggtggttcct 960 

gccctggacg ctggcagcag tgacagcagc agccgccagc a 1001 
<210> 20 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1574, T501C 



<400> 20 

acagtcatag aaggtagcat cccctccgcc ctgccctgct tcatctgata tcctgaccca 60 

attctacttt ctgatcctca ctaaacactt gaattctcct tataatttct taccaaatat 120 

gtgtaaatat tttaaatgat ctgtaccagg aaagagtcca aagaactagt gggactcctg 180 

aaattatgca caaaattgtg tgtgtgcagt gctccaggga gcaggttttt cagggtccgg 240 

ggaccccatg cvggatgaag tcccctgctc tggacctcgg cacatgctgg gagtgacttt 300 

ggggctatga gtgtgatgga atttcctggg ctgcaatgca ggccaggaaa acactgactt 360 

aatctaagtt aaggacaaag tgtgcttaga grgatagtga catcctggat tggaaaagaa 420 

acaaattcta attcagagtc tgattctaga aaacacctca gaaagctaga gtccacactg 480 

ccctgggcaa tgaaaaagtt yttatgcttg tttgaatggg atgggtgtgt ttttggtgtc 540 

ttttgggggt gaccctggct acatatttgc tttctggtga gctgtactgg gtgagctttg 600 

tctggaattc tgtgtgtgtc ccctggcgat gggctaagag tgggtgttga gatggagctc 660 

ccaggccagg aggctcagag actgacctct gagctagggg acattcagag tggggcaggg 720 

ctaggcaaag tgaaacgggg gctgcattcc catcctcgcc ctggaagagg ctaagagcaa 780 

actcttcatw ctcctcagct ggttgtcact gtggctatgg tgccagggct ctgcctggag 840 

tcaccgcccg tcgcacctgg taggtgagct ccttgatgcg ccgctcgctc ttcctcatgc 900 

ccttcaccga ctctgcrttg cgcttctgct cggcctccag ctcattctcc agctcccgca 960 

cccgcgcttc cagcttctgc agctgcttct tgccgccctt g 1001 
<210> 21 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1582, C501T 



<400> 21 

aagcatcatg agtgttttgg ccttctgatt tgatctccct agcacccctc aaagatggct 60 

acttcctaat gctgcttggc aattcagaca catttgggtt tttcctatgc atataaccac 120 

acttttctga aagggagtag aattcaaggt ctgcattttc taggtatgaa cactgtgcat 180 

gatgaagtct ttccaagcca caccagtggt tccatgtgtg tgcacttccg gtttgagtgc 240 

tagtgagata cttctgtggt tctgaattgc ctgactattt ggggttgtga tattttcata 300 

aagattgatc aacatgttcg aatttcctcc ccaacagtct tccattacca agtaaagatt 360 

catttttctg ggactgagag tgaaacccat accaatcagg cctttgagat ttctctgtat 420 

ggcaccrtgg ccgagagtga gaacatycca ttcrctctgt gagtagcaca ggggggcggt 480 

catcatggca ccagtccctc ycctgccata acccttggtc tgagcagcag aagyagagag 540 

cgatgcctag aaaacaagtc tttagttaaa aaaatcagaa tttcaaaatt gaggtctttc 600 

ctctatttga tattgagaaa aaaatgcttc aaattggcca ttttattttc acttactagt 660 

tatatttttt tdtttatcat cttatatctg tttatttctt ttataaagct gctgttaaac 720 

aatataatta aactatctca aaaggtttga cattaaagaa aatgagcaat ggtaacagga 780 

aaccactcta tagatgtaca tataatatgt acagaaaata taagtagtaa gaagtccatg 840 

acaaastgtt agctcttttt tttttttttt tttttttttt ttttgagatg gagtctctct 900 
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ctattgccca ggctggagtg cagtgatkcg atctcagctc actgcaacct ctacctcccg 
agttcaarca attcttctgt ctcagcctcc cgagtagctg g 
<210> 22 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



960 
1001 



<220> 

<221> variation 

<222> (501).. . (501) 

<223> baySNP1657, G501A 



<400> 22 

ggtgaaatct 

tccttcatct 

gcaagttctc 

cattcactta 

ggcacaagct 

tgtactttta 

gatctctacc 

aaaccatcaa 

cagctgccag 

gacagcagag 

aagatcatgt 

tgcttaaggg 

ttkttcacag 

ctatcatgac 

atactccact 

tatcagttta 

tgccaagaat 

<210> 23 



gaattgacaa 
ttctctcccc 
cttgctggtt 
aaagatgcat 
aaaacaaaac 
tgtaattagc 
aagcctccta 
ggaastcata 
tcagagttga 
tatttctgct 
attctaccag 
yaatgtatac 
tctagacagc 
ccaaagcaca 
taggaactct 
aggtctggaa 
cccttcttct 



gtttgaccag 
ccacccccat 
tggcaactac 
cgttatctag 
agaacagcaa 
attaaaataa 
gaacayttca 
acctttagat 
rgcaccaaga 
ctgccaggct 
atttcgattc 
attgggattc 
aacrgaaaaa 
cttcagtgcc 
cccatcattt 
atgttgyagg 
tcgtcatctg 



aactgtaatc 
acatatccac 
tgtcatgaag 
aagttgcayt 
aatacctttt 
tttccacagc 
aaaaccaaaa 
tgaacatgct 
agcagagcca 
cagtgagtca 
atggagtcca 
ctccccacct 
gacatcaatg 
tactcaagat 
ccaaaaacaa 
cctaatagag 
ttaaataatt 



attatttcat 
acatgcatgc 
ttcattttga 
cctaatgctg 
gttttagcta 
agctattctc 
acttgccaag 
gaattatcgc 
caccagaccc 
cgcatttggc 
aagatgaatg 
cttccctaag 
tttagatgag 
ggttcatctc 
ttaaaacaat 
tatgacaccg 
t 



gttatgaaat 
acgtatgcat 
aaaacaagaa 
taaaaggcct 
gtgctacttt 
tatttcataa 
aatatggtga 
ctcctgggga 
agagggtgca 
ctcctccact 
aatcaaacac 
gtgttagaca 
attaattaat 
tccacagttt 
taaaatgttc 
gccagcgaat 



<211> 1001 

<212> DNA 

,<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1722, G501A 



<400> 23 

accgggctgg gtctgcagca gcccctggtc ctgagcaggc ggcagtgaac agcactggcc 60 

cacctcccac tcacagcccc tctgtcccct ctgcagtgca cccaggtggg cccctctgcg 120 

tgcctttggg tgctcccctc tcgtggtcgt tctggcccga ggcccttaga gtatggaggc 180 
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tgagccaggc cttgggtttc cccagcacag cctcctgtcg ctgcatgcga cgtgttggga 240 

tttttggatg aaagactctc ccacgctctg ttggtggact tagctgcctc actggaagtg 300 

atgtgggtgg aaggtggttg tatgttacct ttwccacctc tcattgtttt ccccagaaca 360 

ttgtagatgg gggttggcag agggaraaat awgccagcca cggcagtcgc ttggtttccc 420 

aggtggaatg ggctaacaca ggagatgatg ggaacctgtc ccgcagtccc tgcatgacca 480 

ttggccctgc tggcctggcg rtgtgggcat cctggggttc ttagggtccc agaacaagcc 540 

ccaggcaagc tggaacttgg gtggggaggg gacatgagga ggataaacag ctgactgtgg 600 

cttcaaggac atcagggcca ccccaagtcc tcagtgtcct actcctggca aggagttggg 660 

tttggatcaa aagtgtttaa aattaatatg ttgtcagtga ttagaacaac actgtttaca 720 

taaaaaccat ttttctaatt ctaacaagtt agaatgtgag gaaggaatga acatgagtgt 780 

ttaggaacct gccctttggt gctgggctgg cgtcccgcac tggggtgtcc tcgctgtctg 840 

ggggctgctc tgctgccccg gcccaggtcc ccttgtggtg ttgccagacg ggcctcatgg 900 

tctgctgtgc agagagaggc aggaaggatc cctgaagagt cttggagaaa aggttctgtg 960 

ccctcaggtg gggcttaccc cctcgtattt ataatcttaa t 1001 
<210> 24 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1756, C501T 



<400> 24 

aatgtgtccc ttgatgtgga tgggtagaca ggattcctgc cctggcagcc agacccctgc 60 

cttgggtctg cacctcctct ccctccttcc tctccccgtc atccctraat cttgtcctcr 120 

agccactgcc accctgtgta aaccctcatg yccagtcttg sgggtgccat cccttctctt 180 

traagctgaa tggaccaaac atacccattg agtgttgggt ggggacatct ctggaaagtc 240 

agcacctgga ccagctccac ccctctctga ggacaccttc tttccctttc agaacaaaga 300 

acakccacca tgcagctctt cctcctcttg tgcctggtgc ttctcagccc tcagggggcc 360 

tcccttcacc gccaccaccc ccgggagatg aagaagagag tcgaggacct ccatgtaggt 420 

gccacggtgg cccccagcrg cagaagggac tttaccttyg acctctacag ggycttggct 480 

tccgctgccc ccagccagar yatcttcttc tcccctgtga gcatctccat gagcctggcc 540 

atgctctccc tgggggctgg gtccagcaca aagatgcaga tcctggaggk cctgggcctc 600 

.aacctccaga aaagctcaga graggagctg cacagaggct ttcagcagct ccytcaggaa 660 

ctcaaccags ccagagatgg cttccagctg agcctcggca atgccctttt caccgacctg 720 

gtggtagacc tgcaggacac cttcgtaagt gccatgaaga cgctgtacct ggcagacact 780 

ttcccyacca actttaggga ctctgcaggg gccatgaagc agatcaatga ttatgtggca 840 

aagcaaacga agggcaagat tgtggacttg cttaagaacc tmgatagcaa tgcggtcgtg 900 

atcatggtga attacatctt ctttaaaggt aaggcccttg ggcccaaacc tgcactttct 960 

ttggcttttc tgctgctttt atctaaagaa tacccaattc c 1001 
<210> 25 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1757, T501C 



<400> 25 

tgagtcaagg ccaggcttga tctctggaac aagaagagaa tcgcagcttc aggaacaagc 60 

ccccagatcc ctcttgttgg ggagggccgc tcgccactta gcctgcccgc ctgacctcct 120 

ctctctctgc ttcactccac agagtttgta cagatgatga ctgcaaagtg aaggcccccc 180 

gggcagctgg cgatgcccgt tctcttgatc tctctcttct cgcgcgcgca ctctctcttc 240 

aacactcccc tgcgtacccc ggttctagca aacaccaatt gattgactga gaatctgata 300 

aagcaacaaa agatttgtcc caagctgcat gattgctctt tctccttctt ccctgagtct 360 

ctctccatgc ccctcatctc ttccttttgc cctcgcctct tccatccayg tcttccaagg 420 

cctgatgcat tcataagttg aagccctccc cagatcccct tggggagcct ctgccctcct 480 

ccagcccgga tggctctcct ycattttggt ttgtttcctc ttgtttgtca tcttattttg 540 

ggtgctgggg tggctgccag ccctgtcccg ggacctgctg ggagggacaa gaggccctyc 600 

cccaggcaga agagcatgcc ctttgccgtt gcatgcaacc agccctgtga ttccacgtgc 660 

agatcccagc agcctgttgg ggcaggggtg ccaagagagg cattccagaa ggactgaggg 720 

ggcgttgagg aattgtggcg ttgactggat gtggcccagg agggggtcga gggggccaac 780 

tcacagaagg ggactgacag tgggcaacac tcacatccca ctggctgctg ttctgaaacc 840 

atctgattgg ctttctgagg tttggctggg tggggactgc tcatttggcc actctgcaaa 900 

ttggacttgc ccgcgttcct gaagcgctct cgagctgttc tgtaaatacc tggtgctaac 960 

atcccatgcc gctccctcct cacgatgcac ccaccgccct g 1001 
<210> 26 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP1765, A501G 



<400> 26 

aatcctttta catgctgtgc ctggctgctt tccttttgtg gaatactggc aaaagaggac 60 

acagagggaa agggcatgct gcggaacagg agrgtatgag gaagactgtg cctaggggga 120 

gccgtgggtg tttctgggcc caggaggagt caggcaagga catgttattg cacctagttg 180 

agcagctggg aaatcctgag cctggacacc agggttcctg agctagggtt ggagccataa 240 

atagaattgg agtgcatgca tgtatctgtg tgtctgtgtc tgtgtgtgtg tgagtgtgtg 300 

tccttgacca cgtgttctcc ataggcgggg agtcctgcag ttactcatgg atgagtacct 360 

gtgtttgtgt ctcagcaggc aaatttgtaa atgtacaagc cttcaagcct gcacaagcat 420 

aaatgtcact gtgtgggggt gcttgagagt ctgtgagcct gcccttagga gctgtgaggt 480 

atgggcttca cggaggaaga rgtcatagct gcaggaagat atactgtctt gggaccttca 540 

gctgcatctt gacatctctg gctccccatg gaaagggcat ccctagctga gatgcaggac 600 

ctctgagaag aggcaggggt taaaggatca gataagccct ccatttcccc catccaagtg 660 

aagagagaag gaggggaggt agccccctac cctgctccat cttagagcaa ggtagaccca 720 

gctcaggagg tcttgcttgg gaagtgatga gaccttgact tttccagtct gtctttttcc 780 

cctagcaccc ccaaactccc cttaatcacc atcctaagtt gctgtgggtg atgcaatagc 840 

aagatgagga gcagatctgg gctgtttaaa ctaagaggct gggtgaggtg ggggtattta 900 
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gggcctggag cttagagttc aacctaccaa cgacccctga agagggaagg catctgacac 960 
ccacaacctg ttctagggat gatttttcct ccaatccctt c 1001 
<210> 27 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1767, C501T 

<400> 27 

tcaggtaaga tggcagggct gggctctggg ctaggctgta aggttttggc aagagtccag 60 

ctcatcttyt gtcagctccc aggcwctaag atagagatgg . acagaaaaga tcctccagct 120 

ttccatgcca gcacctaatt gtttatgggg cttctccttc tgcttgacgg tgtgggagac 180 

cagcaggaga agaaggcagg ggcagagaca agcatttcat gagctgcctg tggctcccca 240 

cagcaagccc ttgtgatccg ggagggagag aagatgcaga tcaacgcaga ggaagtggtg 300 

gtgggagacc tggtggaggt gaagggtgga gaccgcgtcc ctgctgacct ccggatcatc 360 

tcttctcatg gctgtaaggt gaggaggtca taccagagca agcagttgag tctaaggaga 420 

aggctgtgtg cagagctgag aggggcccag tgaggtttaa aggtggagag acccaggtcc 480 

aaatgtcaac accatgccta ygcccctgct aaaccttctc tcagtgtggg gtgcttgtgc 540 

agtgcctcct tgcatctgtg tgttatgaat gctctatgcc ccaggtattt ctttgttgtc 600 

cactttttag caatcrtgta ttgaatacca attatgtgtc agctgcttta tatatgttcg 660 

atgtgctatc tgatgtaatt ctgaaagagt ggtgtaatca tgcagggctg ctgmatgtgg 720 

ccacacacgt tgcatcctga atgaccccag gaggtgcatt ttcataacta cagtgttagt 780 

gtctccccct gtggttgtgc arggcagaga ttctgtttac -attcaccatt ttacagttga 840 

gtacatggag gctctcttgg ttaagcaagt aacccgaggt cacataagaa gtcaggagga 900 

gtcagaattc caaaccaggg caggggcaat agatgagtaa tgccataaat atgtgatgag 960 

ggcaagtgtg actttgttcc tcgtgtcatg aagattgagt g 1001 
<210> 28 

<211>. 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) ..(501) 

<223> baySNP1837, C501T 

<400> 28 

agtccagacc gcaggtgcct tgatgttcag tctggtgggt tttctgctcc atcccaccca 60 

cctccctttg ggcctcgatc cctcgccsct caccagtccc ccttctgaga gcccgtatka 120 

gcagggagcc ggcccctact ccttctggca gacccagcta aggttctacc ttaggggcca 180 
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crccacctcc ccagggaggg gtccasaggc atggggacct ggggtgccc.c tcacaggaca 240 

cttccttgca ggaacagagg tgccatgcag ccccgggtac tccttgttgt tgccctcctg 300 

gcgctcctgg cctctgcccg taagcacttg gtgggactgg gctgggggca gggtggaggc 360 

aacttgggga tcccagtccc aatgggtggt caagcaggag cccagggctc gtccakaggc 420 

cgatccaccc cactcagccc tgctctttcc tcaggagctt cagaggccga ggatgcctcc 480 

cttctcagct tcatgcaggg ytacatgaag cacgccacca. agaccgccaa ggatgcactg 540 

agcagcgtgc aggagtccca ggtggcccag caggccaggt acacccgctg gcctccctcc 600 

ccatcccccc tgccagctgc ctccattccc acccrccccw gccctggtga gatcccaaca 660 

atggaatgga ggtgctccag cctcccctgg gcctgtgcct cttcagcctc ctctttcctc 720 

acagggcctt tgtcaggctg ctgcgggaga gatgacagag ttgagactgc attcctccca 780 

ggtccctcct ttctccccrg agcagtccta gggcgcgccg ttttagccct catttccatt 840 

ttcctttcct ttccctttct ttccctttct atttctttct ttctttcttt ctttctttct 900 

ttctttcttt ctttctttct ttctttcttt ctttctttcc tttctttctt tcttttcttc 960 

tttctttctt tcctttcttt ctctttcttt ctttctttct t lt)01 
<210> 29 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . - (501) 

<223> baySNP1854, G501A 



<400> 29 

tggcttttct agatgtcctg ggctctgcac tcagtaggtt tccacaaggt ggctcctgac 60 

cccctcacct gggaatgcag cagctgcacc cgctcgctgg tctcaatcag ctcctgctcc 120 

gccagcttcc gggaccgctc tgtctgctcc accacggcac gcagctcctc cagctcagcc 180 

tgcagcaggt tgttgcgccg ctccacgatg gcgatgttct ccttcaggtc gtcgttggca 240 

cggaccgcat crtccagctg gatctgggtg tcctgagcat caggagagtg ggtgtgagca 300 

gaagccagcc tmggtgccct tcactgaggg cacctgtcag aggtccctgc agtaacccag 360 

gggcaggagg aatctggtgc ctgtatccag acaccactgc ttctccaggs cacatggagg 420 

ccagtcccct gaggggacct cccgccccca tgtaccttca gcaagctctg gaggctcttg 480 

acttgcttct gggcctcggc rgccatgcgg ttggcgtggc tgagctggat ctccatctca 540 

ttgaggtctc cttccatctt cttcttcacc ctcaggacct cgttgcggct gcgtgtctct 600 

gcatccaggg aggtctgcag cgagtccacc acccgctggt ggttgcgctt ggcctgttcc 660 

atctcctcgt ccttctctgc cagcttccgc tcgatctctg ccttgatctg gttgaactct 720 

agctgggccc ggaggatctt gccctcctcg tgctccaggg aggcctggga aggggtgggg 780 

ygagggcggg cagacagggc acagggcagg gttgagaggg aggatgagaa gatacacggt 840 

gtcagccagg actatcgccc agagaagaag agctgagaag agatggggag gtgggatctg 900 

caccccatgc ccaccacggt gctattgggg agaaagtgct ggactctctg ggcttcccct 960 

gtcaagaaaa gggtttggac ctcacaattg ccagaccctc c 1001 
<210> 30 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP1862, G501A 



<400> 30 

ggttctcggt tcctcccggg tctcctgtgc tctgatgcta cttctgccta gccctggcgg 60 

aggtgcaggc cctgtcagct ggaactggac agaccttggt ttgtttacat gtccgatggg 120 

ggcaggagct cccatcctgg gcagccaacc aggcaacacc aaggactctt tgtaaacgat 180 

agctgatcgt gtgcacgcaa ggaaagaacc aggagggaga gtgcagccag gctcagggat 240 

ccccggacac ctctgtccag agcccctcca cagtcggcct catgactgtc ctcctcgtgg 300 

gtggggccga gggccctctt cagctctctg gagacagggg ccgagcctca cccatctgcc 360 

ctctgcagcc cagggccgcc gtgagcggga ttcagcaatg gtggaatgga agacagaact 420 

ggaagagaaa gaaggaaaag atgagctctc gtctggcagg ggcttttagg gtcctgtggc 480 

gagctgtgag caccgccagc rttagacgtc acatccaggt ggccccacgg cccctacagg 540 

ctggccctgc aatggggccc tgagccctcc ctcttcatcc cccaaggcct caactagagg 600 

gtggtccccc gagggcttgg tgtctactac cgaagggccc aagacctcct gggtcctctc 660 

aggctccccc ttccccaagg cagggacagg ccctgggggt gccaccgtgg gccctgccac 720 

ccagaagtct ggctgaggtc tgggcagggg cagggcaagc ttgacctctc actgttgacc 780 

ctttggcctc tgtatttgtt tcctattgcc gtgacaggtt tccacaaact tcgtggatca 840 

aaacgaggtc ttccagttct gcgggtcaga aggctgaccc ggggctcaaa tctgggtgtc 900 

ggcagtcctg cactccttct ggaggctcta ggggagaatt catttctggc cttttcattt 960 

ttagaggctg accgtaattc ttgacttcag gctcctccat c 1001 
<210> 31 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2085, C501A 



<400> 31 

tcctcaggag gttatcaaga gtcatagtaa aaagaacata ttcattcagt ttcatgtatt 60 

taagcttaaa tttcgcttca aaacttacta ggagactttg gacaaatgag tcaactactc 120 

tgtgccttcg tttcctgatc ttgtctttac aagcaaggat actaatgtat ttttcacaga 180 

gctgttttaa gaatcagaaa taacatatat cagagacatt cttaagtgtt tggcacacag 240 

tcactcttca ataaatgccc tctcatatta ttaatggagg agacgaaaag taaacagatt 300 

actttaaggc tgggaagaat gaaatgaatg ccataggaag gcacatcaag tgctctgggc 360 

atttgactta tgaagaagga gaccgtacaa aatgttatgc taaatgaagc ttcctctttt 420 

agaatcagag acactgaaga acttaaagaa atcttatttc ttttcttttt tttgaaaagt 480 

taaaaattcy ttaatttttt mtttctggta acactaccac aatttacagt gcaatatacc 540 

tgatgtaatg aaaagaaaaa gctacaacag ataaaagrcc tcagaaatgt acatctaatt 600 

gatattacat tgcattaatc aatagctgca ctttttgcaa actgtggcta tggcaatcct 660 

gaacaagaag ggtttcccgt ttaagctgca gtaactttta tgactagcga tcatcgttcc 720 

ttctgtggca gatttttaca attcctctaa tgcatttggg acgactgtct caaagtaacc 780 

tgcagctttc ctaacaactt cttgctctct cccctcttaa gaactgtagc cctcttctgc 840 

tgtttttaga accttctgct accatatcca ccacttccac caccagatcc ataaccacca 900 
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ccatacggac tgcccaagct tcttccacca aaactgcccc ctttcatggt tccatagttt 960 
gattgctgtt gtccactata atttccaaaa tcattatagt t 1001 
<210> 32 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501) (501) 

r~ 

<223> baySNP2093, C501T 
<400> 32 

ccrgctttca tcctggtcct caacaggctt gtttgtctgt caacagcaat cactgcttga 60 

gaagcagaga gtcctgatcc agcagcacga ggacgccaag gagctcaagg agaacctgga 120 

ccgccgcgag cgcatcgtct ttgacatttt ggccaactat ctgagcgagg agagcctcgc 180 

ggactatgag cacttcgtga agatgaagtc ggccctcatc atcgagcagc gggagctgga 240 

agataaaatc caccttggtg aagagcagct gaagtgctta ttsgacagcc ttcagcccga 300 

aaggggcaaa taagagacca gtccccggtg gaggaggggc acggggcctc cgagctccag 360 

ctccgttccc aaggatactc gtgaagaccc catctgtgtt catggcctgg aaagagactt 420 

ctcccatagc aaagaggctg ttataaaagc aataactttt gtgtttgtgt gggatgattt 480 

atttaatttt ttagtttccc ytttgattgc tgagagccat tttcctttac acataactac 540 

acctgacacc aggctctgct ggatgtgagt ttccactgca tgggctgtgg gctgggcctg 600 

tggtgcctgc cgagtggtca ctgtcagtgg gaaacccgtt gttcctcccg tcttcagatg 660 

ctgagccaac tgcttggaca gcagccagcg cgtcatgacg tgcatgagag ggggaccctg 720 

gtgctcatct tctcttgtca ttcatccagg catgggctgc caggttttgt ccctgctcgt 780 

tcaacagtgt gagcatttgt ctctgttatc taatgatgtt ctctgaccca gcagaaatca 840 

tcatcatgat gatgataatt tattaacttt ttggaagggt gaatagtttc ctaatggtta 900 

aaaaccaact gtgaaaggaa ccacctgtgt ggttgggttc actcattctc agattaaatt 960 

gccacttaaa gaaataacgt gcatgcttta aaaaacacag t 1001 
<210> 33 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2109, A501G 



<400> 33 

accatgaaga tttggaggcc tcatatccca gtggaagaag caaagttaca gggaaagtca 60 

ggaggtatag ccacctgttt aggggcctgt aaaacctaca taaagaaaat gggcttaagc 120 

agtgaagtcc aagggaaaat actgccaggg aactgggaga tkgactgttc ctcattccca 180 
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gccttctggt tccactgagc ctagcctctt tctgacatgc agatgacact gaaacacaat 240 

taagcagaaa tacaggctgg agaggctgaa tgcaccaggg tagcagtggc aaccagctgt .300 

caactcttat taacttctgc ataaaacata ccttgagtgc ggtttgttat caattacttg 360 

ccgaaaagaa acaactgggg caaggcaaga ccgccgctca tatgaattag agtgattggt 420 

tgattgatca gggcacctgt tgtaaatcat aactgttcca aacaatcact agccggtgct 480 

ttaatttgta aacaaaattc rtgtcactgc agaattgctt tcactgaaga tgagcatttg 540 

ggttcctttc taaatgaatc tgttgttatt atgtagggaa gaatggggcc cactttaaag 600 

agatgagcag ctgttttggg cccagctccc cagctcaatg gtattatttg tctgttcttg 660 

ggcatagtat ctgatggggt ccaccctcct tatcctttct agtgatgacc atagatctgg 720 

gtccaatagg aaaggaggaa ggggtttcca ttggaattac cattttatat caccgcatgg 780 

tgataatcac cgtcaggctt cagcaccaaa tgagataggc attattatcc tcaggagaca 840 

gataaggaaa ctgaggaggt tcagacagag tcagtcaggt gtctaaggtc acagagttag 900 

cacacgatgg aataagattt gcctggttcc cagcacagtc caaactctgg gttgtttgat 960 

ttcttgattt gggtagtgag caggactgta gcaaatgaca c 1001 
<210> 34 

<211> 636 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (457) . . (457) 

<223> baySNP2124, G457T 

<400> 34 

gagactgctc ccagcagtgg 
gaaggggaag gggctctgag 
cacaggggga cacctaggaa 
ccctcagtga cggaaactca 
tacacacaca cacacacaca 
gaagggccta gaggcagtgc 
gcttctccag gggcctgatg 
ctgtgactct gcaggagctg 
agagccaggt cctcttccct 
tcccacccca cctgcctgcc 
tgcccaaagt ctcctgggtg 
<210> 35 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2140, G501T 



aagcgccaag tgacccagga gggtgggagc ggctgccacc 60 

cagggcttgg gctccggcct gtgcccagtc tgctgctgga 120 

tcccaccccc atcccacaca atgacacaca caggcacaca 180 

gggatgaagg cacacacaga cctagtgtga taacttcaca 240 

cacgcacaat ctttcctctt catgggtggg gagagcactg 300 

gaggacgtgc agcagctcac cgcggtccct ccctctatcc 360 

gaggagtttg tggggctgcg tgaaggctcc tcagggaacc 420 

tggggcccct gtcccckcat ccgccgaggc atccgaggtg 480 

tccccctgga ggaccactca ggacatcatt cctgcccagc 540 

caggaaccac cctcctcctg gcatttgtcc aggacatgac 600 

gcagggaggg aagggg 636 
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<400> 35 

cttcctgccc tcccacttcc ttcccaccta cggccccgcc cctgcagccc agggcttcct 60 

gccctcccac ttccttccca cctctggcgc cgcccctgca gcccagggct tcctgccctc 120 

ccacttcytt cccacctatg gccscgcccc trcagcccag ggcttcctgc cctcccactt 180 

ccttcccacc tacggccccg cccctgcagc ccagggcttc ctgccctccc acttccttcc 240 

cacctacggc cccgcccctg cagcccaggg cttcctgccc tcccacttcc ttcccactta 300 

tggcccctcc cttggaatgg ccatcaggac ctataaaggc tgaggaagaa aggtttggtc 360 

tgcactaccc ctacctgtga ccacaagctc cagggggtcg ctgggggcyg accacaggta 420 

tgggtccctg ctggagaagc tgtagcatcg gtaggttccg ctgtgggcgg cggtcaccgt 4 80 

gatgatgggr aaactagccc kgtaccatct ctcgggattc ttgtagggcg cagggtcccc 540 

ttccttgtac agagcaaatt ggtcaaagcc ataccgagtc tgacactgta gggttacgtc 600 

ccctcctgac gacaccgccg ggccgggctg ggctgagagc gagggtttgg caaaaactcc 660 

tgggagaaaa agaaagtctg atgttgaagg caggagccag catctcagct gagactgggg 720 

aggtccccac acctgcctaa gagctgggga gctttttggc tgtatccctc ccagagagcg 780 

cactccccca cccaagctca cagagaggtc gagtcaccca gtggttgagg aaggaggctg 840 

tgctcacgtc ctagtgcttg ggtgcaaatc ctagttctgc cttcaggggc ctggtggccc 900 

tggagacaaa tctccctctg tatctgagcc tcactgcctt gttctgttaa aatggggatg 960 

actgaatgag acagtayaca gtaatttgca gagtgcctgt t 1001 
<210> 36 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation . 

<222> .(501) . . (501) 

<223> baySNP2141, A501G 



<400> 36 

gcagcccagg gcttcctgcc ctcccacttc cttcccacct acggccccgc ccctgcagcc 60 

cagggcttcc tgccctccca cttccttccc acctctggcg ccgcccctgc agcccagggc 120 

ttcctgccct cccacttcyt tcccacctat ggccscgccc ctrcagccca gggcttcctg 180 

ccctcccact tccttcccac ctacggcccc gcccctgcag cccagggctt cctgccctcc 240 

cacttccttc ccacctacgg ccccgcccct gcagcccagg gcttcctgcc ctcccacttc 300 

cttcccactt atggcccctc ccttggaatg gccatcagga cctataaagg ctgaggaaga 360 

aaggtttggt ctgcactacc cctacctgtg accacaagct ccagggggtc gctgggggcy 420 

gaccacaggt atgggtccct gctggagaag ctgtagcatc ggtaggttcc gctgtgggcg 480 

gcggtcaccg tgatgatggg raaactagcc ckgtaccatc tctcgggatt cttgtagggc 540 

gcagggtccc cttccttgta cagagcaaat tggtcaaagc cataccgagt ctgacactgt 600 

agggttacgt cccctcctga cgacaccgcc gggccgggct gggctgagag cgagggtttg 660 

gcaaaaactc ctgggagaaa aagaaagtct gatgttgaag gcaggagcca gcatctcagc 720 

tgagactggg gaggtcccca cacctgccta agagctgggg agctttttgg ctgtatccct 780 

cccagagagc gcactccccc acccaagctc acagagaggt cgagtcaccc agtggttgag 840 

gaaggaggct gtgctcacgt cctagtgctt gggtgcaaat cctagttctg ccttcagggg 900 

cctggtggcc ctggagacaa atctccctct gtatctgagc ctcactgcct tgttctgtta 960 

aaatggggat gactgaatga gacagtayac agtaatttgc a 1001 
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<210> 37 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2186, T501C 

<400> 37 

cagagcagag ggaaccctct ccctccatat cccatcctcc aaaatgtgtc ccttgatgtg 60 

gatgggtaga caggattcct gccctggcag ccagacccct gccttgggtc tgcacctcct 120 

ctccctcctt cctctccccg tcatccctra atcttgtcct cragccactg ccaccctgtg 180 

taaaccctca tgyccagtct tgsgggtgcc atcccttctc tttraagctg aatggaccaa 240 

acatacccat tgagtgttgg gtggggacat ctctggaaag tcagcacctg gaccagctcc 300 

acccctctct gaggacacct tctttccctt tcagaacaaa gaacakccac catgcagctc 360 

ttcctcctct tgtgcctggt gcttctcagc cctcaggggg cctcccttca ccgccaccac 420 

ccccgggaga tgaagaagag agtcgaggac ctccatgtag gtgccacggt ggcccccagc 480 

rgcagaaggg actttacctt ygacctctac agggycttgg cttccgctgc ccccagccag 540 

aryatcttct tctcccctgt gagcatctcc atgagcctgg ccatgctctc cctgggggct 600 

gggtccagca caaagatgca gatcctggag gkcctgggcc tcaacctcca gaaaagctca 660 

gagraggagc tgcacagagg ctttcagcag ctccytcagg aactcaacca gsccagagat 720 

ggcttccagc tgagcctcgg caatgccctt ttcaccgacc tggtggtaga cctgcaggac 780 

accttcgtaa gtgccatgaa gacgctgtac ctggcagaca ctttcccyac caactttagg 840 

gactctgcag gggccatgaa gcagatcaat gattatgtgg caaagcaaac gaagggcaag 900 

attgtggact tgcttaagaa cctmgatagc aatgcggtcg tgatcatggt gaattacatc 960 

ttctttaaag gtaaggccct tgggcccaaa cctgcacttt c 1001 
<210> 38 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2187, C501T 

<400> 38 

ctttcagaac aaagaacakc caccatgcag ctcttcctcc tcttgtgcct ggtgcttctc 60 

agccctcagg gggcctccct tcaccgccac cacccccggg agatgaagaa gagagtcgag 120 

gacctccatg taggtgccac ggtggccccc agcrgcagaa gggactttac cttygacctc 1B0 

tacagggyct tggcttccgc tgcccccagc cagaryatct tcttctcccc tgtgagcatc 240 

tccatgagcc tggccatgct ctccctgggg gctgggtcca gcacaaagat gcagatcctg 300 
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gaggkcctgg gcctcaacct ccagaaaagc tcagagragg agctgcacag aggctttcag 360 

cagctccytc aggaactcaa ccagsccaga gatggcttcc agctgagcct cggcaatgcc 420 

cttttcaccg acctggtggt agacctgcag gacaccttcg taagtgccat gaagacgctg 480 

tacctggcag acactttccc yaccaacttt agggactctg caggggccat gaagcagatc 540 

aatgattatg tggcaaagca aacgaagggc aagattgtgg acttgcttaa gaacctmgafc 600 

agcaatgcgg tcgtgatcat ggtgaattac atcttcttta aaggtaaggc ccttgggccc 660 

aaacctgcac tttctttggc ttttctgctg cttttatcta aagaataccc aattccctca 720 

catacataaa agacggggag tacgttaagt tcttttgggt gcctgttgag aaaaattaag 780 

taaacaagca gccagagaag gtaagatgaa tgccttcttg ctgtggatgg gattagtgag 840 

gctgagatgc tgtttcctcc acggaggaag agctggttgc tgtcttcggg cccctgrgga 900 

catctgaagc cccagctttc tacaggctct gaagtatgaa cccattgtgg ccaccatggc 960 

aaagacacca acaccttagc cactcagggc aggacacaga c 1001 
<210> 39 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2192, A501G 



<400> 39 

cccttttgcc caggataccc ccggaggtca tcgtgggtag tgaaagaggt cccgtggtct 60 

tcccatgtcc ctggggcagc tgctkggggc tttccaggac accggctgtc actctaagtc 120 

aaggcctgtg cagctgtgtt cttgagactt gctgggggcc tggggaaggg gcatggttcc 180 

tgagtcccca gagtgtgatg tgtgatctgg aatctcccag gagcccagct gacccccagg 240 

atggaagttt agggtatatg gccttgcttc atctggacaa atgtgcaacc acctggaata 300 

ctctagaatg ttagtgctgg caaggcactc agagttaata agtccgactt attcattttt 360 

tgaaggggaa actgaggccc agagagggtg agggattcct ccaaagcctc atagcaggtc 420 

caatgcagag ccagggccat atactggcac acacacgtgg ccactccaca ctggcacatt 480 

tacattctca tcacagatgc rgggcccgtc tggccttcta gactctggtg gatggattaa 540 

gactgagggt gataaagaaa aagccccagg actgatgggc ctgaaggaca gggacacagg 600 

cacttgctat ggctgcgtgt gctccaagtg ccctgggcaa gggctgcagg ctgggggtgt 660 

cctgtacttg gctcagcctc cagcattaat taggctgcct aatggcccca gaccagctcg 720 

ggccagggaa cgcagggact ggcatcatag ggaggagact ggctttcttc tggatgaggc 780 

aacactgctc aaggctaggc cctagctcag ccagcagcca gggaggctag ggtctcttcc 840 

ctagctcctg ggtggataaa agtgcgagga gagagctatg attccttgag gggtagctgg 900 

ctgaacagaa aaaagttaat ttaccacctc agtaactcca agaatcttcc cagggaggga 960 

ttcggtctcc ccacctgtca gccagggaga gaatcctaga t 1001 
<210> 40 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2203, G501A 



<400> 40 

atgcaaataa ttttccctgc agtttctact cttatctatt ttctcccatg gaggagaaat 60 

agaaatgatt cctttcctga ctgtagtcaa gatttagggt catgtttgtt tcctcaacca 120 

agaattcaat ggtcttggtt catggattgg gggcaggtac atccaagttc tacgtgacag 180 

attttaaaat atcttggatt acctggataa tgactgcccc actgaaaact caattatact 240 

ggtatagtga gaggttaatt tcaaaaggtt ttgaaagagt tctgtatctt tataactagt 300 

aaagatccct caggctctat tttttcaata taacatagct ggattgagga ttttaatttt 360 

tgtttaaggg acaatttttg ttgatgggtt tgccttctgc catgaagctc caatttgaaa 420 

tacttatgaa aatacttaac acatgttact aattacccta cagattatta aattcaagaa 480 

cagttacaat tcaagattac rtcactataa tttacttcct acttcctaca tgttacatag 540 

tttccttgct ttgacttcct tgttttccac tttcttcatt aaaatttttt ttaactggag 600 

tctttaatca aagggcaaaa gtattcgtaa gactgaatga aaaacaaaac aaaaacccrc 660 

aagtgcttgc ctttgtcaaa agtgaacatt ttaagtggct taatacagct ctatcgactg 720 

ccctcagtgg aaggggaaca ctccaaatgt caggcaggtt gacttactct tcacatagca 780 

cattgttctc ttagagaaat gtcctgtggg aagggcccga agcacaggtg acacgcagag 840 

cagagagggc ccaggaggaa ggcaggagat gatggcattg ccaaatggtg aagaagatga 900 

ggttagatgt gaattgggaa agaatcttca tgtccaggat tggttatttt gtggactggg 960 

ttttaaaaac caaaaacaag ttgtgaatgc ttgttttcct c 1001 
<210> 41 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2217, T501G 



<400> 41 

ctttggtggg gccaccaccg tttacggaaa tgcacctagg atttgggaca gggcctcaga 60 

gcggggctct gtatagacca gcaggtgagg aaggaaaagg gaaaacagaa cctgccccat 120 

ggtctgaagc cagctgtgtg cctgtgtggc aaaggtcagc gggcaggaca gggcccacgt 180 

gtgcctggcc accttgccag tcgggggaat acagcggaca cagtgcccag tttccatgga 240 

cagcctgtat tgaagtttta ttttttttct atacacgtga ttgattaaca atataattaa 300 

tgggatgtca ttttataccc tgacaagttt aaatgtaaat aaattggcac cacctttaat 360 

cagactgatg tcctgacktg cacaggaaac acgcacctaa cctcaccaac ctcaagccct 420 

ccctcctcaa gtctccatgc aaagactgtg ccagtcagag tggagctgtc ccccsgacga 480 

gcccccagaa gcacccggcc kgccatggct gtcattttga gggyggaaaa taactggatt 540 

tctggttaat tggtgacatc ctcaagagct gtggcaagcc atgtctcggc cgcgtgatgg 600 

ggcagacatg gtgggtcctg acggccttgt cttcaccaag tgctcctaac tctcagcaaa 660 

cttggggttc atgaccgtcg tggtggcgct cttgaaaagg ggattatcct ggtgggaaat 720 

gcaaacaggg gcttgtgagt gtgggaggtt ttcajgagcag aatctttctc cctgaggaca 780 

ctccccgcat ggaagccgtc actttgagga agagctagac gtggggcagc ccccscaggg 840 

tcccagcacc ggcagccaag ctcacccaca gcggcggacg cccagaggac aagctgcctg 900 
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gggaggccgg ggtgcagcca cacacgggtg tccacggcct cccgcagcag gaggtcgcat 960 
agtgtgggac gcacgtgccc ctctgcgtgg gacccccaag g -1001 
<210> 42 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . * (501) 

<223> baySNP2281, C501A 

<400> 42 

aacagctaca cacttcttca tccttcaatg tacagccaaa gagatcctaa gtcagaaggg 60 

acagctatct gggcaggcag cctcatcctg tgctcagctg gaagaaatgg aagaaacgtg 120 

gtacagaatg aaacagacat tccacttacg tttcgttgtt ttgaccacac accgtctgaa 180 

ccgcaccttg taggctgtgg acccagggac caccccccgc ccgcccgcct agaaactaaa 240 

aatccccact acgccctttc tcagacacag ctgaagtctg tgaggctcac cartcaggca 300 

caccaactca agactgaaca acaaaattag tgctgcaaag aagcagagcg tctccctggc 360 

tgagccgtgg agccacagtg cccagtgctg ggtattcagt tggaaggtgc cagtcacagg 420 

ggctgcagtg tcaaacaggt gttcagagca ctgacctcag gctgcattgg agaggactga 480 

tcctgtttgc ataccacaaa raccaggtctc caagcctgct cagcaatgca tgagtcacct 540 

ggaattcttt gaatatcctt ttcaatatcc attctttgaa catccgtttc tttataagtt 600 

aaccggagct ggtttatgtt acctgcaact aagaaccttg ccttatatag aagttggtgt 660 

caggagtggt tacaggcagt ggatgttgga ggaagctcgg agaagctgga attggttatc 720 

tggactgctt ggggctgaag tcagtaaaaa ttcagcacat cataagggct cagatctgga 780 

agccatggca tgcaggggaa gcagaatgtc agatttgcca cctggagtca ccgggaagga 840 

agagcccgtt gaaaacaaag cttcattgag aattcattgc cttagaaaag aatgaaagga 900 

atgaggaatt agactgaatg ggctctacag cactgcactg ttaaagatgc agaagcccgt 960 

ctcctaaatt cctaaattct tggctcaaga cccagatcaa a 1001 
<210> 43 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2284, T501C 



<400> 43 

aagtcccgct tagaagctgg gctgggcagg tgcggagttg ggggcgggaa gccaggattg 60 

ggcaagtgga gctgcctgtg accggcgcca cagggcccag agcaagccgc ttgctggttc 120 

aaccaggaaa ccgaggtgca gaaggtggac gcagcggkcc ctggctcata gggtgcaggg . 180 
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kcggtggctt acctgcaggc gctcccstcc agaggtgccc tcgcgtgggc ttgctctgtg 240 

cgcctcgggg acttcctcaa acggactcgg gaaagacaag acagttggct cttaaataac 3 00 

ttcctaagag gagccctcac cctcctcccc tgtcccacag ggttttctcc tcccccttct 360 

ccacagctgg agccagtagg ggagctcaga ggattttcta tttacttcat ctggcctgtt 420 

atcccggcag gtgcgccctt ctctcccact tgcccctctg actcccaatt tcccattccc 480 

actyctcctc cccatcccca yccctagatc tgccctcccc accgcaacca gttgctggga 540 

gtascaggca aggggccctg cagtgccagg aagtccccac ccgtcccctt tggtcagagg 600 

gtctgggagg gtttccttta caaaggaatg cttttgcctg gcaggtcagc tgctactgtg 660 

gcttggcagg aggggggtct gccctcccac agacaggtca cacagacagt tgtgaccatg 720 

catgcagtga gagcaacgtg tccctcctgt gcaaataagg catggtctgc attcctgaat 780 

catcccagag ccacagccac cgcctaacca caagacttcc tgcaggaatg ggatgcctag 840 

ccccaaggaa gatgagtaaa catctttaat aatgccatgc agattagaaa ataacacttg 900 

gttttctctg aaaatcattt tagtgcatgt tcaaaaatta gaaaattttc cccctaaaat 960 

tttaattttt ttcttttact ctttctttct ttctttcttt c 1001 
<210> 44 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2290, G501A 



<400> 44 

aaaagaaacc ttcttaatca taagcagcag aagtcccatt taccaaattg gaaagttaaa 60 

gttacaaagc atcaatcatm agacttccat tcagggatgg caattgggag taagactttt 120 

tagtaaagaa actaaacaca aagtcattag actctgtaaa agtcttacca aatttgattc 180 

tggaacacct attctatttc cgtaaagatg atgaattccg gagccaaatg ttcttttcat 240 

gaaggatttg aaaactgtcc atgaaaataa cgcaatcaac cttttagctt gagactctat 300 

tcactgatta gattttttta aatactgatg ggcctgcttc tcagaagtga caaggatggg 360 

cctcaatctc aatttttgta atacatgttc catttgccaa tgagaaatat caggttacta 420 

atttttcttc tatttttcta gtgccatttc catgtggaag agtttctgtt tcacaaactt 480 

ctaagctcac ccgtgctgag rctgtttttc ctgatgtgga ctatgtaaat tctactgaag 540 

ctgaaaccat tttggataac atcactcaaa gcacccaatc atttaatgac ttcactcggg 600 

ttgttggtgg agaagatgcc aaaccaggtc aattcccttg gcaggtactt tatactgatg 660 

gtgtgtcaaa actggagctc agctggcaag acacaggcca ggtgggagac tgaggctatt 720 

ttactagaca gacctattgg gatgtgagaa gtatttaggc aagtttcagc actaaccaat 780 

gtgagaaggc ctccagagat gagcagttgg tgaaagagag gctcaaaacc agctaccata 840 

caggtcaaga agaatttggc attaaggaaa cagcatagca ggattccaga caggcaactg 900 

gtcaacaaca tgaaggtctg gaagaaaggt cgcaggtact caggttcagg gcactacttc 960 

agcttcagcc cttgcaaaaa ctggtgagag ttggaaagtc t 1001 
<210> 45 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . - (501) 

<223> baySNP2327, A501C 



<400> 45 

cctccatcct gccccaagat gtctacagct tgtgctcctg gggtgctaga ggcgcacaag 60 

gaggaaagtt agtggcttcc cttccatatc ccgttcatca gcctagagca tggagcccag 120 

gtgaggaggc ctgcctggga gggggccctg agccaggaaa taaacattta ctaactgtac 180 

aaagaccttg tccctgctgc tggggagcct gccaagtggt ggagacagga ctagtgcacg 240 

aatgatggaa agggagggtt ggggtgggtg ggagccagcc cttttcctca taagggcctt 300 

aggacaccat accgatggaa ctgggggtac tggggaggta acctagcacc tccaccaaac 360 

cacagcaaca tgtgctgagg atggggctga ctaggtaagc tccctggagc gttttggtta 420 

aattgaggga aattgctgca ttcccattct cagtccatgc ctccacagag gctatgccag 480 

ctgtaggcca gaccctggca mgatctgggt ggataatcag actgactggt cccactcttc 540 

ccacaggcct cagagcccca actttgttcc ctggggcagc ctggaaatag ccaggtcaga 600 

aaccagcyag gaatttttcc aagctgcttc ctatatgcaa gaatgggatg gggcctttgg 660 

gagcacttag ggaagatgtg gagagttgga ggaaaagggg gcttggaggt aagggagggg 720 

actgggggaa ggatagggga gaagctgtga gcctggagaa gtagccaagg gatcctgagg 780 

gaatggggga gctgagacga aacccccatt tctattcaga agatgagcta tgagtctggg 840 

cttgggctga tagaagcctt ggcccctggc ctggtgggag ctctgggcag ctggcctaca 900 

gacgttcctt agtgctggcg ggtaggtttg aatcatcacg caggccctgg cctccacccg 960 

cccccaccag ccccctggcc tcagttccct ggcaacatct g 1001 
<210> 46 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2353, A501G 



<400> 46 

aataggaatg ggtctcataa aaggaaacag caaaaccccc aaactaaaaa acagcgcagg 60 

ctatttctct cttctctcct tttgcttggc actcatgaga tgctaggtgt ggaagtcagc 120 

caactgaaaa agagaggtgg ctgaagaagg tggggaggct gaagccagtt aaataggatg 180 

gtccaattca cagacggcga ggctacagtg caaataggac tctttcaact tgagcaggac 240 

cccattactt cactggagtt agaaagaaag gagagcgtag actttttgaa ctttctataa 300 

gagtgtacct ccacagtata cagaagacga cgtgaaattt gatctgcaag aaaactgagt 360 

ccatattcac atatgtatca aatttgcact tcatttagaa gtgtctgtca tcaagtacag 420 

cactgaattg aaactgaaaa caagagtcaa gaaagagcaa agtcagccat ctttatattc 4 80 

cacatgaatc ctttcccttt rtggtcttat ttgtttctcc tcagaaaaga caaaaagctg 540 

agctgtataa acacctgtgg gctgggggtt gagggataaa tgaggggcga aatggaagct 600 

gaaggaactg ttggtcrggt agaaatcttc ccagatgcac tgaaggaaac acacttcatg 660 

tt.tgacgtag gaggtgccac cacacaaaac gtttcatgga aggatttaaa ggatctcatg 720 

atttttagta ttccaagaat tttctttcac caagggcgat ttaatatggg tcattcatac 780 

tgaaagaaaa acaaaagata ataagagttt aaaaattgca aaacttggag tgttagtagt 840 

aaaggtaaat attcattaga gatgagaaga ggagcaagga aatgctttca gctggaaatc 900 
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tcagacaaga ggccaggctt taggaacctc tgaagatgaa caaatgtaag caaaccctag 960 
tagcagcact tctcagattt tcatgtgctt accactcaga g 1001 
<210> 47 

<211> 781 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2371 / T501G 

<400> 47 

atcaatggat gccagaagct tttcacaggc tttcttgctg tcaatgaatt gtccctcagg 60 

gattgcactg gcattcagca ctcggtatct gcattgtaga cayggaaatc atcacagact 120 

gttggcaaag acacaaacct tggagaacat gtagttcagg cctctcttcc tataggcrga 180 

aggccaaggt cccaggagat gagggaacta gctyggagtc acattgctag agagcagtct 240 

agaatctaga tctcttgact cttcagtcag agcttttcct gccattttgt atatcagata 300 

aattccagag aaaaacatgg aagaaacaaa tatatataac ttggccaaat ggtagattgt 360 

tcagtttaca tggaggtcca tatctgttct ttcgaaatag gtcttttcat acgaatcttt 420 

ctccctctca aattccagtg ttcgtacatc tcatccccaa gcatatagaa catgtttatt 480 

acacaccttt gtttaaaatc kccatagaga atcctgtttg ggaacccttt cctgcagatg 540 

cggatgccet ccaggacacc gttacaccgc agctggtgca gaacaaggcc gtgttccata 600 

gcccctggga acagaagcga gatatcagcc ttacacagaa tttcttaaaa actgagcacc 660 

acctagcgag ccagcaggtg tctcacctgg agttttggtt tcattgggaa ttatacaacg 720 

cacaaaatga gggtgagtag ttcttaaatt tgacatcagc ttgttcaggt tttcctaaga 780 

g ' 781 
<210> 48 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2376, G501A 



<400> 48 

agtttcctca aagacccact ttgcattcag accaatcttt ccttttaata gtataaatga 60 

tcaaaatttt attgaatgtc taaaatatac tttttaaatg ggaagcatgg tgaaccccaa 120 

tctgccgttc ctcaactcaa ctcaatgcct tcctggctta cttagatctg ccttggaagg 180 

gacagacctg tctctgaaca ctgttctgtt atttgatttt tctatctgtg ccaatgggtt 240 

tccaatcaag tttgtttttt ccatttcatg caggtgtatt gggctgatgt atctatgaca 300 

agtggtaggt gggtatttta agaaagcttg tgtcatcatc ttcaggtaac aggaatgtat 360 
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gagagttggg tgccaaaact 
attgtggtgg actggctgtc 
aaactggtgg gacaggatgt 
ggagmcttat gtgtccaaaa 
ttccttttct cttagattta 
gatattattt tatatccaaa 
agtcctgccc tgctctatcg 
actaagtggg cccaacagaa 
cagccagacc cttccctacc 
accaatctct ttcatgaaaa 
gtttttgttg agcattggga 
<210> 49 

<211> 938 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2401, C501A 



<400> 49 

agaatttagt ttgatggcta ctcagaagat tcagtaagta atttcacagt tcttgattat 60 

gaaacctaaa tatatgttat gttttctrta ggcaaaatcc caaacttgtt acctgaaggt 120 

tctgtagatg gggataccag gatggtcctg gtgaatgctg tctacttcaa aggaaagtgg 180 

aaaactccat ttgagaagaa actaaatggg ctttatcctt tccgtgtaaa ctcggtatga 240 

gacaacaaaa tacatcttcc tagcatatat tttagggctt ttgacaagat atagacagaa 300 

aaattagaga ccgctcatta tagacttgct agttagaagt tatgcatgtt ggacagttga 360 

ttgactcttt agaaacagta taggtaaagg ggaagactgt ggctttttaa ttatacatgc* 420 

ccagactcca acgttggctc taccacttat ttcaaagggc tgtaaatatt gagacatggc 480 

acggttcctg gcccatagta mgaactaaac aagtgtttta gaattatggt tgtcattacc 540 

attgrttgtcc atcttactaa ataatgggta taaagttgaa caagctaata acatcagagt 600 

acccactgta aggatgtaca aataatttat tttgttgatt taaaaaaatc acatttatcc 660 

wacactaaag tagaaccaat cctcctttat gtctaattgt aaatctcttg atatcttata 720 

atcgacttcc atattttacc ttttaataat attaggctca gcgcacacct gtacagatga 780 

tgtacttgcg tgaaaagcta aacattggat acatagaaga cctaaaggct cagattctag 840 

aactcccata tgctggagat gttagcatgt tcttgttgct tccagatgaa attgccgatg 900 

tgtccactgg cttggagctg gtaagacatt cagatatt 938 
<210> 50 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



tgtggccgcc ctgtacaaga gagaaccaga ctccaatgtc 420 

acgggctcag gagcattacc cagtgtccgc gggctacacc 480 

rgcccggttt atcaactgga tggaggtaag actgggagaa 540 

cagtgttttt gactggagcc agaaaaccgg ctgttctttc 600 

aatattttct gggggcattc aaatcttcag aatcagcgtg 660 

agcaacattt tgataagaat agactataag gccaataaat 720 

tttgatattt tcacagtgaa tagatctgct gagaccaata 780 

aaaagcttgt gattttcgga cagaggaaag atggcatgtt 840 

agttggctgg cctgtggaca tcttatcctc accttgacat 900 

tattaatagt acttattctt tagtgtgaaa taggatgaac 960 

gagtgatgga attgagctag g 1001 



<220> 

<221> variation 
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<222> (501) . ; (501) 
<223> baySNP2463, C501T 

<400> 50 

gcgggtgggg agcagagcag ctggaacccc ccgagcgccc tgcagacgca gcagcctctt 60 

gaggggaggg tctcccccac ctcgggctgg acaaagacag cttttcccca cgtccctctg 120 

ggttctctag agcaacagca atacccgccc ggcaggggtg tggcttagag ccccgcacct 180 

cctcgccgcg cggcgggcct gacttctagc cacgggtctc cgcagttggc ccagcgcttc 240 

gggccggtgt tcacgctgta cgtgggctcg cagcgcatgg tggtgatgca cggctacaag 300 

gcggtgaagg aagcgctgct ggactacaag gacgagttct cgggcagagg cgacctcccc 360 

gcgttccatg cgcacaggga caggggtgag tccgcgtccc tggcacggag cggggggtgc 420 

ataacacgcc ccgggacagt tacgggcgct agccacgtcg gcgatggcca aataataaac 480 

taacagtaat attatagtaa yagcatccga aggatgagat caggattagg gcgatggccc 540 

ccgcgcgttg cctgcsgagc gaggcgcact gagtcgccca ggaatccggc ctctcggcga 600 

ctgtgcggga gagtttatgg ggatgggcgg ggctgcttct gagcaggagt cgccgccccc 660 

acccccaccg ttccgcctct gggcccgcag gctcctcccg ggagcgcttt cccctcctgt 720 

tcaaccgccg gggtacaggt ggcttcgtcc accgaggtcc cctcacccac gctgaggcgt 780 

cggaagctgc ggacactgct cgcttcaggg ctttgctcag ctgcagctgg tgacctccag 840 

agagggagtc tctgatgtcc cgctggggtg gatgtcctga gaccgggaag ggggaagaga 900 

cccactgaaa tcctatctcc cagcctcacc tctgctgtct cctccacgct tcctgtctcc 960 

agagccccga gttcagcata agcagaaagc ggcctgttcc c 1001 
<210> 51 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP2755, A501G 



<400> 51 

attctcttca attctgccat tttgcttcat gtattttgaa gctgttattt agtgcatata 60 

catttggggt tgttatgtct tgataaatcg atcttatcat tattgtctct ttactcattt 120 

ctggtaccgt tccttgtcct accgtctatg ttgatattaa aaatatcaag agtctgaaac 180 

tttacatcat agtgaacaaa gaaaacctaa tatgatgcca gggaaaagat ttcaggatgt 240 

tcaaaatctg ttcctgataa aaataatctg aattcaaaaa tctttcatga ctgattttta 300 

atcacactga ggcaaatatc cccctcagac agaggctgca ccggtacagc tgccatctcc 360 

tcttggtggt gtcctttgtc aagagcatgt cagggtgatg agtcatctgg gacaggtcac 420 

cctcccagca ccgagaagcc gacgggggag gaacagactc ctctgcattg tgatccaatt 480 

gtgaacaaaa agtcctcttc rtggaacagg aaaaatacac tccctctaaa caatggattg 540 

aacacagatg tgatttctaa agaagactga aggcagggat actgacactg aagtcctgcc 600 

tgtgtaataa caccgaagag ggcagggaat cgctgcgtcc tgtgacttga aggccactgt 660 

gaaggaaaac aatgcagtga aagaaagttc ctcctatgtg gacattgtat cacgtttatt 720 

tatcttcctg gatatgctta tggcctttaa aacatattaa aataggctat gctattatct 780 

cttaaaatat ctgttttccc tcaggtaact ggagacgcac cctgctactc ctcacgtcac 840 

tcttgttccc taaaccaggc tgggcctccc actcgcccca caggcaggtg acgtatgaca 900 

gccagaaacc ccaaatctgc agttctcccc aggatgaaac gaaacacagt gtgacaggct 960 

tctgataagg.gaatcaatgt ctgtttatta aggcagatgc t " 1001 
<210> 52 
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<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP2925, T501C 



<400> 52 

ttgacgctat tgctatgcaa cttgcatggc aaccgggggg ctcactgagg tctttgctcc 60 

agagtttaag agattatggc ccgagcttga gtgatcccaa tgtgaggcgc acactgagag 120 

gaactggcca gtggagctga gcagccagga acacgtgatg cccaagcaat gctggacaag 180 

gggtttaggg ttcatcacag aaatgggatg tgaaaccttg ggccggattc tccaaatggg 240 

aactgaagaa gcttaaaaca ggccttaaaa agcacttgct gtgtccaagc tgcaaaactg 300 

ctgtgtcagc tctgactctt ccccttctcc ttcccctggg tctggggcag ggtggttcaa 360 

gcctgtaatc ccagcacttt gggaggccaa ggcaggacga tcacttgagc ccaggaggtt 420 

gagaccagcc taagcaacat agggagaccc cccaagtctc tctagaataa gaggatgagc 480 

tcagaccagg gaaggggtgg yactgggggg acgtcacagc caggcccacc aagtgtcatg 540 

tctgaccaca cctgggattc ttaaatatag atgtattttt ttcatctcat ctccggacac 600 

actccaatca cacccctyct gccctcccct ctcaactgca aaccaagcgg tgcagacaca 660 

gcacagcaca catgaggggc cctccctttc accaaagctg aaggcagggc acagtttggg 720 

gatggaagag cctcgaggta aatgtggggg ttctagaacc cagtgacctc agttctggat 780 

catgggaaag ggatcagtat gcagtaacgt ggtaaggttc cagatctaga agccaggacc 840 

tagaacctag tggtttcaca gtgggcagag cagttgggaa taagccaggt taggggtggg 900 

ggaagacagc cagctctgtc ctctgcaggc ggattccctg gagggagatc tcagatttag 960 

aaaggaagag taggatctgg tccagaaagg rccagaaaga c 1001 
<210> 53 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> bay3NP3043, T501C 



<400> 53 

gaaagtttac atcatgttta aaccatgttt tagattctat atttttaatt aaaaatctaa 60 

ggaagaagga tatttcacat ttctataaac tctaagatct tgcagcagaa gcgaaactgc 120 

acatttaggg gtgcctgccc ctctactgat gctgcccttt gtgggtcata tgtccttagg 180 

aaaatgaaag actgtgcact cttgatttgt tggccagctc tgttgacatc tttcagtggt 240 

tccttttatg tatggccact cctacagagg cctcttgtac tttgggaact ggtgagtctc 300 

cctgtcccta gggcttttta gtcacatgtc catccactgt ttcaatgtaa catgcatcta 360 

ggcaaggtta acgattaaat ggttgggatg aaaggtcatc ctttacggag aacatcagaa 420 
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tggtagataa ttcctgttcc actttctttg atgaaacaag taaagaagaa acaacacaat 4 80 

catattaata gaagagtctt ygttccagac gcagtccagg aatcatgctg gagaagttct 540 

gcaactctac tttttgggtg agaaattaca tttatcttca tattgactct tctcagactc 600 

agaacaagtg gtagttagtt aacttagggt ggtcaccaac aagaaccaga aatgttagat 660 

gtgcaattgg tctaaagctc aggcttttta gaaagcataa ttcataatat ctccagagga 720 

tataagatct gggaaatgta atgcaaatta ttctctgtca tatgtttttt tatatcagac 780 

tcttgtacta gctagtcgca aaattgcctt ctctaaagag aaacaggtaa aaaccttcca 840 

atttaatccg tgtgaggaag gagaattgtt gttgcatact ttgctagtag aaggaagaga 900 

agatccgtga ctgagtcttg ctgagacatg ttgatgttga aatgataatg ataagttcta 960 

gaactggcam ctaatgatat ggactagaag ttgagtctag g 1001 
<210> 54 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP3152, T501A 



<400> 54 

gagaggaaga cacagagaag gtcagcaagg agctttctgg gcaagtgagg agtcttgaga 60 

gtgggagtcc aaatgggccc ttagagaaaa cttggagcac ttcagagaca gactgtgctg 120 

acaggatggc aggtaatgcg ggtggggaat ggggtaggag ggatgggtgc ttctagaatc 180 

agaatcacct ttctcccatc ttccattctg aactttgtcc accatagaga acgatgcctg 240 

gggcgaaggg cctaaaggac cgaaaccaaa tgtctactgg ccagattatt atttctgaag 300 

tcagcagagg acaactgtgg gtcagactga cttaaacagg gataaaaaag tgaaaaaaaa 360 

gtagtgacag cctaaatggg tgaagaagcc cagattctgg gggcaaaatg ccttgggttt 420 

gtgaaactgg atctcttgtt attcattaac cagcccgatt tcctgagcaa gattccaagc 480 

cgttctgaac ttgcttcctc wtctctgaaa tgacatctgc ctagcagagc taacatgaag 540 

agccaacaag tacagtagta cccccttatc cactggggat atgttctacg acccccagta 600 

gatgtttgaa accacagatt gcaccaaacc ctatattact gttttttccc ccatacatac 660 

atacctctta tagtttaatt actaaattac ccacagtaag agattaacaa caatgcccgg 720 

cgcagtggct cacgtctgta atcccagcac tttgggaggc tgaggcgggc aaatcacctg 780 

aggtcaggag tttgagacca gcctggccaa aatggggaaa acctgtctct acaaaaattc 840 

aaaaataagc caggcatggt gacacgtgcc tgtaacccca gctactcggg aggctgaggc 900 

aggagaatca cctgaacctg ggaggtggag gttgcagtga gctgagatca cgccactgct 960 

ctccagyctg ggcaacagag agagactcca tctcaaaaaa a 1001 
<210> 55 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 
<221> 



variation 
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<222> (501) . . (501) 
<223> baySNP3214, G501C 



<400> 55 

cacccacaga cccgtttttt tcaaatgccc attctgacat taaaatatgt tcatgcaagg 60 

ctgtagtaat ttactaagtt ttggtctagc caatacaact gacggaagaa gtggaagaga 120 

cttacttcct taaggaaagg ggactccaca gcgagatatt tagacaccac gtaaaggcag 180 

aagaggtgac gatcgatccc agagccggtc atggcgaggc gatacatatg ctgatgcttc 240 

tcagacgcca acttgaacaa cttcagcctc tgttccacct gagtgacaaa aggtgggaag 300 

gacatatgtt gcatgtctca agttgagcag ttayggatct aagttagcca ccgcacccgg 360 

ctaatatttt ttgttatttt tagtagagac ggggtttcaa catgttgccc agggtggttt 420 

cgaactcctg agctcaggca atccgcccac ctcatcctcc caaagtactg ggattacagg 480 

ygtgagtcac cgcgcccggt stgacagcct ttccagaatg aagtttgtct cggaaaaaag 540 

agccctggcc agtgtctcct ctggggatca gcggaaagca cctgcacgct ctggggatca 600 

gcagaaagca cctgcacgct ggagtcaggc ggacccagtg gcctgggtct gacctcggcc 660 

attagtgagc agaatggccc agcagctgct gaattcatct aggcctctgt ttctttatct 720 

atggaaatga actgatgaca cttctcagga ccactgctaa gaaaatttaa aggacaatgt 780 

acagaaaacc cccaggcccc agcctggcac ttggggccca gcgtggcaat ggctctaata 840 

accaatggaa ggtcccgtgc gacagtcaca gctcacctac cctgacacca accacctgtt 900 

cagttccaaa gcagccacct gctatgcctt tcctcattgt gtgtcctggc ctaatttaaa 960 

gactctcagg aagtagaata tgatttggag aagtatcatt t 1001 
<210> 56 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP3215, G501C 



<400> 56 

caggcgtgag ccaccgcgcc cggccaccaa atccattttg aggggccagt gacaagttct 60 

ttcagaggga gataacccta catcactttt ttttttcaga gccaatgaca ccatacctta 120 

gaacaattat taaaaaagta taaccttaga tccatattct gtaggaaact gtgacctacc 180 

ctgctccatt ccatttttgt taaaggagac acaccaagcc atgtatttta aaacatggac 240 

tatggacttg gtttgaagga tatgctgact cccaatgtct ttatatctaa aaggcagtaa 300 

ctattaattc tcaccattgg cagtacagct caacaagatt tagggtgggt aatgatgcca 360 

ggtcttggtt ttaataggga agatgatctg agtaccaggt ttggaaagcc tggccctatt 420 

ctttggggac aaaacacagt aacctcaaag ccctgcttct aagtgatatt cgctccaaat 480 

ccccatcttc tgaaggacag sgaatgcaga tccctctttt tcggggttgg tcttattctt 540 

gttctcttag gagacaataa ccctagatcc ccatttgcaa gcgactgtga cctctgatcc 600 

aatattataa tgaatagcaa catcagatac ctgttcttaa ggctcaagga cccaagacct 660 

caataatgga agaacagaga cttgtaaccc gtttctttaa gtgttagtaa ttctgatcca 720 

cgagtaattc tgatctccaa gagatggtaa ccccaagact ccttttcctg ggaggaagag 780 

ggctcggatc cccggtatgg ggaggcacag tgacctcgag ctcctatcta agcacatgaa 840 

agaatctgat ggatgtctga ggagctttgg gaaccctaat caccacccta cacgggcgcc 900 

actagtactc acggcccagc ttcaccccgg gcggcgggaa gctagtgcct gcgccggggc 960 

ctccgctgcc tcctccgccg ctgccgccgg gtccaccccc g 1001 
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<210> 57 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP3237, C501G 



<400> 57 

ctgcccagat ccgagatgta aaaaagcttg ctctggtcaa ggctgggcaa gacggctccg 60 

tgccggctgg gaaagagcac gtcggggtgg ctctgggctc ctgggctcgc ccctgaccca 120 

ccttcctctg ttcctctgca gtctggcagt cgaggggagc tgggccccaa aggcacccag 180 

ggtcccaacg gcaccagcgg tgttcagggt gtccccgggc cccccggtcc tctgggcctg 240 

cagggcgtcc cgggtgttcc tggcatcacg gggaagccgg gagttccggt acgtcgcttt 300 

tccrgctttt ccagctttca cagggttgag atcgtgtttt ttccggaagg aagttacttt 360 

gcggggtgac ggtgggaatg cctcaccgag gctgccgccc ccrtgctgac gaatgtgtgg 420 

ggtgaattcc aggggaagga ggccagcgag cagcgcatca gggagctgtg tggggggatg 480 

atcagcggta agtcagccac stgcaccggc tgcagcgggg cccatccccg cctgggggtc 540 

ccgtgcctgg ggctacacag aaagccttcg tgccactgct ttccagccaa agtgagcccc 600 

tagcactcac cccgcctgtt agcccttggg ggtccacgts cgccttggcg tctgcctgtc 660 

ctctgcrcta gaggatggcc cacgctcccg ccccggattc aaeeagafcfce ccagcacgca 720 

gcagacgccc taaagcctgc tgaatgcaat gggtacaaga acagcggagt gtgcccctgt 780 

ggctggcagg gcaggtccct aaacacsccc aagggcactt ccttcacctt cccactcagg 840 

cttctcaggc tccaaggggt tgggggtcct ttctagctcc agcattcatc accccaaagc 900 

agttaaacca ttttccatca atcagaagga aaacttgctt ctggaagaca gcaccgtgta 960 

gatattttat gctttacgta acaatacttc tgatgatcct c 1001 
<210> 58 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP3241, C501T 



<400> 58 

agagatcctc acctgcaaca cggcgaggtg tgtgctcagg gcccacggtg gaatgcagag 60 

cctcccccac cccacagccc gccctgggtg ggcatgccca gatctgattt agcccctccc 120 

tggcccctaa ctgcaggggt caggccagca ctcacacatc ctgtccagcc ctaaggctgc 180 

tgtccacccm agctcctctt gggccargct kgggttggcg taacaggctg ccacatcacc 240 

ttcccgccgk gcmaccacct tgtacgggat ctgcaagaca ggaggtagtt ggagcttagc 300 
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tgagccggcc ctggcccagc tgctggccag gtctttaaga agcagaagtg cagagcagcg 360 

gctggcccgc aggcaccggg tgctaggcag gctgaggaga ctgggcagtg ccaggtaccc 420 

tccagagagg tgagtgggaa gggccaaagc tgctctgttg ctgagagctg ggtggggtga 480 

ggtgggtgag gtgggtgggg ygggggggcc taccttctty ccagargcct tctccatarc 540 

ctggaccaty tgcagcactg aatagcctgt gcccgtgccc agkttgtaga tctggcccac 600 

ggagaacagg gtttatggag cgggctggac tgaccacgcc tctgggccgc tctgcctgga 660 

tctggtccct cccctccctc acttctccct tctcttccta cccggcagcc acactgttct 720 

ttcagcttcc ttaaggctgc aatgtggccc ttggccagat ccacgacatg gatgtaatcc 780 

cggacacctg cagagaaggg agtgtgttgg atggggagtc tgttccccct gactctcctt 840 

cctggctccc actcctaggt ccccctggtc ctaggctcac ctgtgacatc ctctgtgtma 900 

tagtcattgs caaagacatt cagggcctcra cgtcgcccga tcgccamctg gaggtggaga 960 

tcaggtcagt tcgtcccaga tcccaggcac cagctttaac c 1001 
<210> 59 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP3826. T501G 



<400> 59 

gtgcctgttc ttggaattat ccatgtacct gtaatgttgc tcaccctacc attctcttcc 60 

tttctcttca tcctctctag aaaatccaac ttaaatgtca tcttcttgaa gctttcccag 120 

atttgcccac caatggtgat cctttttcca gcggatttct acagctgcat atcagcacca 180 

ctcttggaca ctttctggcc ctgtcagctt ctgtaaaccc caggaaagaa gcgccagggc 240 

ctaccgaaaa ggagcagcct tggtggaagc ttgaaatgtc tggctttgat tctgtacctc 300 

gcctcttccc ttggttcctg ytggtggctt gtaggattat catctcccac tacgcattct 360 

ctgaccgctg ggaccatcat ctcttatagg caagaccact cctaggcttg tctgcagttt 420 

gtcacagact tgggatcctt gttatttgct gtcttgtgtt acagttatta aggcatatct 480 

gccgtctccc tttcaaatta ktcaagagca agaataagac catatacatc tttatccctg 540 

gcagtgcgta ctgattacaa atttggtatt tagtaaatgt ctgttgaatg aataagtgaa 600 

tgattgaatc tggaagactg accttatttt ttttctcttg agtatggaat taaaagaaaa 660 

ttaacatttt tatataatta gtacatgtag tttttrtaat cagaaaaayg tggatctttt 720 

ttaagccaaa gatcagcctg tactttgtgt tattaatata atcaattagt ttatatgaag 780 

gatggcttgt tttttgtcgt tytggccttt acagytggga ctcctgttgg taacagtgtg 840 

tctgctctgt ttctgtatcg cagctctrgt tgtaagtacc actgcagctg gatttgcatt 900 

ggctccgggc ccttttgact ggccctgttt cctgcttact tctgttggga caggccttgc 960 

atcctgtgct gccaactcca tcaatcaggt cagtttctca c 1001 
<210> 60 

<21i* 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP3842, C501G 

<400> 60 

gggtggccgg gacagcctcg gggtaacact cggaaaatga cagcctgggc tttatgttaa 60 

aaatcacaac tctggctggg cacagtgtct gacgcctgta atcccagcgc tttgggaggc 120 

cgaggtgggc ggatcatgag gtcaggagtt cgagaccagc ccggcaatta tggtgaaacc 180 

ccatctctac taaaaataca aaaattagcc gggtgtggtg gcgggcgcct gtaatcccag 240 

ctactcggga ggctaaggca ggagaatcac ttaaggaggt tgcagtgagc cacgattgca 300 

ccaccgcact ccagcctggg tgacagagca agactcgtct caaaaaacaa acaaacaaaa 360 

ctctatcagg gatggttcgc acctctgtgt accaaggctt aaatactgaa gtctttctta 420 

aactataatc tcactcaaac gtaacacaac tcacatatca atctgaaact cagtatccct 480 

acatatggaa agacctcaat stgaacaccc cagtgctccc cccagatcag tcatgtgcgt 540 

agggaggtgg ggcagctccc ggggtctgta aacgcgactg acacacaggc agcgcaggcc 600 

gacggcggtg ctctcgctgc agagggctgc tgagaatgga atcagcacgg tccctcacag 660 

atgcagcggg cgacactggg ccacgggggc actgctcacg gactctgagc agcgtacctc 720 

ggatgaagcg cagccacttg ggcaggatgt ccgtggcctt ggtctggatg aggactttgc 780 

ggctgtacag tgcaacgctg gagcccagct cccggctcac atcaaacatg gacggtttct 840 

gggggtgagg agaacacgcc atcatgcagc actgaccctc cccaggcagg ccctggctgg 900 

gaggtggggg cggacacgat gaatccagag cccactcccg cctcgccctc ccccagcgtc 960 

tgctctgagt tgaagcccag tgcaggggcc ccacgatgcc c 1001 
<210> 61 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP3843, A501T 

<400> 61 

tatctcacaa aactagtttg ccaccaaaac tagttaaagt gacctggtgt ccgcctcact 60 

gagctgctcc agcagaggca caggcattct gcatactggc gctgctgtgc actgacagcc 120 

ataagccaag tcagcctttc cccaggagtg ccatggctag gaagatgcat ctccctcgcc 180 

tccagtataa ttttaaaagt tatggttgta aaatgacaaa agaaaaaaac tagacatgta 240 

ctaaagaaca aaacaaaaac tggctggggg tggtagccca cacttgtaat cccagcactt 300 

cgggaggcta aggcaggtgg attgtttgag gccaggaggt agaagttgca gtgagctgag 360 

attgccccac tgcactccaa cctgggggac agagtgagac cctgtctcaa aaattaaaat 420 

actacttagg ctacattgtg gggggggtgg taagtctatg gattttgatt tcctttttgc 480 

tgttttctat ttttggtaac wtgtttatgt aacttcattt tttaaaaaat tgctacattc 540 

aaaatttccc ccaaaaaaga aacttcatat acaagttagt tcatatacaa gttagaaaat 600 

gaaattttaa aataccccat aagacacatc aaagaataat tctttaaaaa tggtaccaga 660 

accctacaga gaatgtaagg taccaaagga tgttaaagac ctaaatagat cacattcatg 720 

ggtgcaaaga agtgatactg taaaaagaaa gaaactcaaa agatacctaa aggcaggtga 780 

aaagacattt acaacagata aagggcatat aaagaacaac aggaagaaac gagggaaatc 840 

ttacggctca gccactgtca gggctggggg gttctcggtg caccctggaa gcagctccca 900 
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ccaccggggc cacagagaaa cccacacaag ccccagacac gtggacaaga atactcagag 960 
cagcctggct ctccacaact tctgaccaag aaccaccgga g 1001 
<210> 62 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP3869, T501G 

<400> 62 

cagacctgac ctgatttttt ggcaggggga tgcttgtcag acaccagaaa tgttttgatg 60 

ttttgaggtc acccatacag tgacacccca caatccaatc caaattcctc agaaaagtga 120 

ttctagagaa aaactgagag ggaagcattg acagtttctt tcccattttg gtaagagttc 180 

aggtccagga atagtggaaa ttccattaca gcaaagatga aactaggata ggagtgcggt 240 

gggatcgatt tgatcatgga taaaatttgg aacttttaat attggctttt tacagaataa 300 

ccaactaaca tgcctttctt gccccttttt ttcccctttt ctttcctttc acaaggggtt 360 

tgtaaacaaa ctggatgaat tcattcaatg gttaaatgaa gccatggaaa ctacagaraa 420 

ttggactccc cctaaagcag agatggatga ccttaaactg tatctggaga cacacttggt 480 

aggcaagatt gtgttgttct kgctgtcaat aatcaaagga ttttaatgta ctgcttgttt 540 

gtttatgaga aatatcaatt ttatttatca aaggttacta tatgtcaatg aaaccaaatt 600 

ttaatgggtc acagaagatg aaaatttaca ggcatttcaa gtaatactat gaaacctaaa 660 

tcatctctgt ttcaagctac cttttcaaag cttttcctgg aaggataagt aattatttaa 720 

aaatacctta gaaaatttta ttagaccctt gttctctaaa gcagcaactg aaggttttcc 780 

ctttcttaaa aacaaataaa tgaaagagat gattttgatg accattctaa gctttctaga 840 

attcttgtaa aattaatgaa cctctcatta tcaagagggt ctacattatc tgttctacac 900 

tgggttattt taataaaata tttaaaatga tgatctccat catttttgct gctatgtggg 960 

tttttcagca tafcaattaat acaactgtca twacactcat c 1001 
<210> 63 

<211> 875 

<212> DBA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (375) . . (375) 

<223> baySNP3942, A375C 

<400> 63 

aatcagtcaa caaatgtggg ttgaacattt agcrgataat agtcactatg ttagctgcca 60 

tggtggataa agctaatata ccttgcagtt tttcccctta ggatctgaca acctagtttt 120 

gtttctttgg cattgtctag taacacccaa cacagtctgt agctttcagc tgacactcag 180 
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tgagtgctca ttatctaaca gggatgaatg agtggactgg ttcccaatgc tcagccaatc 240 

ttcatgaaat ttccctgctg gctcagtgac aaagaggaga tatggcatat gtcaacggcc 300 

tgcaagtgtc ccagaaatag gaggcaaaag aaaatacagc acatagagtc ttaaaatagg 360 

aagacagtgg aaccmgtcta gtacaagctt gagcaaacat ctttggcttc tttatctcac 420 

ctatgaaatg ggaatacctc tatttgccaa tttcattaca ataatgagcc actgcttcaa 480 

attatcctca ataaaatgat ttaatagtct ttttaaaatt tatgcaaatt ataaagccgt 540 

ggtaaaattt gcatgggaaa agagtcccac ttcttcatta acgatgcttc ctttgggaat 600 

gaacaacccc gcacagggtt atttcatcat cagcatggta catagcttgg acatgttgca 660 

gctccatcag gctacttttt ttaggatccc aagagcaatt tcaaaattgt cccaggaaaa 720 

aaggcagcca atgtgcttta cctgcccgaa gcaaaatgac ctggtcctcc aaggtgaggt 780 

cagagaagtg gggaatacgc ttggcccatt caacgagggt gaaaagctgy ttgtcagcag 840 

catgacatat gttggtaaca gggtcatttg tctga 875 
<210> 64 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4018, G501A 



C 0 > 64 

cccaggctgg acccacatct ggccaagggt gctgccaagc cccatggggt aacagctcag 60 

ggaagcgccc aattcaagct ggtgcgttcg tcaccgtgtt ctgcagaaca gcggaagcct 120 

gcaagcccca cccggagcag cagccacgag cctggtgctt cccaggcggg cagtcctggg 180 

gtgtgggtct gagtccaccc cacagggcag gcccctgacc attagaaggt gttattgctc 240 

ccacccggga cagacgcaca tccccacacg cttccagaca cccttaaatg ggaggcgcct 300 

ctcacattga gaataagaca ccatgaaaac acgggaggga agaaatcaac agccccgggg 360 

cgtaaggagg ctgggccaag ctgtgcaccg aggagggcgt- acatgggggc tctgtggcac 420 

ccccacagag cagcgcaggg gaagaggcgg ttcagggcca agctgtgcac cgaggagggc 480 

gtacatgggg gctctgtggc rccaagatgc agctgccgga ccccacccaa gaaaagacac 540 

ccaactgccg gggcggggtc aacacccrgc cgccttgact ggctctaact cgcttcagta 600 

agaaggaaat caggggcttt gactcctttc cttcaaaatg tcggacactt acgcacacat 660 

ctgggagtgc aggcgtgttt cctaagccac tgttctatag aataagagcc tgcggggtcc 720 

cgagctgcag gggacgctgt cactcaggag gtgggagacc ctgggcgttg ctcacacacg 780 

cgtgagcggc ctctctttct tccctgtgga cgtgggctgt gggatggctc tatggggaca 840 

ccctgcccgt ggctcccaca ctcgggggac tgctgcctgc cctgggactc cctgtctcag 900 

cgccacagcc ttcaggtgcc tccgtctctt ccgaccagag ttcctggcac catctcccaa 960 

aaaggaggag gggcggggtc cacactcacg tgtctccatt c 1001 
<210> 65 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . ..(501) 

<223> baySNP4206, A501T 



<400> 65 

ctagagaatt tggaatggtt atacatttac tgacaataag gattataaaa gaagacctct 60 

gtgtccaagg cttacacgta attagggagg gtaaagccac ctgcacacaa tgctagctag 120 

cagggtattt taaaaaactg tgcacgttgg ggtactagaa acataatggg ctttggagta 180 

cagcacacct gggttggaat tctggttcta ccactttctg tgcagccttg gcccaggtag 240 

ttaatctttc agtgcaagca gtgttgtcat tcataaaatg gaggtgatgc ctaccatgaa 300 

gtgttgctat ggaaattaac tgatctgtga tattaaagca tagtcactgg tacttggggt 360 

tacctaatct aaatgccaga ggagtgattt aacaagggag gcaagaccct ttctktttag 420 

ccaagtggag ttagcaaagt atgttttgta tgtggaaagt ctacttttga attgtcttcg 480. 

tttctgcctt cctactaatg wttttctctc tgcctggtct aggattaaca cagattcctc 540 

agatccagaa gactgaaatt tcctttcgtc ctaatgatcc caagagctat gaggcatatg 600 

tactgaacat agttaggttc ctggaaaagt acaaagattc agcccagagg gatgacatga 660 

tttttgaaga ttgtggcggt aagtagactc attgtagatg tctgtggcta gttttctttc 720 

tctttaactc ttatttccca cttctatttt ttgtttaatg atcgagagat aatcctgaaa 780 

taatgaaaga ttgaactctg gccatattta gacacttttt ttaaaaaaag caggaagaca 840 

caatgaaaaa cagtacagcy tcaagtatga ctgttttctg cattggaaag gtgtcttact 900 

ttaaaacact cctaggtact attttttact attcagagcc aagacagcaa ttccggtttt 960 

ctttctctta catccgttga aaagtacagc tacttatttc c X001 
<210> 66 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4527, A501G 



<400> 66 

ggggcagact gggataaagc acagacccat gctgccaggc acccagtgaa acagtgcatt 60 

ttcccaaaga cagcatgact cctgaggtgg aagcattact gcccagtttc agagggaagc 120 

tgtgaggggt gtctgggctt gagactcagt ttagtagaat tgctcatact ttttacttgg 180 

gctgtgcaga ggaaagacat ctataaaaaa ttgcactcat ttggagaacc tgactgtggt 240 

cattttgaag ccaaggcttg cttagaaagt gtggaaatta ataaagtaaa ggaaattgat 300 

aaagatctgc acaggggttt cctctgccca atcctcccac cttccccttc aaacttaaac 360 

tcgagcctgc tgctctccgg cctagcattg ctcttgccat ggctgtcagt gatgctgaca 420 

tgcgaaagca gataaagcat atgatggctt tcattgaata agaagccaat gagaaagcag 480 

aagaaataga tgcaaaggca raagaagagt tcaacataga gaaaggtcag cttgtggaaa 540 

cccaaagact aaagattatg gaatatcatg agaagaaaga gaaacagatt gagtagcaga 600 

agaaaattca gatatccaat ttgatgaatc aagcaaggct caaagtcctc agagcgagag 660 

atgaccttat cacagaccta ctaaatgaag caaaacagag actcagcaag gtggtaaaag 720 

atacaaccag gtaccaagtg ctgctagatg gactggttct ccagggtttg taccagttgc 780 

tggagcaccg aatgattgtt ygttgcagga aacaagacct tcctctggta aaggctgcgg 840 

tgcaaaaggc aatccctatg tacaaaattg ccaccaaaaa caatgttgat gtccaaatcg 900 
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accaggagtc ctacctgcct gaggacatag ctggtggagt tgagatctat aatggtaatc 960 
ataaaataaa ggtttccaaa accccagaaa gccagctgga t 1001 
<210> 67 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501)-. . (501) 

<223> baySNP4544, T501C 



<400> 67 

cctgggcccc caatggagaa gccaggggcg cccattcctg gggcacgtgg gcacgtgtgc 60 

tggggaaccc cagtggggaa gccgactgcg gccgtccggc tgtactcctg cagcagggcc 120 

ggggcttgta ggtgtgggtg ggggccaccc acctggtagt tgtgtaccac ggtgatgtgc 180 

gtgggaggct tcttggtctt gctgaagttg ctgactgtgt cctgcttggg gcccggcact 240 

cggcaggagg acaagatctg atagtactgg ttcatgcaca gtggcttccc ccccaggtac 300 

tccacgggca gggtctcgct atggggtaga ggggcagtga ggccrccact gggcaagtga 360 

atggggagga gggcagggta gacagggacc tgctaggtac tgctgggggc tcacacagtg 420 

tccytgctcc cactcccaga tgagcaggac acctcagggc tgtgctgtgg gcagggggct 480 

cgctttctgc cccagatggg ycctgttcag aartcatcta gaaactccct cctttcccct 540 

ctctgggctt cagtttgtca caggggagat gaarcagcra ataaaactct ggggtcctct COO 

ttagttggga tgggacaggg tcacccacca agaggagatt ccagcagctg gagcagggcc • 660 

cagggcccaa gctggcatgc cgggccaggg ctggggtcag aggtggctgt ggtaattaag 720 

caggcctggg caggkgkggg gctgggcagg ggtggggatg ctcacttgtc aatcatgacc 780 
ttgaaatcca acacaccctc aatgagtttg gcagcaaatc tggaaagatt gattagagat " 840 

tagaagctgc gtggacaccc tgagggaggc cccgggctag ggacacctgc ttggggagcg 900 

ggaggtctag tcttccagcc tctctcaccg cttccagaaa gcctgggagc gcaagggagg 960 

ggcctgygag tcccagcttg ccagcctgtg tgtgcttctt c 1001 
<210> 68 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4545, T501C 



<400> 68 

aggccaaggg tgagagsggg aggaggtcct tggatcaccc ttctgggctg ggcaggccca 60 

crgcccctcc tggcctccct gggcccccaa tggagaagcc aggggcgccc attcctgggg 120 

cacgtgggca cgtgtgctgg ggaaccccag tggggaagcc gactgcggcc gtccggctgt 180 
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actcctgcag cagggccggg gcttgtaggt gtgggtgggg gccacccacc tggtagttgt 240 

gtaccacggt gatgtgcgtg ggaggcttct tggtcttgct gaagttgctg actgtgtcct 300 

gcttggggcc " cggcactcgg caggaggaca agatctgata gtactggttc atgcacagtg 360 

gcttcccccc caggtactcc acgggcaggg tctcgctatg gggtagaggg gcagtgaggc 420 

crccactggg caagtgaatg gggaggaggg cagggtagac agggacctgc taggtactgc 480 

tgggggctca cacagtgtcc ytgctcccac tcccagatga gcaggacacc tcagggctgt 540 

gctgtgggca gggggctcgc tttctgcccc agatgggycc tgttcagaar tcatctagaa 600 

actccctcct ttcccctctc tgggcttcag tttgtcacag gggagatgaa rcagcraata 660 

aaactctggg gtcctcttta gttgggatgg gacagggtca cccaccaaga ggagattcca 720 

gcagctggag cagggcccag ggcccaagct ggcatgccgg gccagggctg gggtcagagg 780 

tggctgtggt aattaagcag gcctgggcag gkgkggggct gggcaggggt ggggatgctc 840 

acttgtcaat catgaccttg aaatccaaca caccctcaat gagtttggca gcaaatctgg 900 

aaagattgat tagagattag aagctgcgtg gacaccctga gggaggcccc gggctaggga 960 

cacctgcttg gggagcggga ggtctagtct tccagcctct c 1001 
<210> 69 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4668, C501A 



<400> 69 

gcttcagcct 

tgtttaatag 

ggtgatccac 

tggcctacac 

ctcatgttgg 

cttttctagg 

gacagctact 

gttgaaattg 

ctccagaaag 

agaaaaaagg 

cagctggctt 

tttcaaccag 

ccccggcaaa 

gggtttcttt 

tccactactt 

tcatttaggt 

acatctgacc 

<210> 70 



cagtaactgg 
agacggggtt 
ctgcctcagc 
tgttactctc 
ctagggagat 
tggtgttgat 
acacaagcct 
ggcttggcac 
tcctttcttt 
atggaactat 
atsctggttc 
attgtcctat 
aaccaaacaa 
tacttcaaaa 
gtacagctta 
ctctaaacac 
ttggtcagtg 



gattacaggt 
tcaccatgtt 
ctcccaaaat 
atacatctgt 
ggccccagga 
aaaccggtcc 
ttgaccccca 
tcaagtcaaa 
mtccatactg 
gggttctctt 
tcagctgttt 
tccccctgtt 
actggcagac 
tctttcttca 
cataaatgag 
agacttttta 
gggaggggaa 



gcctgccacc 
ggccaggctg 
gctaggatta 
tgcctgcagt 
tgccatggac 
ctggtggagc 
tgctgcttcc 
gatgaacatc 
tagtcctatt 
cgcaaagcca 
aaaaaaaaaa 
ccattcccct 
aggccaggga 
gggagcaaga 
ttgatgatat 
aattgcaact 
ctggtatcct 



acacctggct 
gtctcgaact 
caggcatgag 
ggcaaccggg 
aaaagcttta 
gaggccttgc 
tgagagtctt 
ggaataacaa 
gagaagacat 
aaggatagtg 
aaaaaaagga 
cttcttcctt 
tgtatgttgc 
catgaactga 
ttaaccagtt 
gtaaatwtga 
9 



aatttttgta 
cctgacctca 
ccactgcgtc 
gaggggagaa 
agggaacttt 
ccagtgggta 
tttttgcact 
acattgtcct 
ttcgtctctg 
tttaacaagc 
atagaaacag 
ctatctcctt 
ttgcttgaga 
ctaattggta 
tttataaact 
aatggtcatc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4669, C501T 



<400> 70 

tctcagctgt ttaaaaaaaa aaaaaaaaag gaatagaaac agtttcaacc agattgtcct 60 

attccccctg ttccattccc ctcttcttcc ttctatctcc ttccccggca aaaaccaaac 120 

aaactggcag acaggccagg gatgtatgtt gcttgcttga gagggtttct tttacttcaa 180 

aatctttctt cagggagcaa gacatgaact gactaattgg tatccactac ttgtacagct 240 

tacataaatg agttgatgat atttaaccag tttttataaa cttcatttag gtctctaaac 300 

acagactttt taaattgcaa ctgtaaatwt gaaatggtca tcacatctga ccttggtcag 360 

tggggagggg aactggtatc ctgccaagcc tggttgtaat ttgtaaccat tttctatttg 420 

tgcaaactct gtaaatatgt gtttaaacaa atgtaatatt ttgtacaaga tacactggag 480 

aacaaaggga actcaagatt yttccagcca catgtcacct gtaggtagaa gtaaactctg 540 

cagtgcagct tctgctcttg scccctctgg ccagggcccc tgtggcttcc tgcacactgg 600 

acaggtgact gtatggtara gactgtgatc tgggaacttt ttgctgtaca aatctgttta 660 

aaaaaaaaaa aaagtaactc attgaattaa cttgcagtgg tgtgtttgat tcttttttag 720 

actggcttca gcattgtgca gtttaaaaat aagtaagtaa cttacataaa tcttcaattg 780 

tatgaactgc agctttgagt ccattttttt ccagtggtga agaattggsg gggggggggt 840 

ggtgagtgtg gcgagctgga tcacaggccc cacacaactg cctctgcagg agacccatgg 900 

ttttttgaag acaatttggc cagaaatttc tatctggcct tttcctctct ctccttgtcc 960 

caccaggtgg cagccaagcg tcctccgact tcttcactgc a 1001 
<210> 71 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4718. C501T 



<400> 71 

aggaacagag ggccagcacg cgaggctccc gactcacttt gtttccatac tgcatgacgt 60 

99ctggtgtt ggtgtgcgat tttaccaggt ggtactgctt gtgcagggtc tctttagtca 120 

gatcttcctg caaaaagtga gaccattaga gacctttgac aatcagagtc tgacggttaa 180 

accccagctg aacagccagc ccccaaaggg ctcaccacgt ccgartcttc catccagttg 240 

acgctgtacc agtcccccag gtacgtggac ctcttctcat catagtaaca ggcgtaggac 300 

gactctctgg ggttggcagc agtagttgca taaactacga ggaattaaag atgatctttt 360 

agttgcattt tattcctgcc ttggattacg cttgaagctt gagtccttct ttctcccccg 420 

gtgaaatcga agcatgctac ttatgatcca cacaggaggg cagggacacg taactatacc 480 

cagacttgtg tattcgatta yaataactca tctaaaatta aatgcggaag aaagaggagc 540 

cagctggtgg atgttttttg cagcaattgg caaattggca tgcttaggac atcatgctat 600 

tctggaagaa tgctgacatt tccacagcac aggaaacttg aacaatatgg gcttactttg 660 

gtttccagag agatctgaca tttattgaag aaacatctag attaactgaa cctatacaaa 720 

agctaccact tactatctct ctaccatggg cttagaattg tgctggacaa atgctagtgt 780 

ttaaaataca agtctcccaa cagacacaca ctatctttat ccccatttta cagatgggga 840 

taactgaggg tcaaagagag tcagtcacct gctttgaggt cagagtgcaa ccaacacatt 900 
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gcaaaggatg gaggctagtc caaagcccat gtagttttag cttcagtagt tttacgagaa 960 
cctggaagag cactgtgagg ctcacataca gattctttat t 1001 
<210> 72 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP4818, A501G 



<400> 72 

tcatcttgtg aaccttttgg tgcctggcaa gatgtgagct tcgtgtgtaa ctttttccac 60 

attccataca tttatagggt ttctctcctg tgtgagtcct caggtgtcta acaaggtggg 120 

agttacaagt gaagctcttt ccacacacag aacagtcatg atgcctccct aacagggggt 180 

ggacgggtgt agtttcccga aggttcacaa aactattcac ttgagaaata ttagtaccaa 240 

atcttctttc attaagtcta cctggattgt cctcaaagac tatttcccaa tctggagtct 300 

ggtgaatttc tggttctccc aaaacaggcc tgtgtatatc ctccaaactc agatcttcct 360 

gctccagaca ctcttcctca tctttactcc tatctcctgt agaaagggtg agaggaaaaa 420 

gggggtcact gtagcggcaa caatgccttc tacacaatgg ggagattttt acaaagggtt 480 

ttgagatggc aagactaaat rgaatgcctg tcctgtgcca agcactttct catattgtta 540 

tgctatcaac aaaccttggt atgcacaaat ataatcttca ttttacaaat gcagagattg 600 

agaatcgagg gtttaaggga attgtacagt aaatggtata gctgcaattc caaaagttaa 660 

catttttctt tcaccctttt gtattacatt gctatcagac aaatgatggg aggagaaaag 720 

aggagggcaa tgacagaaga aatggctgtc agagggagaa agcagtactg gctgacatgt 780 

tagaagaact gatgagagcg gggccctaca gagagagaga agcactgcct agaggaactg 840 

ctggctcagg gtgggtaaca ccgtttttgt cattcctcac ctgtgtaggt aaaactcagg 900 

atttctggct cttgagtctc ctgaggctct tggatatctg ggacccaagg ctcttcctct 960 

ctaacctggg agatctcatc aggtctgggg attggaaatg c 1001 
<210> 73 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4827, T501C 



<400> 73 

acagcaaggt agctgtggtc agacactaag 
ggatctccat tctggaccag cccacgagaa 
ttagctcaat ctgtggggaa cggcattaaa 



aatgctcctt ctatctggct gccagccaat 60 
gcaaacctca aaggaaacta atctgaggtc 120 
gcctctccct ctgagtgacc tctgctagct 180 
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tctctacctc ctgcttcctc atctgcttct gctacacacc cgcacactga aaaccctgta 240 

tattgtatga gtcctccctg aaccccacat cagtcctgag gtgcaattct gcctagtcat 300 

ctttcctctt ccctcaacag cagcttactt tatgttcttc aagcttcact gaggcctctt 360 

ttgcaaatcc tcccagatct cctcagctgg gatggggccc ctctaggctt cctgagcccc 420 

atgcttcctc ccttcatggc atctgtcata atgcagtggg attgccatgt aactcccttg 480 

actgtctccc caacacagag ytgtacactt cacatctggg cagggtcacc atgactgtgt 540 

ccaccattgc cagcttggaa cctggcatac tggcatcagt aaatgtttgc tgaaagaata 600 

aatgataaca agctgtcctg cccaccgtga cctttgggag aatgggcata tgcttttgat 660 

tacctgcagg gccatcaagg tgttggccag ggcttgacca taggtgtcat ggcagtggac 720 

agccagggca gccagaggca cttcctgcat gacagcagay agcatgtctt tcatgatccc 780 

tggggtgccc acaccaatgg tgtcccccag ggagatctcg tagcagccca ttgagtagaa 840 

cttcttggtg acctaaggaa gcaagcaggc acttggagga tacagaatcc accagccagg 900 
ggatccatgc actcagaaga gggggccttt gcctgggcag aacacttctg ggtatgacgc ' 960 

actcagttcc tactggatta catgctcctc accactccaa c 1001 
<210> 74 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 

<223> baySNP4838 f A501G 



<400> 74 

ragacaaaca gaagtcaaaa agtagtcact gggagcscca tccttctaag caaatcctcc 60 

ctttcccttt tggaggattt gcccgaacta cgtagccagt cagcacttag accacctgcc 120 

tcctcctccc cctataaacc caccactccc ctcctccttt cccaaaccac ttggggtgtc 180 

ctaagccctc actgccccaa gcccaaaata tcaactaaga tccttgtctg tatttccaca 240 

gtcataccta atgaattggg aagtggggcc cctaaaaacc aattcacatc tatgcacttg 300 

tttccactgg atttggcaga caggcttttt tagttaccgt aaccagatct taagattaat 360 

taaaaactac ataaagtgct tttaggtcct tagagataca tgatataaat aagcggctta 420 

tgatcaagaa cgataaatac ataggtaaaa atagctctag caaagatgac cttatggctc 480 

tgagatgggc aggcagggca rttcttcccc attacattct tagtcatctt attcatacct 540 

atttttaaat ggagtccaca gactaaaggt catgttccga gactgaagct ttcaaatgac 600 

cctagttcca atatagacac tttcttcagt ttatcagtag cttttaaact ctgaggttta 660 

acacagctca cctctttctg taaatttaag tgagcatact cctatacaaa ggaaacttta 720 

gagaaagcct cataaaatgt tcttt octet gaaaattcct gaggggactt ttgacacatt 780 

gcccccaaag acaggataaa acaatagttg aaaagatacc agtccaagga aaagggactt 840 

cctcccacct ctcaatgact gttagtgtca cagcacccat ggtattacca cctgctaaca 900 

ggatcaagtt cgtgaaagat gaaaggtctg tggactcttg gtggggaggg agggtcactc 960 

aggtttccag caggggtttc acagtgccaa aatctaaaag g 1001 
<210> 75 

<211> 677 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (177) . . (177) 

<223> baySNP4856, T177C 



<400> 75 

ctggaggagc tgcctgagct tcctgcttag gggccggccc ccacccacag ggtctccctg 60 

gactggcggg gggtgggggt caggcagtgg gcaggggcct gacctaggct cccactctgc 120 

ctggtgccca cagcctgggc acagtggctc agctactcag ccttgagcgt ctgtgcyggg 180 

taactcagct tctgcaggag gaagaagggg agcaaaaaga gcccggacca cgtggtgaag 240 

caggcctggg ccccggccag ccagtacact gcggagagac ggtggcgtca cccagtcccc 300 

gagggggctg gcacttggga ggcgagggca ggtgcttggc ccccagcctg ccccagcacc 360 

atcccgcgcc ctcacctgaa gcggccacca ggggccccgc ggccctggcc agagcaccta 420 

ggctgcgcag tgtacccatg accgtgccct tctgccctgg tgagcctgtg ggaagaggca 480 

cagtcaggca ccactgccct tctcccgctc aggtggcttc ggccgaggga agggggctca 540 

ccatagccag cgaccacgga ggacaggcag ggcaccacaa cggcggcggc tggtgggaga 600 

catcgaggag gtgcccgtca gcccagggga gggtgcatca cccagcccct gctgcccatc 660 

ggatoccctg ccagggc 677 
<210> 76 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4868, C501T 



<400> 76 

aggtaccaaa actctaccat aaaaatgatc aacttacagt caatattgtt tcatctgtat 60 

tcccttccat tcctaccccc accccccata ttatttggaa gcaaatcgca gagagcttat 120 

ctcatccaaa tatttcagct tgtacctctc taaaatatag actccttaaa aacataattc 180 

caataccatt attttagagg gtaataataa tcactcaaca tcttaaaata tctagtcagt 240 

gctcaagttc tcaactattc tctgagctat ttgaagaccc tcaatcaccc ctaggggcta 300 

gaaggtttta tgtatataac agtattggga aaatcagggc cctgagaaga aaatgcacgt 360 

aagaagcata ttgagtctat aacatttctt agaagactag aaagaggcca gagatgaaat 420 

ggtggtgaac acagaaaccc acaattaaga aactattttc aagatcatat ttctttttga 480 

agaaaacagc atctacttct yacacacatg caacagagtt cgattccttt attcctggat 540 

tccacactta cctctctcct atccctacct gccccagtca aatccagatt gttacggtca 600 

aatcagacca tgagcaattc taggggtcca gaggtgaaat aatggctcag ggtggagccc 660 

cccacaatca tccctctttt acgtcagcas aggaagggct caaacaagca aagatgacgc 720 

tcctatccca gagactgacc tggacagcat aagagatggc gagacccgca taggctgggg 780 

gaatctgccc gtgcataaga acijatcatca gccccgtggt ggtgatgagg gcgatgctga 840 

tgaggtccag ccgcacagcc agccaccgca tcgcacacgt aaacaaaaaa aaaggagctt 900 

ggttgtcatc cagcagctcc tggtatctgt gagaaagaca acacttaatg ggcaaagaaa 960 

gtactacaca accccgcgca tggacaaagc ttcagcgaat c 1001 
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<210> 77 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22 1 > vaxiation 

<222> (501) . . (501) 

<223> baySNP4887, A501C 



<400> 77 

actgagtgca tgaagcgatg gtagccatgc aggaacctgc agccctccag cttgcgctga 60 

aaagcatccg aggcaggggt gggggtgggc ggctgagagg ccccccggcc agccttcgtg 120 

ggctcagccg tgtctgagtt gtccagcagc tgggccatgc agtagatgtt gttcctgagc 180 

ccgaggatgt tcggcctcgc catctgcagc ttctccaagt cctcgatgtt cagcccagac 240 

ctctccaaat -cctgggcctt ggggaggcgc tgctctaagt cggccagtct gtgcaggacg 300 

cagcccagtg tggcattgag ggtctgcagg aagccccgcc tgcccagcqc cctcagggtc 360 

tcctcactgg ggaaggcccc ggggcgctcc ctgcagtgct ctctcagttt aggaacatcc 420 

aggccttgga tacgtatctg gcgggaacag gaggatcaca gggtgaatgc tgaggatccg 480 

gaccacactc acagacaagt magccttgaa atgctagacc tcatgcaccc caatccaatc 540 

tcccactgga cagatccgga aactgaggcc cgagagggaa . gaggacccca agatcactgc 600 

aggcaaggtc ggagtgatgt tggggggctg gtgggatgcc cgtggggaat gaagagcttc 660 

aagagggctg gactctgtct tgctoactgc tacgtcccag tgcctagacc agagcctggc 720 

aggtgtgcag gaaacacact gagtaagcag gtgagcatgg tgatggtgtc cggagtcccg 780 

ccccgggacc acagagctag gaaagctgga gggccagcct tagctcctca gggttaaggc 840 

tggaataaca tagcgactca gttccccgac ctggccatat ggagtggggc taggcctgtc 900 

ctccctgctt ctcactccct tcctaacccc atagttctct gagactcaga tgccacaagg 960 

gcccaggtgc ttacataggg gtccaggagt ctgctggtgt c 1001 
<210> 78 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4912, A501G 



<400> 78 

tccctcttta gccagagccg gggtgtgcag acggcagtca ctagggggcg ctcggccacc 60 

acagggaagc tgggtgaatg gagcgagcag cgtcttcgag agtgaggacg tgtgtgtctg 120 

tgtgggtgag tgagtgtgtg cgtgtggggt tgagggygtt ggagcgggga gaaggccagg 180 

ggtcactcca ggattccaay agate tgtgt gtccctctcc ccacccgtcc ctgtccggct 240 

ctccgccttc ccctgccccc ttcaatattc ctagcaaaga gggaaegget ctcaggccct 300 
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gtccgcacgt aacctcactt 
ctggacagag tttccggggg 
gagcttcccc ttcattgcgg 
gggcccgagc cgcgtgtgga 
gggggcgggg tcccggcggg 

ctggtagcgg ggaggatcgc 
tgggggctag caccagcgct 
ctcaccggcc agggcgctcg 
cttctttttt cttaaacatt 
tgcttgccat tccccacttg 
aatcactgtg gattttggaa 
gaagtcgagg aagagagaga 
<210> 79 

<211> XOOl 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4951, C501T 



<400> 79 

attctgtggt gttttgaggg agcaggggca aatgagtgct tttctgccat atttacttgc 60 

ttttttgtat aaaaccttat gaaactacag caaagtaaaa tgcgctattt tcatttcatg 120 

aatataattt cacagaaact aaaaacaaca atcagtatgc agggaggtgc tgaggagtaa 180 

aaggcctggg agagagtccc tgctccagcc acactggtag gtcctcacag taatggtagc 240 

atcaccaccc ctacactcac tctgaagtta aagcataaat caacagccct aactggaaag 300 

ctcatgctaa tactttccct ttctgcctcc ctcagcctga gagcatccac cctttcccta 360 

tccttagcct tagagatgaa ggaagctggt ttcacttgaa agacaaattt agttaagaaa 420 

cacagctggt cttcagtcct tctgttcttt tcaaatctga ccttggtcta gctcaagaaa 480 

cgtttgttga ttgcctgtta yagacccgcc tctgtgtaca ccgagggttc aaaaatgaaa 540 

gacagttctc tgyccttgag gagttcaaag tgtcacttac tccctgatgt ctcactaatt 600 

cccacatatt aatcaggact ggctcctgca cagagaagcm ctgagtggtg gctgagctgc 660 

cacttgacat tgggttttcc ctcayatgga ccctagtttc tttcattttc tgtatacaca 720 

tctaaagcag aattattatg gaaggccatt agaaattagc ttggattccg atgtaggaaa 780 

atgactgtaa aagtaaaata ttaacattct tctttaaaga aaaaacaatc ccagcaatcc 840 

ctyctgctgg gattgttttt ttctttaaaa acaacccctg taactggtgc gtcatgtgtg 900 

tctgagattc ttgcattggg tcaactgatg ggggatccag tggtgactag tttgtagtag 960 

gctccttttt gggccatcag ttcttcatgg gtcccctttt c 1001 
<210> 80 

<211> 1001 

<212> DNA 



tcctgctccc tcctcgccaa tgccccgcgg gcgcgtgtct 360 

cggatgggta attttcaggc tgtgaacctt ggtgggggtc 420 

cgggctgcgg gccaggcttc actgagcgtc cgcagagccc 480 

rgggctgagg ctcgcctgtc cccgcccccc ggggcgggcc 540 

gcggagccat gcgccccccc cttttttttt taaaagtcgg 600 

ggaggcttgg ggcagccggg tagctcggag gtcgtggcgc 660 

ctgtcgggag gcgcagcggt taggtggacc ggtcagcgga 720 

gtgctggaat ttgatattca ttgatccggg ttttatccct 780 

tttttttaaa actgtattgt ttctcgtttt aatttatttt 840 

aatcgggccg acggcttggg gagattgctc tact tec cca 900 

accagcagaa agaggaaaga ggtagcaaga gctccagaga 960 

eggggtcaga gagagegege g 1001 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4952, G501A 



<400> 80 

gcccgacctc ttttctaaga ttggccaatt tccccagaaa atcattcttc aatctcctgc 60 

cagaagagag gggctgggag ttcttctgtt catacacagc tttacattca atccccctgt 120 

ctcttgtatg ttagctgccc cttcaacttc atcttgtgtc tctaagtgca aacctccctg 180 

tgagcctcct cagagaggga gtatgcagtt tctcgctgga actggggaaa ggcagccatc 240 

ctgctgcagg cggggctctg caattctgtt tccatacagg cttttggtcc attcttctgt 300 

cttcagtccc tctgtcccct tgtctcctcc ttccagaagg atccagtgtt tttacatctt 360 

gaaactttct aggggtctgt ggtacaaaac aggatgtttc taggctcccc caactaacag 420 

gttacatttt tgttttctct catcttgtaa ctctattatc aattgtccat ttgctttctg 4 80 

gctcccaaga ttttgcaggt rgcatcactg tgttttcttc attcttgtag attcctgccg 540 

cctttagttc tatgtcattc tgtggtgttt tgagggagca ggggcaaatg agtgcttttc 600 

tgccatattt acttgctttt ttgtataaaa ccttatgaaa ctacagcaaa gtaaaatgcg 660 

ctattttcat ttcatgaata taatttcaca gaaactaaaa acaacaatca gtatgcaggg 720 

aggtgctgag gagtaaaagg cctgggagag agtccctgct ccagccacac tggtaggtcc 780 

tcacagtaat ggtagcatca ccacccctac actcactctg aagttaaagc ataaatcaac 840 

agccctaact. ggaaagctca tgctaatact ttccctttct gcctccctca gcctgagagc 900 

atccaccctt tccctatcct tagccttaga gatgaaggaa gctggtttca cttgaaagac 960 

aaatttagtt aagaaacaca gctggtcttc agtccttctg t 1001 
<210> 81 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP4966, A501G 



<400> 81 

aaagtccctc ctctattcct ctccatggac cctgatggtc ctcattcatg tcagatgcca 60 

ttacagacaa ggacatagtc ttctwcaaga ccctgaagcc ctggctgggt aagtaactgt 120 

aggtggacgg gacggggacc aacttttgtg gccaggggaa gattctgccc ttgcccacag 180 

cctttggctg ccgtactagg ggatgggctc ttgttaagtg ttggtgacaa gtggagacac 240 

caccgtcgct tgtgacgcct gccttccatt tcaacatcct gaagccctat ataaagattt 300 

tcagcaagag tgcaaacatc atgcatgtga gtgccttgaa ctcagcatcc cagctgcagc 360 

cttggggtgg agggatcaca tacaattggg tctggaatgt tggctctcct gggtgggttt 420 

ggggccattg ctcttcctct ctgtgccttg atttccccat gaggctaata atcctcacta 480 

aaaggtggta ggagcatgta rtggactcat gtctctgaca cttagtaggt ggtcagaagg 540 

agtcaatttc cacatttttc tcacagaagc cctgtaaact caagaaagga atgatgacac 600 

gtgcatagta gtcattgctg agtacagatc acttcaaaac taattggttt agagcaataa 660 

gggtttatat ttgctracaa atctgtggga ctgttggcca gcccttctgc atgtggatag 720 

gatccctcat ggtataagag cagctgtggg tcaggtaggc agctttgctt gtgccagctc 780 

agttctctca catatttgga gctttgctgg cttctggctg atttaggatg gcctcagctg 840 

ggacacctgg acttttctcc atgtgattct ctgcctctag atgacayccc aggattgctc 900 
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acatggcaga gacaggattc caaggcagtg agaggaggat acaatgcttc tcactagtta 960 
ttattattta ttttattttt gagatgaagt ctcgctttgt c 1001 
<210> 82 

<211> 1001 

<212> DBA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5019, A501T 



<400> 82 

cctgcatctc ctcctgcaaa gtgcctggat gcatcaggag ctcagtaata tctgctgaac 60 

tgcatcaacc cctatggtcc ttaccaaagg ttcacaggaa attcttgcat cccttctgta 120 

attggatctt tataagatcc agagaaagga aatcagagcg cagcctgttc cctttctcaa 180 

acacaaatct ggtcaagtaa tgtcccaatt taacattctg ggaagaggcc cccaggccct 240 

cccacttctc tgccttattt ctctctctag tactccataa atgcatgact tcggacatat 300 

gaatgaatca ggccactcct tctcactcct cggcttttct ataggtgatt tcctccaccc 360 

aaacactgtc cccagaccct cttcacctgg ctcttcccct tcctccttgg gtctcaccgt 420 

gtatctccaa agagtctccc cttggtctgg gctagggcat ctctgtgtgc ttttatatat 480 

gctttctatg tggcacagcc wgttctcccc agcacaggac tgctcccttc tggaaactgg 540 

tctataccct tctgcgctgt ggccttcatc aggggcttcc tcacagggtc tgcacccaga 600 

.aggcacttaa cacaaatatg ctgcataaat gagtaggcag agcaggaatg tgtccttttc 660 

ccatttaaca ggtgatgaaa ccgagaaatg gctatgaraat agcagggatt rgatgctcat 720 

attctggttc ctagtccaca accccagact gactttccaa gttcacaaga gcagacatct 780 

ccatatacag gagaccacgc tcacgttcag acccccacac tctcagacac acagacccac 840 

aagcacagca gctaccagca aaagccrcct ttcacttgtg cgacgctcct ggctcagggg 900 

aatccccagc tcatccaatc cacccatcag gatgcgagcc aggagagtcc ccgcctggca 960 

ccccaaggcc atgccctcca gccaggggcc aagaagccac t 1001 
<210> 83 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5156, A501C 



<400> 83 

agatacccag tagtggaatt gctgtgatgc 
catttccttg actagatcac ctcatgtgaa 
tagctcccat gcctayctca gtacctggca 



atgtatttgt gcgactattt gattaatgct 60 
aggtatggat tggttttgct tttacccagt 120 
cataatcatc atctactgaa agtggaatga 180 
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ccacttcaga agggcaccct gggtaagatt tctctttctg tttttacagc tatgttattt 240 

tatcttttga aaacaatggt gactacatgg acatgaagca ggctgatact acacagtatg 300 

tccccatgct agaaaggaaa gaggtttcta aatattccga catccagaga tcactctatg 360 

atcgtccagc ctcatataag aagaaatcta tgttaggtaa aagtgtctat actcactctg 420 

ggtgttggga ctttccagtg gtttaatatg atacttaaag tatttagagg gaagtgtata 480 

9ggatggtaa gtgaacctgg magcccaygt ggtctctaaa tgcaggtctg cacaaccagt 540 

tctgtgacat gtttccaggt ttgtggcctg taaattgaaa agaataaaag ctgacaatgt 600* 

aacaaatttt ttaaacttta aatttaatag ttttaaagaa ttttcttggt gtgttcctgc 660 

agtaaacatt ttwwaaaaaa aataattatt tattctgata taatgaactt ccttttttat 720 

tgctgtcttt ttctttttta atgaaaatat ggtgattgat tttttttaat gcccttactt 780 

ggcagaatta caagttggct gtcttatgtt ggttcctcac cttgcttttt ttcccttaag 840 

ttttagaagt ctctgatgtc tatgagttca gtaacccttg cttttacttt tcctaacatt 900 

caatttgtga taggaactct agagtagata atttgcagtt atattttctg gaccagtgtt 960 

tctgttgaat gtattttgaa ggtgggtcta tctgtttttc a ^ ^ " iooi 
<210> 84 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5278, T501C 



<400> 84 

agtggtgcga tctcggctca tttcaagctc cacctcccgg gttcacgcca tttgcctgcc 60 

tcagcctccc gagtagctgg gactacagac gcccaccacc acgcccggct aattttttgt 120 

atttttggta gagacggggt ttcaccgtgt taggatgctc tcgatctcct gaccttgtga 180 

tccacctgcc tcggcctccc aaagtgctgg gattacaggc gtgagccact gcacccggcc 240 

cgagctgcct ttttataagc tattttatgt gcttatattc tacttctttt gctttgataa 300 

aggggttcta ccactaaaaa gcagtttaaa acctctgcta tgggcaagtt gtgtgtaagt 360 

tcctggaagg acagcttatg gaggagaatt ccagtaggct ctggcaagtc aagtgtgctt 420 

tggaccgtgg gaaaggagag aagaggcatg ccatacagcc caggtggctg ggagacccag 480 

agactcagaa gggccagtta yatggggcag aggcagactg acttcctgag ctctaaaagc 540 

agcagcctgg cctccattct gctgtccggc tctgcagagg gacacaaagc aagacacgtt 600 

ctagacaatt ccctggttat ggtgtcagga cagctgggaa cccatggcca ggaggccagt 660 

gaggaaacca aggaaagagg tgacagagcc cgagctgggc aggggcagtg accccgggac 720 

tctgagaagc ggtggcaggc tggcggtctc cactctcctc atccttagga tccccattgc 780 

ccctaagctg cttctggact cttctaggat ctcctctctc tcttcccttt ccctcaggcc 840 

tcactccata acccccactt gcccacggaa gctgctacta gagctctggg * ctgtcctcca 900 

gatcccttgc cttggagctg ggacagagct gagcacgtgc ggggacctgg gggctctagt 960 

tcataccatg acataatagt tgctgttcac catgagaggg c ~ 1001 
<210> 85 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5287, C501T . 



<400> 85 

gattcaaaga 

cccttttttt 

agccctttac 

tgcaatcaat 

cccaggacag 

ccacagggtt 

gaagatccca 

aaacggaaag 

ccaggcctgc 

atgggaacct 

ggcaggcaag 

cacaaactga 

caagaccatc 

cagaagcatc 

cagttcatcc 

gaatcacata 

acatttctat 

<210> 86 



tgacttgtag 
acagagtcta 
tcagcattca 
ctcttgccca 
ggctctgcgt 
ttgctctgct 
acaacctttg 
atcaaagtgt 
ggagtgctga 
tgctggatcg 
gatggcaagg 
cagggttcct 
tcttctgacc 
cagctttgtt 
catctctggg 
cacaacattc 
tactgagggc 



aattgtgcac 
gaatgtcaca 
ccccctgccc 
gttgccactg 
ctgcacgaca 
tgttgtctct 
agaatggacg 
taaaccagga 
ygcagagtga 
ggactgcctg 
actaggatcc 
gcactcactg 
tccagtctgg 
caaacacttc 
cagcttaatc 
acactctagg 
ttctaacaca 



tgtttcagat 
gcgattttgg 
gcacatccca 
ggaacaatga 
atggggaaga 
gcagtatctc 
ctgcatccag 
gttgaggtga 
ctgggtgtcc 
ctcctagcag 
acttatgcat 
caaaatagat 
gagagaagcc 
caggaactgg 
tatcagaaag 
ttatgtaaac 
ataatwaatc 



gaaaggtatt 
ctgaagtggg 
tcctagtcac 
ggcccatttt 
agttgcaggt 
ggaagatggt 
gccaactact 
gtggctgtgg 
ggcagcctgg 
gaattgagag 
ttccatgacc 
actctggtag 
gcttcgacac 
gagctcatcg 
ctccttttct 
aggatatcct 
c 



tcccatcatc 
ccctgagaag 
agattctcat 
gtctggcttc 
ccccagagaa 
acgaaattga 
cactaatgga 
gcgtccgggg 
gtcagggagg 
gaaagcgttt 
acctgcgggg 
caaagaacat 
catctgctga 
ccttccagga 
taytaagcaa 
ttagaagtgt 



<211> 1001 

<212> UNA 

<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 
<222> (501).. (501) 
<223> baySNP5320, A501G 

<400> 86 

ctctgccaac ttgaatgaaa aataccttaa tttgtatttt taagaaatga ctagttagta 60 

aaacttgaat cttttttgcc acagctctat tttaataatt tttctgttga gaaaactagt 120 

agatttcttg aattctaaga gttctaacag ggattttatt catcttaact attttgacag 180 

atttaaaaat tatgtagtaa gactttattt caatgttgac aggacgggtt cccatgtgtg 240 

tttttgcaga gggttattcc tgaaactgac ttgttactag gaccacatag tttggtacac 300 

agtagaaaaa aggcagttag ttattgctgt agaatgaact gagtgacagt tcttgcttgc 360 

ttgagaaaaa tatactgagc atctagattg ggccaggtag tgttgctagg tgctcrggat 420 

atatagtaga aaaacaagcc tgtctttttt aatgtatgca ggaaatctct ggagaagtaa 480 

gagrggttaa ggaaagctgg rtatgtkcct gctttacatg gagtagtagt gattaagttg 540 

gccagtgccc agaagtgctt actgggtgcc aggattgttg ctgtggaata tcgagtacca 600 

ctaactttta aattcttcaa agagggctgt gctgaagttt gctgctgcca ctggagccac 660 

tccaattgct ggccgcttca ctcctggaac cttcactaac cagatccagg cagccttccg 720 

ggagccacgg cttcttgtgg ttactgaccc cagggctgac caccagcctc tcacggaggc 780 

atcttatgtt aacctaccta ccattgcgct gtgtaacaca gattctcctc tgcgctatgt 840 

ggacattgcc atcceatgca acaacaaggt aatgatttta ggatctagag tttgtgaatg 900 
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cgtgctctag aaaaaacatt cctgtgcaca ttgttagagc ttggagttga ggctactgac 
tggccgatga actcgcaagt gtaggtagtg tgctacatga g 
<210> 87 



<211> 
<212> 



1001 
DNA 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5324, T501C 



<400> 87 

acgaacctgg 

atcgatggag 

acaagaagag 

gctcgccact 

tacagatgat 

tctctctctt 

caaacaccaa 

atgattgctc 

gccctcgcct 

cccagatccc 

gtttgtttcc 

cgggacctgc 

ttgcatgcaa 

tgccaagaga 

atgtggccca 

actcacatcc 

ggtggggact 

<210> 88 



gggagaagct 
atggccaggt 
aatcgcagct 
tagcctgccc 
gactgcaaag 
ctcgcgcgcg 
ttgattgact 
tttctccttc 
cttccatcca 
cttggggagc 
tcttgtttgt 
tgggagggac 
ccagccctgt 
ggcattccag 
ggagggggtc 
cactggctgc 
gctcatttgg 



gaccgatgag 
caattatgaa 
tcaggaacaa 
gcctgacctc 
tgaaggcccc 
cactctctct 
gagaatctga 
ttccctgagt 
ygtcttccaa 
ctctgccctc 
catcttattt 
aagaggccct 
gattccacgt 
aaggactgag 

gagggggcca 

tgttctgaaa 
ccactctgca 



gaggtggatg 

ggtgagtcaa 

gcccccagat 

ctctctctct 

ccgggcagct 

tcaacactcc 

taaagcaaca 

ctctctccat- 

ggcctgatgc 

etecagcccg 

tgggtgctgg 

yccccaggca 

gcagatccca 

ggggcgttga 

actcacagaa 

ccatctgatt 

aattggactt 



agatgatcag 
ggccaggctt 
ccctcttgtt 
gcttcactcc 
ggcgatgccc 
cctgcgtacc 
aaagatttgt 
gcccctcatc 
attcataagt 
gatggctctc 
ggtggctgcc 
gaagagcatg 
gcagcctgtt 
ggaattgtgg 
ggggactgac 
ggctttctga 
9 



ggaggctgac 
gatctctgga 
ggggagggcc 
acagagtttg 
gttctcttga 
ccggttctag 
cccaagctgc 
tcttcctttt 
tgaagccctc 
ctycattttg 
agccctgtcc 
ccctttgccg 
ggggcagggg 
cgttgactgg 
agtgggcaac 
ggtttggctg 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



960 
1001 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5373, G501T 



<400> 88 

agacctccct tctatgatgc tctctggggt tccctctggg ccatcccctt tg^gagggca 60 

ggagaaagag gacagtggga ggaggaagga agaggctaga gagtagggca tgagcacagg 120 

aagotgccct catcccgcct cttgccctcc tgttcctctc accctggata ttcctttcag 180 
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cctagggaaa ggaagtctga taggacttcc tttccgttca gcctagggta ggaatagctg 240 

attcatgtcc ccaactccat aaatgtttta taaagtataa aaagttgcca tttttctttg 300 

cctctggata agaaaattga atacaatgaa caattgtgaa taaaagagct gcctgccaag 360 

ctactcaggt aacagaaaag tgcctggaag gacagacagg ccaagtcttg aagattgagt 420 

ggatccactc tgtttatcaa agatcacata aatcttggat tgatatccag ggctcgataa 480 

accaaagtca aaaacgggat kggtaaagga aagaaattac acatgtatac taccagaaca 540 

tcattttaga aacaaaggcc cgtgcttgaa tggcagcccc cgtgtatttt ctttgccttt 600 

attctacatt ttcttgccac ctacaagtgg agttagtctg tctacaagct agagttagtc 660 

tgttggcctc ttagcttctt aagaactaac atcttcctgc cctttctagt ccctccctgg 720 

agtacagcct gtcattttcc taacaactgt tttctttgac tcttccagaa gaggtgcatt 780 

tactttttat gaggggcaga agytcagtcc acactgctaa ttatccctcc cttgtggcct 840 

ggtggagaga cctccctggc cctcccattt tgtgggcatc cactgctaag ccaccaagct 900 

cttcagaaaa ggagttccca catcctccct gaaagcctga gaaatattac agtgatgttg 960 

tccaaaccac tctgaaatga ctaactggaa gtctctcaac t 1001 
<210> 89 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP5375 / C501T 



<400> 89 

ccctggagta cagcctgtca ttttcctaac aactgttttc tttgactctt ccagaagagg 60 

tgcatttact ttttatgagg ggcagaagyt cagtccacac tgctaattat ccctcccttg 120 

tggcctggtg gagagacctc cctggccctc ccattttgtg ggcatccact gctaagccac 180 

caagctcttc agaaaaggag ttcccacatc ctccctgaaa gcctgagaaa tattacagtg 240 

atgttgtcca aaccactctg aaatgactaa ctggaagtct ctcaactgtc tttctttccc 300 

tccctaggaa tccgatcatg ggacacaaac ctgattgaat gcaacttgga ccaagaactc 360 

aaactttttg tatctcgaca ctctgcaaga ttctctcctg aagtcccagg tgaggcttcc 420 

gctcagtgtt ggtcagccta gaattccaaa ggacaaggag caagctagaa agctttgtct 480 

gaggcagcaa aaagactctc ytattgctaa aaggatactt tgtatttgtt attatcaact 540 

aggttagcca gcagccacag tttaggaagt cactctaggt tatcactgtg tgggttatct 600 

attttgtgga ttcttaatga gtttttaagt tctagggttg tgtatgtgtw tatatataya 660 

cacacacaca tcaatgatca cacaaatttt gaattgatat ccagggcttg agaaagagag 720 

agagagaaag agagagagat agtatagtgt gtgtatgtgt atctcactgt actctgagct 780 

caagggacta caaactattt aaatgttaat cttactcaaa tgaaattctg aatacaaatt 840 

ggatgctcct aggatcccag aactgtcttc ctgcaaaaga aaaaggaaac atatactgca 900 

tttcaaaatg aaatatacat catcatttca taattgcatt atcacccgcc attgcattac 960 

cacttatctt tcttcgtgtg ggtaaaagaa tctgatatta c 1001 
<210> 90 



<211> 1001 



<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5376, A501T 



<400> 90 

cccattttgt gggcatccac tgctaagcca ccaagctctt cagaaaagga gttcccacat 60 

cctccctgaa agcctgagaa atattacagt gatgttgtcc aaaccactct gaaatgacta 120 

actggaagtc tctcaactgt ctttctttcc ctccctagga atccgatcat gggacacaaa 180 

cctgattgaa tgcaacttgg accaagaact caaacttttt gtatctcgac actctgcaag 240 

attctctcct gaagtcccag gtgaggcttc cgctcagtgt tggtcagcct agaattccaa 300 

aggacaagga gcaagctaga aagctttgtc tgaggcagca aaaagactct cytattgcta 360 

aaaggatact ttgtatttgt tattatcaac taggttagcc agcagccaca gtttaggaag 420 

tcactctagg ttatcactgt gtgggttatc tattttgtgg attcttaatg agtttttaag 480 

ttctagggtt gtgtatgtgt wtatatatay acacacacac atcaatgatc acacaaattt 540 

tgaattgata tccagggctt gagaaagaga gagagagaaa gagagagaga tagtatagtg 600 

tgtgtatgtg tatctcactg tactctgagc tcaagggact acaaactatt taaatgttaa 660 

tcttactcaa atgaaattct gaatacaaat tggatgctcc taggatccca gaactgtctt 720 

cctgcaaaag aaaaaggaaa catatactgc atttcaaaat gaaatataca tcatcatttc 780 

ataattgcat tatcacccgc cattgcatta ccacttatct ttcttcgtgt gggtaaaaga 840 

atctgatatt acaaacttct gttaaaatag cctttttttc agagatgaaa aagaatatca 900 

aagaataatt aaaggtaagg atgcaaaaat ttgtcatatg tgaagatgtt cccactaacc 960 

agccaccttc ctggggctat gatctgaccc atgcctctgg c 1001 
<210> 91 

<211> 1001 

<212> DSA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5377, C501T 



<400> 91 

tgggcatcca ctgctaagcc accaagctct tcagaaaagg agttcccaca tcctccctga 60 

aagcctgaga aatattacag tgatgttgtc caaaccactc tgaaatgact aactggaagt 120 

ctctcaactg tctttctttc cctccctagg aatccgatca tgggacacaa acctgattga 180 

atgcaacttg gaccaagaac tcaaactttt tgtatctcga cactctgcaa gattctctcc 240 

tgaagtccca ggtgaggctt ccgctcagtg ttggtcagcc tagaattcca aaggacaagg 300 

agcaagctag aaagctttgt ctgaggcagc aaaaagactc tcytattgct aaaaggatac 360 

tttgtatttg ttattatcaa ctaggttagc cagcagccac agtttaggaa gtcactctag 420 

gttatcactg tgtgggttat ctattttgtg gattcttaat gagtttttaa gttctagggt 480 

tgtgtatgtg twtatatata yacacacaca catcaatgat cacacaaatt ttgaattgat 540 

atccagggct tgagaaagag agagagagaa agagagagag atagtatagt gtgtgtatgt 600 

gtatctcact gtactctgag ctcaagggac tacaaactat ttaaatgtta atcttactca 660 

aatgaaatfcc tgaatacaaa ttggatgctc ctaggatccc agaactgtct tcctgcaaaa 720 

gaaaaaggaa acatatactg catttcaaaa tgaaatatac atcatcattt cataattgca 780' 

ttatcacccg ccattgcatt accacttatc tttcttcgtg tgggtaaaag aatctgatat 840 

tacaaacttc tgttaaaata gccttttttt cagagatgaa aaagaatatc aaagaataat 900 
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taaaggtaag gatgcaaaaa tttgtcatat gtgaagatgt tcccactaac cagccacctt 960 
cctggggcta tgatctgacc catgcctctg gcgctggrga t 1001 
<210> 92 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5517, A501G 

<400> 92 

tccaggatgg ctggggaatt actgtaagca acaaactcag tcaacctgca catcagtcag 60 

tgccatagat ttcataaata acacgtttca aatatacata ccatttaaaa gtatatttag 120 

gtggtataag gattaataag atactaatag aatattattt aatttgtcgt aacctttttg 180 

ccattgtcta ttttctcaaa taatgaattc taaaaaatgc cagacttaat aggtcttagg 240 

tttttctttt tcaggctctg tcaacagact caatagaaag actcccagtg tataacaaag 300 

ctgcctggaa gcattacaac accaaccacg aggctgatga ctggtgcgtc cccagcagag 360 

aacccaaaga catgacgacg ttccgcagtg cctagacaca cttgggacat cggaaaatcc 420 

aaatgtggct tttgtattaa atttggaagg tatggtgttc agaactatat tataccaagt 480 

actttattta tcgttttcac raaactattt gagtagaata aatggaaact gaattccatt 540 

tgtgcccgtt aaacctccta aaggatgaaa ttgcacctat tttacactta tattttcaca 600 

gttaattgaa catattttta aacaactgta gttttgggca acttttcact ttgtggtaga 660 

cttcagaagt gtggaaatct tcgggtttct ataggaaact agtttttttt ttttaagaaa 720 

tactttcatt tatgtttgct agaaacattt tctaaatgat agtgattagc tggttagcca 780 

tcttcctstt atttggagga gttctgccat cttttattcg gtagtgacag ctgtaatatg 840 

gtcttcatgt ttatcagtga cttgactaca agtaaagcag aaaacagttg gcctgtaatc 900 

acagaaccag ccacccttcg gcgtctacat gcattgtctt agctctgagg ttaatttacc 960 

atttttaaat tttattgtaa agaagtgtaa tgactagctc t 1001 
<210> 93 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5518, C501G 



<400> 93 

gtgtataaca aagctgcctg gaagcattac 
gtccccagca gagaacccaa agacatgacg 
catcggaaaa tccaaatgtg gcttttgtat 



aacaccaacc acgaggctga tgactggtgc 60 
acgttccgca gtgcctagac acacttggga 120 
taaatttgga aggtatggtg ttcagaacta 180 
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tattatacca agtactttat ttatcgtttt cacraaacta tttgagtaga ataaatggaa 240 

actgaattcc atttgtgccc gttaaacctc ctaaaggatg aaattgcacc tattttacac 300 

ttatattttc acagttaatt gaacatattt ttaaacaact gtagttttgg gcaacttttc 360 

actttgtggt agacttcaga agtgtggaaa tcttcgggtt tctataggaa actagttttt 420 

tttttttaag aaatactttc atttatgttt gctagaaaca ttttctaaat gatagtgatt 480 

agctggttag ccatcttcct sttatttgga ggagttctgc catcttttat tcggtagtga 540 

cagctgtaat atggtcttca tgtttatcag tgacttgact acaagtaaag cagaaaacag 600 

ttggcctgta atcacagaac cagccaccct tcggcgtcta catgcattgt cttagctctg 660 

aggttaattt accattttta aattttattg taaagaagtg taatgactag ctctctgtgg 720 

atctatgcca aaatcatggg ccatcttttc taagtgtact tctgattaat gcaaggggaa 780 

atttttatac tgaaaacaaa caaacaaact agcagctact aaaatagaga agaaattgag 840 

ggcaaagtaa tatgtctcca aaactgaact gattgcttgt tgagattacc tagaaagctt 900 

ttggaaaaaa atagagcttt tctgcatcct actccagata cactgaatcg gaatccctag 960 

ggctagagcc tagaaatctc actttttaaa atgcttccaa g 1001 
<210> 94 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5564, G501T 



<400> 94 

ttttcttaga gaytttcctg kctgtggttg aacaatgaaa agkccctcta gtggtgtttg 60 

ttttagggac acttaggtga taacaattct ggtattcttt cccagacatg taacaagagt 120 

aacatgtgtg aaagcagcaa agaggcactg gcagaaaaca acctgaacct tccaaagatg 180 

gctgaaaaag atggatgctt ccaatctgga ttcaatgagg taccaacttg tcgcactcac 240 

ttttcactat tccttaggca aaacttctcc ctyttgcatg . cagtgcctrt atacatatag 300 

atccaggcag caacaaaaag tgggtaaatg taaagaatgt tatstaaatt tcatgaggag 360 

gccaasttca agctttttta aaggcagttt attcttggac aggtatggcc agagatggtg 420 

ccactgtggt gagattttaa caactgtcaa atgtttaaaa ctcccacagg tttaattakt 4 80 

tcatcctggg aaaggtactc kcagggcctt ttccctctct ggctgcccct ggcaggrtcc 540 

aggtctgccc tccctccctg cccagctcat tctccacagt gagataacct gcactgtctt 600 

ctgattattt tataaaagga ggttccagcc cagcattaac aaggscaaga gtgcaggaag 660 

aacatcaagg gggacaatca gagaaggatc cccattgcca cattctagca tctgttgggc 720 

tttggataaa actaattaca tggggcctct gattgtccag ttatttaaaa tggtgctgtc 780 

caatgtccca aaacatgctg cctaagaggt acttgaagtt ctctagagga gcagagggaa 840 

aagatgtcga actgtggcaa ttttaacttt tcaaattgat tctatctcct ggcgataacc 900 

aattttccca ccatctttcc tcttaggaga cttgcctggt gaaaatcatc actggtcttt 960 

tggagtttga ggtataccta gagtacctcc agaacagatt t ~ 1001 
<210> 95 

<211> 1001 

*212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5569, T501C 

<400> 95 

ttattccatc aatgtttcaa ggctgattct aaactggaag aaaaaaaaat ttcctagttt 60 

atttgctgaa gatgtcactt cttttgttac ttctttatag ttccccacca ttgatttttt 120 

ttttaatgcc ccaggatgta cagataaccc ccatattcca cacctggaac tttttttttg 180 

tcaggttttc aaataaaacc aaactacagt gacaagataa tgttttacat gtaattccat 240 

agacaggggt caattaatcy atgacacctc acttcaatgc ttcttttagg atttgtgacc 300 

ctctccaaag tcatttaaag ccttgcttta aactcacagg tgggccaagg ccacacagcc 360 

aacgtgccat gtgctacagc caaaatgggc cgtggccatt gcctctcctc acgttcccag 420 

ccttcaccat gtccttctga taggaagggc ccagggcctc tgttccttcc ctctacagtg 480 

atacatgtct taagaagggt ygtggctccc atgctccacg tgaaaayggg cctacctgga 540 

gggccccagg gtgacaggcc cagccacacc cctctactgc tctttcttga cagtggaatt 600 

ctgagctcca tcagcttcca gacattcgga gaccacactr ccctgttgat catccctgga 660 

ggaggccagt gagggccccg gctcagttcc aggaccaggc ctccaagctg ggacacaggc 720 

aggttctgcg gacttcggtc tcctaaaagc aggcacttgt ggcggcctga tgctctgggt 780 

aactctagcc ttcctgatgc ggaagtcacc gaaatgttca cttcctcaag ttccagagga 840 

ttctgtttct tactcagaca gagccagtat tgggagttgg ggggtgcgta tccaaaatat 900 

atgaatatac acaatcaggg yttaaggtac tggatgatat tgtataaatt gctaaaatgc 960 

ttttctcggc acaattggta gcttaaaaaa atactttcct a 1001 
<210> 96 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5716, C501G 



<400> 96 

atctcagcat ctcccacgag aataccactc aggtcaaaac atgatatagt gaagtgggga 60 

tgaaaaggat ccaaccatgg gcagaacctg gggtctggtg ccagtggaga cagccccagt 120 

gtctagcatg agacacgggg ratgttccgt tggagggtgg gtatgatgac tctcctgaaa 180 

gcttccctcc ctccagtcca gatggcccct ccatccctca acgtgaccaa ggafcggagac 240 

agctacagcc tgcgctggga aacaatgaaa atgcgatacg aacacataga ccacacattt 300 

gagatccagt acaggaaaga cacggccacg tggaaggtga gggcctttgc ccaggsaggg 360 

gagaaacact ggggagggcg ggagaaggga aagcaaccag aggcattcca cctgcaaggc 420 

gtcgggccct tggcaggtga ccagtgagag gtagccactg ggacgtggtg atcactaggfc 480 

tgtgtggtca gcaggtcact stcctgtctc ttggtgaagt aactgaggtt tggaaaagtg 540 

gcgtggcttg gccaacgtga acagctgacc ctgagtcccc aggcaacaga agaccctctg 600 

ggcagggagg ggttgaaagg ccactgggaa gaaggttttc aaaagtcatg aaagtttggg 660 

gttatttcct cagaggaatc tcatctggac acacatggag gctcagacag agctgcttct 720 

aatgagtcgg gggtgcgccc aggccagggc tcggtcccct gcctccacag agcccagaac 780 

agaaaccaca gaaccaaccc cacaccttca gtctagaaat ggggcaactg aggctagrag 840 

ggaggtgggc cagtggtgga gccaggagcg ggccctgggg tcctgaaccc ccattctcag 900 
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ggtccagagt ccagtcggcc tgcactgcgt tcctraaaag gccacaatat gggtgcaagc 
tgccccagaa gggctgggag ctgagaaggc tcaaaatagg g 
<210> 97 

<211> 1001 

<212> DBA 

<213> Homo Sapiens 



960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5717 # A501G 



<400> 97 

tgagggcctt 

cagaggcatt 

ctgggacgtg 

agtaactgag 

cccaggcaac 

ttcaaaagtc 

gaggctcaga 

cctgcctcca 

aatggggcaa 

gggtcctgaa 

aaggccacaa 

agggtgggac 

ctgacaggtg 

gatccacggt 

agcgaagccg 

gcctcaccct 

gcatggccct 

<210> 98 



tgcccaggsa 
ccacctgcaa 
gtgatcacta 
gtttggaaaa 
agaagaccct 
atgaaagttt 
cagagctgct 
cagagcccag 
ctgaggctag 
cccccattct 
tatgggtgca 

aggtggcttc 
gagtccccgg 
ggtgagagag 
agggtccagg 
cagtgccaac 
gccagccctg 



ggggagaaac 
ggcgtcgggc 
ggctgtgtgg 
gtggcgtggc 
ctgggcaggg 
ggggttattt 
tctaatgagt 
aacagaaacc 
ragggaggtg 
cagggtccag 
agctgcccca 
agggttctgg 
tgccatccga 
aagccgcagc 
tgggagggat 
ccacaggaca 
gagccctcca 



actggggagg 
ccttggcagg 
tcagcaggtc 
ttggccaacg 
aggggttgaa 
cctcagagga 
cgggggtgcg 
acagaaccaa 
ggccagtggt 
agtccagtcg 
gaagggctgg 
gcctcagtgt 
agtgctgtcc 
aggcctgggg 
ttgcagctgc 
gcaagaccga 
ccaggtactg 



gcgggagaag 
tgaccagtga 
actstcctgt 
tgaacagctg 
aggccactgg 
atctcatctg 
cccaggccag 
ccccacacct 
ggagccagga 
gcctgcactg 
gagctgagaa 
tgtcaatgtc 
gtgggtgggc 
tatggcagga 
tcccacgggc 
gaccctccag 
9 



ggaaagcaac 
gaggtagcca 
ctcttggtga 
accctgagtc 
gaagaaggtt 
gacacacatg 
ggctcggtcc 
tcagtctaga 
gcgggccctg 
cgttcctraa 
ggctcaaaat 

aggggctgca 

cctcagggag 
gctaggagcc 
accgggccag 
aacgcccaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> bay$NP5850, A501G 



<400> 98 

tacatgacct gctagagact aaatatttaa tccaatacag caggaggctt ccaggacttt 60 

gcagcaccag ctttaaggtt aaacctggca tctgtacaac tgattgatgc ccttgctagt 120 

catcctcaca aaggattcat atcccaggta acattactgc catctgtagg cccagaagtt 180 
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tgtctgtgcc ctacccacaa 
caactatcta tctacaattc 
agaaggccta gaccctgttg 
agaggacaag tccggggtgt 
cagttgtctt cacataggtt 
gaattgggga gagaaaggga 
caaattgttt aattaagtat 
tcttgtttct gggtccttta 
atttaccatt aagttagtct 
aaattattct caatcccaaa 
tgtcaaacgc aaagaagtct 
cttaaaaacc cataatgatt 
agccttaaca tgtaaactct 
aagtgagata gaggtatata 
<210> 99 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5959, A501G 



<400> 99 

ttactgcatg ggctcctggt ctcaagcaat ttcccccatc tcagccttct gagtagctgg 60 

gactacaggc ttatgccacc atgcctggct aacttttgta cttttttttt ttagagacag 120 

ggtcttgctt tgttgcccac attggtctca aattcctggg ttcaagcaat cctcctgcct 180 

cagcttccca aggtgctggg attacaggcg tgagccacca ctccctgctt ttctgtattt 240 

taaaaggaag atttatttgc ttattttctg cttatgaaag cagtacatat ttctcaggag 300 

ggaaattcca aaactaaagg tgaaaataaa atcaacctgc agtagcatca cgaagagaaa 360 

aatcactgat aacacttcag catatagaaa atataggtat gatttctcaa cgtgagactt 420 

taaaagatgg taaaccacaa accaagagcc aaaccatgcc tgacttaacc agaaacaaat 480 

gccaaccact gtcgaatgtg rctgcccagc ctcttaacac catcttctca ggtggctgac 540 

atcccttggt ttcacactgg gggccttgcc ctggattatt tactttcttt tatttagctc 600 

aagttagaag caattttaca cctgaagttg aatgacttcc aaatggattt tagcatagac 660 

ccagggaaga gtgtaagaaa gaggacagga aacaattctc ttgacattat tttcaaggca 720 

ggagagaaaa gaccatctca tggcctttgg gtacaaaccc ttggcctatg taaatagagc 780 

ccccactttc tgccctctga atctcatacc ttgcttccac tgattctgga tttttttacg 840 

gtatgatgtg taacatcgat ccaaggcccg caagtagcac tggatggaaa gcttcccatc 900 

cactattggg tactccgagg ccaaatttgg tttgtagaag tcatacacat tctccatatg 960 

ggttcccctc agccctggaa aggcacacaa agtgtttcag a 1001 
<210> 100 

<211> 1001 

<212> DNA 



tccctgcctg gcttcatgat aagcgtatcc ttgagtctgc 240 

cccataaaca gcctctgttc ccatgtgtcc tcctggtcaa 300 

ggggagacga cattcctgat tgtagcacta cttgtgcccc 360 

taagtgtccc ctggagctgt ctgatatcaa tattccccca 420 

gctcgttgga attagactct tctggacttt agcactgata 480 

ragtagacag gccaatcatc aagcaagcaa tat.tttctta 540 

tttcagtatc atgcctgatc ttacccatga gaataatctc 600 

ccctcgttgg ctgcaaagga tctccaagag gtatacctag 660 

ctgcaaaaga aataccattg aaatacaaac tacttactta 720 

aagttcagta caaaatatag ctatagagaa gttataaaac 780 

cttcctattt ataaatcact ctgataaaca aaaattcaaa 840 

taatataaaa gcaaacaccc taaacttcct attttctgta 900 

tgcattatca aggtattaag tgatgttttg cataatctct 960 

aaacacttta gaaatgtcta t 1001 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6151, T501G 



<400> 100 

ccagctttcc aaagtgctgg gattacaggc aggagccacc acccagccac aaaacttctt 60 

aaaatataat gcattgttga gtgtgggaaa aatttgtttc tggaatccta atactaattt 120 

tcatgtatca ttgattagcc actgttttat ctgggcttaa acatctttgg catgtttagg 180 

gcattttgat ttttcatgta gttatataat ttactaatag ataataggtt ttgtacagag 240 

tccacattaa aatagatgtc tgataaatat ggtataggta ctcggaaaga aatactctcc 3 00 

ctgaacttca ctgatgaaaa aggtagatgt ttttctgtct ctggctcatg ggagaaacta 3 60 

aagcactgtt tgtattgtca gccatagatt aactaatcct gtgcttctca gataattgtt 420 

tttttctgat aatagttgtg tctgaagatg gcttctaaca ttgagcagca cagattttaa 480 

actcactact gatcagtgct kttaaggtca ggagaggtaa aaatagcagc atggctaatg 540 

agttaccttt gtgtttaatc tctttataac ttgttaccag ttcaaatgac agatttaaga 600 

aattgtgtat tattttagga atactgtatg tctgagtatt tgagaatgag tggcatctat 660 

tggggtctga cagtaatgga tctcatggga caacttcatc gcatgaatag agaagagatt 720 

ctggcattta ttaagtcttg ccaacatgaa tgtggtggaa taagtgctag tatcggacat 780 

gatcctcatc ttttatacac tcttagtgct gtccaggtaa atactaatca aaattgcaac 840 

gatcttgata gtatgttctc ttacttcaga gttggaaatt gaaactgtat ca'ggatttgg 900 

tcaaaaagtt ttgttacaag tgaagctgtc ctacaaggtc aatgatgtaa tggcatgtat 960 

tagctgaatc taaagttgat gtgagttcta aaattacact g 1001 
<210> 101 

<211> 1001 

<212> 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6236, C501T 

. <400> 101 

aacctacaaa atgggagaaa attttcgcaa cctactcttc ggacaaaggg ctaatatcca 
gaatctaaaa aacacattaa taaaagcttt gaatccacat agatcactct caacagaaag 
atgtctccag atggaagatg cagctggaga tcaacagtga acatcaaagg acatattcag 
tgacctccaa tcttccctct gatcgttcct aggaatggga ggggcacagc cagcatcccc 
atatgcagaa aagtgataag agatcccctg atttactacg ttcacttccc cagagatgac 
tacagcattt ctgcaacctg tgttaacttt cttcggccat ttggacagga aaatggaaag 
atactaaaaa ataccgtaat gaaatactgg ccagtgtaat ttttgaaatt ttctccaacc 
tgagcatctc aaataccttt atctgaaatt ctactcttct ataatatgcc taggatagat 
gtaccccatc ctactcagca ytttaaatag aagtaggtta ttccatcaaa agctcaaatg 
tgtccaagat acaaaataaa tagtgaccat atgaactctc tattctatca taacagttcc 
tttcaaggtt tcagacaaac atattatttc cttgtttttt cttcctacag tcactttagg 
aagggcctga gcataaagag tttgctagca tgcataccac aactacttta ttttccatat 
aagcataatc agcaagtata actgtttctc aatttgttaa agcctaccat aaaatcagtt 
caagtaacta accttgacta gtacaccata tgtggattac accatttttt ccttcttttt 
attgtagttt ctctacgtga ttttaaatgc tagtggatgc ccagatttag ctagaaattt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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cacctattta tgaaaatgaa tgagtgcttt ttctcacata gaggtgattt tatacttatt 960 
tgcccaatga tccacccaaa atcccacgtg gaaagaggga t 1001 
<210> 102 

<211> 1001 

<212> DNA. 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) .. (501) 

<223> baySNP6277, C501A 

<400> 102 

ggtgtcttca tcttcaattt gggtttaatg ttatagaaat aaatgatgat aaactctaac 60 

taataaagga aagagaatat ttggttactc agatccattt ttaacctctg gtgctgtata 120 

aagggaatat taaactagat gtaaatcaaa gtatatgttt ggctcatttg agcattttgg 180 

aatatttgag aatgtatgat acatgtaaaa ttaaaaaaac tattagaact gtaccataat 240 

tatgttgaag gtagaagtga tcttcaaaga gatggccatt aacttagcag tgggacctca 300 

cttttacaag cactgctcta gatatacttg aagaatttaa takgtacaga agtttattct 360 

ggataataaa taaataagga tcacmctgta ttaggggtta tggcaacatt attgaatttt 420 

ttatgtacat aaagccatat gtttagggtg gtttctatct gtcttgtttt tcacttatat 480 

aacactgtga acttctaaag maagaggata aaagaagcat gaatgaaaag aatgrcattt 540 

caaaaaaat§ gttcaatgaa aaactatagc taaaatatgt aaacctttct aggtaaaccg 600 

cttgccttca tcttgagtcg gaatatattt aaataaattg tgttatctct tgccaaacat 660 

tttgttagtg tttatttaaa aacaaaatgt tgtttyttaa tgcatttaaa tcagttttgt 720 

attgtgcagt aaaatgtgag aaaatayaaa catttctatt gtattttaaa tgttaaaaca 780 

caaaagttca ataaaccttg aagttgatta gtagtttttc tagaacacct ttaaaagggc 840 

tctacaggag raaagacgga atttaaaatt agtatgacat taggaaagta actgatagga 900 

aatgtaaaac tttggaaaga gaatagaaga cttatgaagc caaacagatg agaactatcc 960 

tttttatttc actaatatga aattttcact aattattata a 1001 
<210> 103 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

• <223> baySNP6313, ASOIG 



<400> 103 

agtccttgga atacagggcc aaccttgttt 
tctgattacc tcctccatgc ccgactgtgc 
cttgaaaaag agtcttatcc atgaatgtaa 



ccttgttgcc atctctgaac acagccttca 60 
ctagcacaca gcaggtgctc aatgtttgct 120 
atgttcagtg ctactaaaat ctttcttgtc 180 



WO 2004/067774 



-63- 



PCT/EP2004/000539 



cattcagatt tccaaacaag aacctgaaga agaattactg tcgtaacccc gatagggagc 240 

tgcggccttg gtgtttcacc accgacccca acaagcgctg ggaactttgy gacatccccc 300 

gctgcagtga gtatgatgca cacccagatt ccaggatttg gacctgccct gttcttgaaa 360 

tcaaaagaaa acatgtgtca gtgcctgagt gcagcctctg aaaagtgacc tacaagtcct 420 

atgggatgtt attggtcttt attttattgc tggtttaaaa cagttatggt tattggttac 480 

tgtgggtgat tgatcagagc rtccatttat catgtttttc tttctttgca actgaaactt 540 

ctgcctcagg agttcactga aatgtaggct ttaggtgttg ttcatcctat tctctctgtg 600 

ctaaagggaa atcagaccca tgctctctga cacatggatt tcattttcaa ccagagttct 660 

aatagttgtt ttgtaaacaa agagtgtctt tstttacaat gttcaggtct gtgggtgtcc 720 

agtttttcca ccttggggag cagagggtga gtggtggggg tggggaagag ttcaagagga 780 

gaagatgaaa tggcagacct agtagaaatg atgtggagta aacaatttta tcatattttc 840 

ctctctgaga atttgaagca aaggattaca cactaagaga aatacaggca tgaaaggtta 900 

aaaaggattc agtgagggtt ggcctcccct cctttcctct gacatgtgtc ctttgaaagc 960 

ggaagttcct caggcattct ccctttttat gaatattaat t 1001 
<210> 104 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6369, C501T 



<400> 104 

cagagaaaat ccgggaggtg gataggatgc ttgggccgag agggctcgaa gcgagagcag 60 

ggacgcgccc tgcgaaaagg gcgctctttg cgcgccggga ccaggccttt cctcgctgcc 120 

aaagcggcct cgcgcggggc gcggagctgc ttcgtgttcc ttctttgggt gctatgtttg 180 

tgtgttgttt tttcgctcag gaggagcaag tattgattcg tcagcctcga gtagccttcg 240 

atgcctttct tccatcgtgg acagtatttc ctcggaggaa* cgcaaactcc cctgcgtgga 300 

ggaagtggtg gagaagtaac tgagcctgcg cttgagacct tctccacgca gcaggaagat 360 

cccaccgacc cttcctggcc taatccttta gattaggtca cattacatta acatttagga 420 

acccagaccg aaaagttgct gaaagggaag gagacacatt cacaaagaaa mgttgcgaaa 480 

attgcgaaat ctgttgtgca ygctcaaatg aaaacgcctt tcggctttgg gcttttattt 540 

ttttggaact gcgagtggct taggtctagc ctcattttgt ttttgtttgg ttggttttat 600 

actatattaa cttttattac ggtgatcctt ttgtgccatg ttcaaaagaa gttcattcct 660 

gtctraagtg ggaaagttgc atttaatgtt aggggtattt aatgtatttt tgtaaatagt 720 

ttarcacttt ctttttttac gtaaacctga aatatatttt aaatgtggaa tgatgtatat 780 

aaaatgtgcg aggatcctgg tattgtaata ttaaaaagaa gtttctatat gaacaaagtt 840 

ggtcctaatt tgatggaact ggaaaaatat gtttggaggc atgtgtacaa aaataaagag 900 

gagccatatt ttaatttaga caccacacaa gcccatttat ttgggtgttt ccttacatgc 960 

caattgaaag gaaatttggc tttccttagt ctgaattaaa c 1001 
<210> 105 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



WO 2004/067774 



PCT/EP2004/000539 



-64- 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6374, C501T 



<400> 105 

gcaacctggc ctggaggaag aatccctcag aggccaagct ctctgggtca aggagaggga 60 

gacccacctg agtcctttcc agcttgcaat gcatgaagca tttcccactt ttctaaaact 120 

ctgaaatcaa attyttaata gagttaatta gaacccatgc ttttaattcg tt.ttgggaaa 180 

cagaaatctt aaagattcaa ggatcctaga tgaaaaatgc cttcctgcat ctggagttag 240 

agagagaggg tgatctttgt atttttcagg gaaaatagtt tttactctca atcattgact 300 

tctccctact ttatgtgctc. agagaccagc caatgccaga aatgtggaaa gtcccttcag 360 

gtggtaaaac atttgagata caaactttcc gttcacatcc aatgtaaaaa caaatcattt 420 

tcaagccaat tccaagatac caaacccaag ttttaataaa aataggtcat ctctcactgg 480 

ataaagagta tctgaaaagg yctataaatc ctagaactat cctatctgac tatcctataa 540 

taaatggctt agctacctta agaacatatc taagctctat gtcagtgcct gatgtctaag 600 

atctaaaatc aaagaatgat attccttttt acaaaatcaa ggacgtttct ggctcttacc 660 

tgcttgctgc tgctgggcat gagttgtagg aaagcctgag agaaagaggc aaaagacggc 720 

cactaagggc aagtgccgat gtttcctcat tttgaatttg tctaagcacc aaatatgaac 780 

ctaaaagaga aaacagggca aagggaatga tcagtttttg actctcatta tgcaaaatct 840 

ctcaaaatcc catgctttct acgtcctttt tagacttcca agaagacttt gtatctgatt 900 

cattctttga accagcagca aaaggatgga tgatagacag ttagatagat gatagataga 960 

tagatagata gatagataga tagatagata aaaatctata c 1001 
<210> 106 

<211> 1001 

<212> DNA. 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6396, C501T 



<400> 106 

cactcatcac atctcttttt attctctcaa ttatctttgc ccactgtaaa attattccca 60 

gtttagagag gagaaagtta gaccatggag attcagtact ttagctaagg acacacagaa 120 

tgcaagtgac caagctgggg ctggaaacca taacccctgc atcttgctgc cttcctttta 180 

agcaaaacat ccagttaaac cgggccacca agattgacta aaattcaata cttgtggatt 240 

aatctaatca gtgactttca aaataaacat taatttagtt aataattcta gcaccagttg 300 

agtaaaatgt gggtcagacg tgtttggttt tataaccttt aaaaggtgag tgagtccagg 360 

tcctggtgaa ccctttatcc agggcaaagg gaagtagtaa tttgctgcct cactcacgta 420 

ggtataagct agtttatttg gataaaataa gttcactttc tctctttaga gcaataattt 480 

tattccttga gaaacagttg yccttgctct gctccttgtt tcttctcctg agctgaggct 540 

cctgccttga cctttctttt tatagaataa aaggaacata gataatttaa agacagacgg 600 

gatctctgag atctactaat ttaattttgc tttgtttttc aggaatgagc aattggtgac 660 

tcagtgagtt agagcattat caatgcacca gtaaaagatt ttgtattaga atcccagttt 720 

tcctgcttgg tggttcagtg aaatacccta tcctatagaa ttcccaccta agtccaaatg 780 

atcaagagtg tattagcatt aattaagccc tctacagtca cagattgaca cccacctcag 840 

cttggatagg gttgtgaatt agagcggggt ttttttttaa ttaatagaat ttatttttat 900 



WO 2004/067774 



PCT/EP2004/000539 



-65 



agcaatttta ggctccgagc aacagttccc acaaacccct tcaccacacc tacaaatagt 960 
ctttcccaca atcaacaacc cccatcagtg gggttcatta g 1001 
<210> 107 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<22 1 > variation 

<222> (501) (501) 

<223> baySNP6486, A501G 

<400> 107 

gactctatat tcttcagcaa gcccgacggg atccactcac caaacaaatt tctgataacc 60 

aagtaagact catcagatat tttttggcag tattgttttg ttggatatac tttttttcta 120 

ttgttcactg taattcttaa caataggacc ctgccatgtt ttttcctaag ttcttagagt 180 

gtctaatgaa atttatatga agaatttgat ctggaagatt tttttcgaaa aatttctgga 240 

ggcataacaa gtaagaatat gcatgtctcc gagatttata gctcactgac tttttgcaag 300 

tgaaacacac cctcaaatca gcatctagaa agagaacact ttcaagattc caggaaccct 360 

cttttgctcc cttctgtact gtattagtct gttctcacat tgctataaat aactacctga 420 

gactgagtaa tttatgaaga aaggagattt aattgactca cagttcattt gagggctact 480 

gtagtgaagc atgactggga rgtaccagga aacttaaaat catggtggaa ggcaaagggg 540 

aagcaggcac cttctttaca aggcagcaag acagagagag atagaaggga gaagtgccac 600 

acattttatt tatttattgg agacattgtc tcactctgcc gcccaggctg gaatrcagtg 660 

gcactatctc age teat tgc aacagccacc tcttgggttc cagegattet tgcctcagcc 720 ■ 

ttccaagtag ctgggatgac aggegtgeae caccatgccc agctaatttt tgtattttct 780 

gtagagaegg* ggttccgcca tgttgcccag gcttgtctgc aattcctgag ctcaagtaat 840 

ctgctcactt tggcctccca agtgtcacac actgttaaac catctgatct tgtgagaact 900 

cactatcaca agaacagcac aggggaaatt catccccatg atccagtcac ctcccaccag 960 

gctcctcctt cgattggaca tgagatttgg gtggggacac a 1001 
<210> 108 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP6520, A501G 

<400> 108 

tttggccttc tgaagctttc cttctcagag agagacagat agtaaaggaa gtaacaaata 60 

attctacaat aagtgacttg aagaaaaata aagcatgggg ggcagggeca gggtgggagt 120 

catgttgtgt tagacagggt ggctggagag ggtgtctgaa aggegacatt tgtgcagagg 180 
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caggagtgaa atgaagatgc tgctgcgctg tgcaggaaag ggaaccccag gcagtgacca 240 

cagcagccta caagcgtgcg gatgcgtcca ggtggggagg cgggttttcg cggacagagt 300 

gtgtaggggg aagccggtaa aaggtgcgat ccgagaggag aggaagggcc ctggggactt 360 

gtgaggttgg aaggcactgg ttttgagcag caggcgacat gacttgaacg gatccctctg 420 

tctctgagag gaacacagac tgcaggcgca aggcagaagc agagcccagg aggaggctga 480 

tctaatccag gagagacagc rggcctggga gcagggaggg agcagcaggt ctgtttgtca 540 

ggatcacgac agcactgggg tgtgagggga agccaaggaa ggtggccagg cttgatgcca 600 

gtccctgaga cgagaaagag tgcagggagc cggctggcag ggaaatgcct acgggtaggg 660 

aaactgagcc ccagagagag gctgcgattg ccaccggcac acagagtggc aggttccaga 720 

caggaagccg ggtctggtgc agcttcaacc tccctccttt ctgaatcagc caagcctcat 780 

tccacagtga ggcctcttgg actccaaggg ctatcccatc cactgtcggg atggtggaag 840 

gatcatcttc tatctcaggc caggactgac ccagatggga gcaggcagtg gagcctgggg 900 

ccccggtggg cgtaggctcc agatccctca gtgcctggaa cagagcagca gtgggaggga 960 

gggagacagc gcctggcctt gctgatgctg aggttagtct g 1001 
<210> 109 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP65?2, T501C 



<400> 109 

cctaggaggc cacatgagtg tgactgttct cggcccaagt ctttctcgtt cctcagagaa 60 

tttgcggggc ccctgggcac acaagctgag atccacccag ccctggtccc ttggcaagaa 120 

ctgagggaca ggacctggtt ctggggaaaa tgcaggggaa tgtttctccc ttccacagcc 180 

cccttgcgag ttaggaggcc ggctcccacc ccagaaggtg gccaggtttt catgccttcc 240 

tagagaaagc tggggctcgt ggcctccacc acaggragay gcagaccctc agaaacaagt 300 

ctgtgaagtc acaaccagcc scagtttaca gatgtgaaac tgaagctcca aaaagtcagg 360 

aggtcactga gtggggaggt gatggagtgg gaacagcccc cagatctggc tgaggccgaa 420 

gccctggaga gatccccgca aggctccctt agatgcctga cattctgytc ttcctgaagc 480 

ctcactccct tctctcctgg ygcagacacg tccccatcag aaggcaccaa cctcaacgcg 540 

cccaacagcc tgggtgtcag cgccctgtgt gccatctgcg gggaccgggc yacgggcaaa 600 

cactacggtg cctcgagctg tgacggctgc aagggcttct tccggaggag cgtgcggaag 660 

aaccacatgt actcctgcag gtgaggagcc tcaatttctt cagctgggaa atgggcacac 720 

ttgggctcat ggccccaagg tctgtcttct ccctgagtgg gtaggtccca gagacagctg 780 

cccttcaggg ccttcaaggc tcttctggtt ttgtaaaaga ctttgtgaat ccaagaagag 840 

catctattct aggaaccaca tttactgatc atcaagctac tggctgccgt ttattgagct 900 

cttatcatat gccaggcaca atactaagtc tttgtgtgta tttacycatc cccttgagcc 960 

cattgttstt tttcccattc catggggcct ctcctgaagc c 1001 
<210> 110 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP6524, T501C 

<400> 110 

ggatgggagg gwtgggagat gtgtccagac cctcctagga ggccacatga gtgtgactgt 60 

tctcggccca agtctttctc gttcctcaga gaatttgcgg ggcccctggg cacacaagct 120 

gagatccacc cagccctggt cccttggcaa gaactgaggg acaggacctg gttctgggga 180 

aaatgcaggg gaatgtttct cccttccaca gcccccttgc gagttaggag gccggctccc 240 

accccagaag gtggccaggt tttcatgcct tcctagagaa agctggggct cgtggcctcc 300 

accacaggra gaygcagacc ctcagaaaca agtctgtgaa gtcacaacca gccscagttt 360 

acagatgtga aactgaagct ccaaaaagtc aggaggtcac tgagtgggga ggtgatggag 42a 

tgggaacagc ccccagatct ggctgaggcc gaagccctgg agagatcccc gcaaggctcc 480 

cttagatgcc tgacattctg ytcttcctga agcctcactc ccttctctcc tggygcagac 540 

acgtcccc.at cagaaggcac caacctcaac gcgcccaaca gcctgggtgt cagcgccctg 600 

tgtgccatct gcggggaccg ggcyacgggc aaacactacg gtgcctcgag ctgtgacggc 660 

tgcaagggct tcttccggag gagcgtgcgg aagaaccaca tgtactcctg caggtgagga 720 

gcctcaattt cttcagctgg gaaatgggca cacttgggct catggcccca aggtctgtct 780 

tctccctgag tgggtaggtc ccagagacag ctgcccttca gggccttcaa ggctcttctg 840 

gttttgtaaa agactttgtg aatccaagaa gagcatctat tctaggaacc acatttactg 900 

atcatcaagc tactggctgc cgtttattga gctcttatca tatgccaggc acaatactaa 960 

gtctttgtgt gtatttacyc atccccttga gcccattgtt s 1001 
<210> 111 

<211> 994 

<212> DivTA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP6596, C501T 

<400> 111 

gaaagaagat aagaaggtat cattatcatc atcgctctag gttgaattac taaagtcrtg 60 

atttatcttt ccttctttta tttatgatat ctttccttct ctttcacctc cccatccaat 120 

gaccaccaga aatctctgtc catttcccag cagccagagc cgaagtgtgc agcggcaccg 180 

gggaaaggtt ccgaatcttc cgtgccgaga agacctatgc agtgaaggcc ggacggtggt 240 

attttgaatt tgagacggtc actgctggag acatgagggt tggttggagt cgtcctggtt 300 

gtcaaccgga tcaggagctt ggctcagatg aacgtgcctt tgcctttgat ggcttcaagg 360 

tgagtggact ttgtcctgtg ccagtcatct gtacgtgctg gaggctcrtc tcctctgctg 420 

ttcctcttgg tagcttcaca gtaccagtgt ttyccacagc acaaacgtgg aaaaatattt 480 

cacaggaaag cttttgtcct ygtagtctca aaacccttcc ctacaaccca tgaatgcagt 540 

gaaattcacc aagtaagaca ttgcttttcc atggttatca aaaagataaa tcatctttgt 600 

ctatcaaaat gttaaagata catatgtaga ggaaaaatgc atatacattg acgcagcgat 660 

tccgtatcag gagtttatct ttaagctata attagtggtw tgtatraaca tttaatagct 720 

acaatgctta atgtagtgtt gtttataatc acaaacggtt ttcattttca acattattgg 780 

taatttctat taagttggat ggaagctggt caggtgttta ttttgttatt tatatactaa 840 

taaatgttta aagattcttt tacatgtgta aaatattttg atcagtaata tgggcgaggt 900 
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gcctgtaatc ccagcacttt gagaggctga gatggaggga tcacttgggg ctaggagtgc 960 
aagaccagcc tgggcaacaa agtaagatcc tgtc 594 
<210> 112 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501).. (501) 
<223> baySNP6734, A501C 

<400> 112 ^ 

gatcgcgcca ctgcattcca gcctgggtga tagagcaaga ctctgtctca aataataata 60 

ataataatag tatatagcaa agtggctttt tttaacttta tatttttgca taatatttta 1.20 

ggaaaaaatg gtaatccagt ggcagagaat ttccgaatgg aagaagtcta tttaccagat 180 

aatattaatg aaggacaagt acaagttaga actctttatc tttctgtgga tccttacatg 240 

gtaagaatca ggatgttgta acttggtgaa aaataacttt attttattat ttttcatgtt 300 

gtatctgaat cttattgtgc agtcccttat agattggtaa atatttgagc agttatatat 360 

tgataccttt taattataga ttgcctttgt ttttattcac tagtgtaatt aaggaatgtt 420 

gtagagggaa cagataatag tagtacatgt atgtgattca ggtgctttca aatgttcaga 480 

ttacttccca gtagtaaata magcttgaag atagtaaaac aggattgcaa attcagtaaa 540 

taaagcttta agatagtaaa ataagattgc aaattctttc agatccactt tataagagag 600 

gctatgtatg agatctttat ttatttctag ttgacctcct tttcttttct ttttcttttt 660 

tttaagcgat gaggtctcgc tgtgttgccc aggctggtct caattttgct gggctcaggc 720 

aatcctctga ctttggcctc cttgaagtgc tggcattaca ggcatgagcc actgtgctta 780 

gccctgtagt tgatctcttt ttgaaaggaa cagactcact tatgctactt ctagataaat 840 

aagatttagt gaaaacgtat acattgctga agactgcaga taagaagcca ttaggcacag 900 

ggactttggc tctacgagct ggcgtcttgc tttacttctc ccagaggtca tacagtcttt 960 

tctttacttc taactttttc ctatggccat gacaagcata a 1001 
<210> 113 

<211> 756 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP6743, C501G 

<400> 113 

cattcgcggg tttggaggag ccgagggggc cacgtggtct cactgggggt tgggaagggc 60 

atctgggaga ccgaggtgga ggccggtgac gtggctgtgg agtgggatgc ccaaggcaac 120 

aggaggggtg gaaagagatg cctgttagac gggaaactgg gggggcgccc ctggggaaag 180 
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acgacaagga 
tagactcagg 
tgcaaagctg 
acgagacgag 
gggtggcact 
ccctgccctc 
gtcttgctgc 
gttgtccctc 
aacaactttc 
tgggggccac 

<210> 114 



tcctaggagg 
aggagactca 
gaacagggag 
gaaatgcaag 
gatggatgtg 
gcccctccct 
tgcccagagc 
caagcgcctg 
ctctctttgt 
ctcctccggg 



gcggggagca 
gggcttgggg 
gaagggtaac 
ttgttccctg 
ccacccaccc 
scctccgtca 
ccgaaagtcc 
ttggtttctg 
acctggctgt 
gagccttcct 



caggtgcccc 
gctgcaggga 
tgagcagagg 
ggtttgggcc 
ccatccgggc 
gaccggccct 
ctgcccacct 
ggcctgtttc 
cttctcttcc 
tgcttt 



caaccccaag 
tggctgcctg 
gaacagcaga 
gagggccagg 
catcctgtct 
gcactccaca 
ccccgtctcc 
ctggctgtgt 
tcatccttcc 



gggtgagaac 
gage t gage c 
ggcaaaagct 
gggeggggge 
ggatccggga 
gacattgtat 
gccactcctg 
cctctcctgg 
accctcagct 



240 
300 
360 
420 
480 
540 
600 
660 
720 
756 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP7128, C501T 



<400> 114 
gaggggtcag 
agggcagect 
caccccaaga 
tgcgcacaca 
ttgattgatg 
ctttggccag 
tggggectae 
acagactacc 
agaactccca 
cctctgtggt 
gagacagaaa 
tatcccaatc 
tgtggttttt 
tggttccagg 
tegcataata 
attacttata 
atttttattg 
<210> 115 



ggggccctga 
gactccatgg 
ctgagtggat - 
cagatgeaca 
cttctattcc 
ggccccaggg 
ttcaggctgc 
cagtttgccc 
gagctgecat 
aaagccagtg 
gaggcctcac 
cacacttccc 
ttcccttctt 
acccccttcg 
tttgeatata 
ataccgagtg 
ttgtattgtt 



atattatgga 
gaaatgtatc 
ttcaaagctt 
tacgetcaga 
ttgtggttct 
tctgggaggg 
ttctaacctt 
catccctgtt 
yacttaatgg 
agcagagtca 
tagaccagtg 
ctgtccatta 
cgacaagttg 
ttaccaaaat 
atctgcgcac 
caatgtaatt 
atttttattt 



aacaccctcc 
tcccttccec 
tcaggtattg 
accaacctgg 
gggcctcgct 
ccaagaaggc 
tgttacatca 
ctgggttcta 
caggggtcca 

gggctgeate 

gectctgaaa 
ctcatttctc 
gaattccact 
ctaaggatcc 
atcctcccat 
tttatactgt 
agctccaaat 



acagagcagg 
a gggaga t Cfc 
ggttaagaac 
attcttagga 
gcccccttcg 
attctggeca 
aaagacatgt 
gagataaaca 
agcacaactg 
agagaaggag 
atagggcaaa 
ctcagtgtat 
gcttggaatc 
tcaaaggccc 
atactttraa 
tttgttttta 
a 



gtattgactg 
ctgttctgtc 
cccttacgca 
gtctttggat 
ataacctttg 
ggtgaacact 
ttcaccatgc 
aaggtcaata 
aaacctgtgc 
taggagggaa 
ggaggectea 
tatgtttctc 
catgagggat 
tgatatgaaa 
tcaactctag 
aatttgtatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 971 
<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (471) . . (471) 

<223> baySNP7363', C471T 

<400> 115 

ttttttttaa ttgtaattaa agtataattt ttttaaaaga gaaattttgg agtcatttaa 60 

cttgtaagac aaaggctatc ttgtaataag aatactgttc ttcctatttg ctctagattt 120 

taagtttgga ttggcataca ttggttttct tagggcagaa cccactctac tagacctatt 180 

taaccccatg acagagccta gaaggaacag gtgtaataga agatggcatt tatggcaaga 240 

aggttgatca agttctccat tagaatttga accagatcta atgccttttc ttcccttgtt 300 

taagaacggc ccgggatgtt ggacttcacg ggcaaggcca agtgggatgc ctggaatgag 360 

ctgaaaggta attgttctaa tcaatttctc tcatttgtga aacccagtag tgaaagagtc 420 

ttcattatga agtgtaaggg aagaggarag aaaacaaagt caatggggca ygtgtgggaa 480 

accagcctga cctgtgccag aatgggaaaa aaccgggcca cctacttttt ctcctaacac 540 

catttatgcc ttttctaaaa gcaccatctc tgagcaggag catcatctag agaggagggg 600 

ctgggaacca ggccactgaa aaatagtttg ggaaatgatg tagttggcgt aggctttgga 660 

tgtgttcaga ataaggggtg gtttcctgtc tgcaactccc tctcccctac aaggccaggc 720 

ggtgaccccc taaccccagt ggccctcccc agttccttcc tagccagaag gatacataaa 780 

agaagggaat gagctaatgc atggcctgcc gctggcatcg taggctcagt gaatggagcc 840 

attatatgct aagcaccagc agccaagaag tatccaagct cgtacttaat cacgtgccac 900 

ctgcagcagc aagacccaag agttggcacc aaagctcctg gcagcattag tgttcctgct 960 

ggctagtttc t 971 
<210> 116 

<211> 814 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (349) . . (349) 

<223> baySNP7409, A349G 



<400> 116 

ctgcttctct cagagctgtg agccgggcag ctaaggcagc cggagctcgg cccctgacga 60 

gccccgagag cctgagccgg gacctggagg caccagaggt tcaggagagc tacaggcagc 120 

aggtgccacc ttgaagcaga atagggatgg tctagtggga ggggttgggc tagggtccct 180 

cttccctgga tcccttcagc gatgaactgg tcagcctggt gctaccattt gttttcccct 240 

ttggcatctci ggaaggcttg acagtgccac cccgggctat ttgacagtgt gcttgggggg 300 

ggaaatgtta gcttctgagg gatggccttg tgtgcttgct gggatcatrg ggacttggcc 360 

agcgtttctc caacctgctt actttttctc tttagctccg gtctgatata caaaaacgac 420 

tgcaggaaga ccccaactac agtccccagc gcttccccaa tgcccagcgg gcctttgctg 480 

atgatcctta gctctttgct ctatggccct tcctcatcag gggaccgttt cccccctctt 540 

ccttcacagt atttaagaaa taaaagtcgg atttttctgg ctgctttctc tctacattgt 600 

ctccattagg tagtgtgtcc cttaatcttg tgtgaacttt tttaaattaa tacttccttg 660 

gaacactgtt gtgttctact cagcacgcta aattgtacaa gccagtttga tgtttggttt 720 

tttttttttt tgagacaagt attgctgtct cccagctgaa tgcagtggcc cgatctcgag 780 

ctcggttact acaccttcac ttcgggtcaa gtga 814 
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<210> 117 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8138, G501A 

<400> 117 

agagggatga taaagaggca gggcagagct ggaaggaatc acaggttgtg gtcaaagact 60 

gatacacgtg tgtgtgtgtt tataccttca tagaggaaag ctcacccaga caataagccc 120 

aagatcctgt ccacacgtgc aatttactaa ggtactcatg taatttatgg rgcgtcgttg 180 

ttggaactga agcagtcaga gaatgttgag acttatttgt aaggtcacca aaatactcag 240 

aagaataaca ggaacataag gtgaatgaag tagaagcaat caaatgccaa agtcctcaag 300 

gaatgggggt gggggtatac ttcgaggata ccaccgaaaa tagatagaag atagtataat 360 

tatgcagaat gaaactcaaa tgacaaagga gtttgcatga gaataaaaaa aatttgaaaa 420 

tggctttgtg gaactatagg aatgtccaca tcatctctga ctcctgtgat aaggggttga 480 

ggaacttaac tttacaggcg rgggcagcac aagaaaaagc caaagagctg gaggaaaatc 540 

agcaaaccgt gacataacag aagcaaatac aaaaaatata ggagaaagtc taagtgctgc 600 

tgagagatca agatagaatt ttaaaatgtc cactgaatgt agagagagac aggaacagga 660 

gccaaacttc sataggttga gaactaagtc astggcgaaa tcaagscsga acgcsaaggc 720 

cacttttgtg tgtgaaggga gctggcaggg gtggctccat gaagggcatc agtgccttga 780 

tgtgtcaatg ccaatgggac agatccagtt gagagggaaa gatggaagat acagaagaga 840 

atgagtggta ataatgatgt aaggtccctg agaaggcaga ggagatagga gccaaagtat 900 

gaatgattag tcttaagact aaaactctgt . cataactgga aagaaggagg aggaaacaga 960 

ttcagacaca ggtaggtttt tatgattatt gcagctgtga a 1001 
<210> 118 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8168, A501C 

<400> 118 

tctctgctcg ctgcgggcgc tccccgccct ctgctgccag aaccttgggg atgtgcctag 60 

acccggcgca gcacacgtcc gggccaaccg cgagcagaac aaacctttgg cgggcggcca 120 

ggaggctccc tcccagccac cgcccccctc cagcgccttt ttttcccccc atacaataca 180 

agatcttcct tcctcagttc ccttaaagca cagcccaggg aaacctcctc acagttttca 240 

tccagccacg ggccagcatg tctgggggca aatacgtaga ctcggaggta ggcatccgtg 300 
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ggggggcgcc ggctcgggcg tgcggggagt gtccgcttct gctatctgcc tctccaaata 360 

tcccgactgc tgccctggcc ccagccctct ctccacttcg gagcactcct ctggcgttgg 420 

caccgctgag gaatgggcct gggcggggag gtgaagagaa gccaggaatg ttttatgttt 4 80 

tcctaatgga gagggggcct mgggagcccc tgagctagga ggacacggaa aaggggattg 540 

gggtcctgag attgggtctg ttgggcccag gacgcgtttt ctggatgggt ctaggatgct 600 

cccytgtcgc gggacccccg cggtccggcc ctgcctgctg ggggttcgaa gaggtggagt 660 

gcagggtgga ggtgttattt acccgagtcc tggggacagt ccccgggact ctccgccagg 720 

cgcccagacc ggcaggtccc gcaggcggcg cgcggtgtgt ttgcactttc caaagttctt 780 

gaaccatctc aagaactcct tctgcatctt ggcgtctggc aggggtgttc cgagagaggt 840 

agacctcccc tccccaaact gccaccatca cttccaacgc cctccacgcg ctggagctct 900 

gcccgggtgt ggaaacctcg tcttccaaca cgtagctgcc cttcagccac ccgcccgcag 960 

cctgggagtg ccctgagggt gggtcggggg agctgcgcag g 1001 
<210> 119 

. <211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8210 / C501T 



<400> 119 

cctgggagag agtccctgct ccagccacac tggtaggtcc tcacagtaat ggtagcatca 60 

ccacccctac actcactctg aagttaaagc ataaatcaac agccctaact ggaaagctca 120 

tgctaatact ttccctttct gcctccctca gcctgagagc atccaccctt tccctatcct 180 

tagccttaga gatgaaggaa gctggtttca cttgaaagac aaatttagtt aagaaacaca 240 

gctggtcttc agtccttctg ttcttttcaa atctgacctt ggtctagctc aagaaacgtt 300 

tgttgattgc ctgttayaga cccgcctctg tgtacaccga gggttcaaaa atgaaagaca 360 

gttctctgyc cttgaggagt tcaaagtgtc acttactccc tgatgtctca ctaattccca 420 

catattaatc aggactggct cctgcacaga gaagcmctga gtggtggctg agctgccact 480 

tgacattggg ttttccctca yatggaccct agtttctttc attttctgta tacacatcta 540 

aagcagaatt attatggaag gccattagaa attagcttgg attccgatgt aggaaaatga 600 

ctgtaaaagt aaaatattaa cattcttctt taaagaaaaa acaatcccag caatccctyc 660 

tgctgggatt gtttttttct ttaaaaacaa cccctgtaac tggtgcgtca tgtgtgtctg 720 

agattcttgc attgggtcaa ctgatggggg atccagtggt gactagtttg tagtaggctc 780 

ctttttgggc catcagttct tcatgggtcc ccttttcaat caccaccccc tgtgccatga 840 

cagcaatgat atccgcgttc tggatggtgg acaagcgatg ggcaatgaca atgcaggtcc 900 

gaccctctct ggctttgtct agagcaacct gcaccgtctg caaagagaag atggaaagtt 960 

gatgcaaaga ygcatgattg ctccccagcc caccatcatg a 1001 
<210> 120 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation • 
<222> (501).. (501) 
<223> baySNP8241, T501C 

<400> 120 

aaaggtaaca cagtattaat gaagatgtat aactatagat tgtttctagc ttcagaagag 60 

gtcctttcaa tctgtattaa aatgttgtgt tttcttcaaa atagttcaca gtgccttttg 120 

attttttaaa atatggcctt gaaatcagag gaaccgaagt aaggagttgc tcatagattt 180 

actataatga agaattagaa tacgatttta gtaaaatgag gaaaccataa ctttgatttt 240 

gaaaaatatt aaatgaggag aaattattct ataaattctg tatttttgaa gatactgtaa 300 

aatgcaacga tgccatatca ctagttattg gaaatatgcc ttcattactt atatttaaaa 360 

tcaatattga ctttaacttc taaaacaatc atttttttct ttttcagcag tgggttatat 420 

aatattctgt aaatttaaaa aatatagaaa gattaatttg aaatctgaag tcttacacct 480 

ttagcgttaa tattcaaatt ytggaaaaag tggaagaagt tagtaatgat attgaaagat 540 

cacttgaact tccccaaaca atagttctct catatttttc ttttctctca agacagttaa 600 

cagtaagtat tagtgaaaca gtatttttac aaatgtttac tgactagaaa aataagactg 660 

ggttagaaaa ctctgaaaaa tgctccatat ggaagtattt gttgttttta tatttttctt 720 

gactagtgat tgaagagatg aaaaatttga gactgtcaga tttaatgggg tatccaatat 780 

ctgcaaagcc aattatttga aggtactaaa tgccataaac acaagttgtg tttttcagca 840 

agttttcaag ctagctgttt tccctgttga agaattcatt gtttagactt gtgaccctta 900 

tactttcttg gcttttgcat tgttgcaatt aaaaaaaaaa aaaaaaaggc tgcccagtat 960 

tgttacagtg ggctcctaca accacaagac aacctatatt t 1001 
<210> 121 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP8249, G501A 

<400> 121 

tctggtccct accagggtgc tgtacacaca gtgggcaact agaaaggctg gtggagttga 60 

cttagctgag attgctgggc ctctgcatgt catcccttct gactttctgg tgacttctta 120 

ggtcattaat acagccagag ctcttggctg tgcctcagct gctgtctctg cactttcagg 180 

ctggtcctct gtgattctgt tggcaagggg acccctaaag gagagacagg gcatggatga 240 

gatggagctg atggcttggt ggaatagtat caatttgtgc tgcttcctgt gaacccttca 300 

aaggtcctgc catagatagc aagttagaca ggttctttgc caaagagtgg ccccttctct 360 

ctggaaatac tgcatgtctg gaaacaggag agaaaggaga gaagagaaca gctgcccaga 420 

tagccagatg gaccccaacc acctcagcca gcaatgatgg ggcagtggtc actgcaggtc 480 

acacagcatc aaggactcca rtaagatggt cccagcctct tgggggtgga attggagttc 540 

aaagcaaatg gcttcctttt tgacaagtgg aggattttct aatgggagga gggcaggccc 600 

caggagctgg tagagatgag gcctgtaata gcagttgctg ccacctgtga gctccctgac 660 

ccattcctga tgggagagat ctcagtgatg agggtgtgaa aattatatca gctcattatc 720 

gtcactcaca cccaagttct gtgtctgcct ggcctgatga atggattgca tgacaaacaa 780 

aatcacagcg ttcttaaaac tcaatagaaa taggcgatgt ttaagctgtg cttgttcgct 840 

tccttctctc tttattcttt ctcacattca gccctcctgc agaaactgat actcacccca 900 
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gaaagacacc ttttcccatc cctctggccc ctaagcctcc agggctgctc ggcacctggc 960 
ctgagtgggt gaacatcatg ccagattcct tgtcagattc a 1001 
<210> 122 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8480, G501C 

<400> 122 

gagcacagtg tgtgttcaga gcagtagtaa tccaatgatt catcctgtca ttcctcttcc 60 

tctatagcca tcaggtttgg gcggatgcca caggccgaga aggagaagct gttggcggag 120 

atctccagtg atatcgacca gctgaatcca gagtccgctg acctccgggc cctggcaaaa 180 

catttgtatg actcatacat aaagtccttc ccgctgacca aagcaaaggc gagggcgatc 240 

ttgacaggaa agacaacaga caaatcagtt agttctcttc tgctgtcttc attgggggag 300 

gcgggaagtt gttttgggtt tttgtttctt tgagtaaatg gtttactgcg ctacaaatgc 360 

acacacagaa tattgttcaa ctgttggctg ttaacatatt gcaggctgag tctgaaacgc 420 

aggaagtgtt ttcagatagc acaagtcaac attattttga aaagggagaa aagtccataa 480 

agtttttgag aatagtgtaa saatgtattg gtcatcctaa ctttaatgaa tgaacttaag 540 

ccccctgagc ctatcaccct cttttaggat ccatctcctt tytcggcatc aaaataactg 600 

gccacagcaa tattcattca agcagccttg ctttccyctg ggaagaaccc racctaggtt 660 

tagaaaaggt attgaatccc actatttcac ctttcaggag aactaccaga gttacctctt 720 

tttttttttt tttttttttt tttgagatgt cgtctcactt tgtcgcccag gctggagtgc 780 

agtggcacaa tctcggctca ccgcaacctc cgcctcccag gttaaagcra ttatcatgcc 840 

tcagcatccc gagtagctgg gattacaggt gtgcacgacc atgcctggct aatctttgta 900 

tttttagtag agacggggtt tcaccttgtt gatcaggctg gtctagagtt acctcttaag 960 

aagttcaaca tgaggcataa aaatarattc tagatattat g 1001 
<210> 123 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP8577, C501T 



<400> 123 

tgtacctgct aacagatgta cattgtacag 
acacttttct agaaaggtgt gctccaatta 
gcatgcatgc aaaggaattg tacatgcatt 



caggcacatg tgtacgggaa ttatgcttgt 60 
tatgcttaca gacatgcact atgccagttt 120 
gcttgtacac atgtacagga attgtgtacc 180 
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caccggtaca tgcatacaga catacactgt ggggtttaaa cagatgtctg ggaattaggc 240 

atgctcatgt acatggctta caaacacgtg gtgggtttac atacatggac aggcatagtg 300 

cacaggtgta tgcttataca catacactct agctttacag gagtgactgg agattgggca 360 
ttcttcagta gacgatttac atatctacac acagaggatt tgcacctatg ttcaaggaac • 420 

aggcatgctc atgtacatgg cttacgacat acatatagta tatgtacacc acactgaagg 480 

atattcatat ccatggctta yagacttgtg tttgtacacg tgtgtaccca tattgtgttt 540 

gccagaatgt gttcctatgc atgtacacaa cagggtttca caatgctcct gtttgcccct 600 

gggcatgcta actcctttgg cctgctgtgg gtacatgggc acattaccaa ttaggcaggr 660 

ttaaggtagg gattgggatc gtcaggggcc actgaggctg gggactcaca gtgtggcacc 720 

acgatgacct cctgcgtgtc ctggcccaca gcgttgcgca gcgtgcagcg caccgacagt 780 

ggccgatcca cgtgctgcag acgcagtgtg ctcaccacct caaactcctg ctcctcctcc 840 

cagtacgtca cgttagtctc cagctggctc tcctcttcgg aactgttccc cagcagcgtg 900 

ggcggcagct cacgtggaca cctgccagga gagccggtag ggttggctgc cagccccttc 960 

cccttgcaga cagggaaact gaggagaaac tggtggaagg a 1001 
<210> 124 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNTP8578, A501G 



<400> 124 

catgtacagg aattgtgtac ccaccggtac atgcatacag acatacactg tggggtttaa 60 

acagatgtct gggaattagg catgctcatg tacatggctt acaaacacgt ggtgggttta .120 

catacatgga caggcatagt gcacaggtgt atgcttatac acatacactc tagctttaca 180 

ggagtgactg gagattgggc attcttcagt agacgattta catatctaca cacagaggat 240 

ttgcacctat gttcaaggaa caggcatgct catgtacatg gcttacgaca tacatatagt 300 

atatgtacac cacactgaag gatattcata tccatggctt ayagacttgt gtttgtacac 360 

gtgtgtaccc atattgtgtt tgccagaatg tgttcctatg catgtacaca acagggtttc 420 

acaatgctcc tgtttgcccc tgggcatgct aactcctttg gcctgctgtg ggtacatggg 480 

cacattacca attaggcagg rttaaggtag ggattgggat cgtcaggggc cactgaggct 540 

ggggactcac agtgtggcac cacgatgacc tcctgcgtgt cctggcccac agcgttgcgc 600 

agcgtgcagc gcaccgacag tggccgatcc acgtgctgca gacgcagtgt gctcaccacc 660 

tcaaactcct gctcctcctc ccagtacgtc acgttagtct ccagctggct ctcctcttcg 720 

gaactgttcc ccagcagcgt gggcggcagc tcacgtggac acctgccagg agagccggta 780 

gggttggctg ccagcccctt ccccttgcag acagggaaac tgaggagaaa ctggtggaag 840 

gaggcaggac gtgtccagtt cctatgtccc actgcctgtt tccgagcggg ctcctcctgt 900 

gctccctcta ctggtcagca gggggtgctc ccatcccaga actgacaacg tggattgcaa 960 

aatccattct tatttgaccc acggggtcac acggcgtatg g 1001 
<210> 125 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8653, G501A 

<400> 125 

cagtcaagag cagcaaggaa atgcagtatt ttatgcagca gtggactggt accaacaaag 60 

acaaggctga attcattctg cctaatggtc aagaagtaga tctcccgatt tcctacttaa 120 

cttcagtctc atctttgatt gtgtggcatc cagcaaaccc tgcggagaaa atcatccgag 180 

tcctgtttcc tgggaacagc acccagtaca acatcctgga agggttggaa aagctcaaac 240 

atctagactt tctgaagcag ccactggcca cccaaaagga tctcactggc caggtgccca 300 

ctcctgtggt gaaacaaaca aaactgaaac agagggctga tagccgagaa agtctgaagc 360 

cagccgcaaa accacttcct agcaaatccg tgcgcaagga gtcaaaagaa gaaacccctg 420 

aggtcacaaa agtgaatcac gtggaaaagc cacccaaagt tgaaagcaaa gaaaaggtaa 480 

tggtgaaaaa agacaagcca rtaaaaacag agaccaaacc ttcagtgact gaaaaggagg 540 

ttcccagcaa agaagagcca tctccagtga aagccgaggt ggctgagaag caagccacag 600 

atgtcaaacc caaagctgcc aaggagaaga cggtgaaaaa ggaaacaaag gtaaagcctg 660 

aagacaagaa agaggagaaa gaaaagccaa agaaagaagt ggctaaaaag gaggacaaaa 720 

cacctatcaa gaaggaggaa aaaccaaaaa aggaagaggt gaaaaaagaa gtcaaaaaag 780 

agatcaagaa agaagagaaa aaagaaccca agaaagaggt taagaaagaa acaccgccaa 840 

aggaagtcaa gaaggaagtt aagaaggaag agaagaagga agtgaaaaag gaagaaaagg 900 

aacccaaaaa agaaattaag aagctcccta aagacgcaaa gaaatcatct actcctctgt 960 

ctgaagcaaa aaaaccagct gctttaaaac caaaagtacc c 1001 
<210> 126 

<211> 1001 

<212> PNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8816, G501C 



<400> 126 

agttgtttct tatttatttt ttaaagcacr ctgcgtatag gaatyggcct tctcctggac 60 

cattttcaca ttatctggga gatgcaattg aaacaataca aaatacagta ttcatcacat 120 

ttaacactga atcattcact gctcagagac tgagagtcca gcgaggttgc aaaataacaa 180 

attttctaca tggttttatc agtggtctgc ttaggggatt tggaagtttc tagggaatat 240 

ttcccaggaa tggggctcct tcagaatgrg tcagggaagc tctgtagagg gatcagagca 300 

ctcaaattct catccagctg gaaaagggtg tagcacctgg gaaaggcgat caactcccag 360 

tcagggagcc cacggtgata acaccagtca gacgatcaca ccatggaagg gtccaatgag 420 

atccaatgga aagacttaga acatctaagg ttgggggagg tgcaaccttc tgctattcag 480 

cccctctgct ccaagcggaa scttttttct caggaggtaa tctctaataa caagcagagt 540 

gccctctgga gcctcctcgc tggtatcwca gtgcctggac agagggggac acaccacagc 600 

acaaacacgt ggcacagact caatcccaac acacagccag tcaacgagcc tctggcccct 660 

tcctctgggt cctgatacag agctggcagc gagggcctct gaagaggtta cagggagccc 720 

aagggagtgt caggtagagg cagcaccagg tcccggaggg acagatgagg gatccctagt 780 

aaacagctcg tggacgcact tgactagcag ttcgaaagca aaaagagatt cggattacaa 840 

gagacttttc ccttgcaaat ggaagactgt atttaaatgc atattgcttt agctgggcag 900 
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t.ctccaggaa ggagctgatt rttagtagag gaattgttat gcaaataatt ttccctgcag 960 
tttctactct tatctatttt ctcccatgga ggagaaatag a 1001 
<210> 127 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8931, G501A 

<400> 127 

agattctgtg acctaacttt gcctcatttt agacccggga taagacatgt ttagtacatg 60 

cctagacagg acaaaccact ctgagaccac acagtggcca attgcacgtc ctccctcaat 120 

aactatcgca caaagctaag gccaccaatg cttttattta tcgctttgcg tggagacaaa 180 

gcacaagctc cgagtgtgct gggagctctc cattaactag agctcctggt tggggtggag 240 

ctctgggaaa agaagaggac cctgcyaggg agatatttca ttggccagaa tccagaggat 300 

ggagcccatt ggttggaact ctggttgaaa ctggaactct gagaagggtg gagagagccc 360 

ccaggtggga ctctgggmca gggggcgggg cgaggagtga gggagcagga ctctggtggg 420 

ccaggccctc ccactggctg ggttccagca gtcggtggca ggtgggcagg cgcctacttc 480 

tgggcgggga tcatgtcgtc ratggactgg cctttctcca acttcttctc catttccacc 540 

atgagcttca caccatccac caccagctgc acctgttcta cttcggacga gcccagccga 600 

tcagcgttgg acacgtcaaa tactgagccc acggcagctg tgtccacgcc acctgtggga 660 

gcaagggaca ggggcgtgaa gaggcagcga aggtgcagag gggctgggac gtggcccccg 720 

tgccaaatgc aacagccgca tgtagtgagt gcctactgtg taacaggtta cctgcacaca 780 

ggtaatgcct gttcattcgt gagctcacga gtctctgact tcagatgggg taccacgcca 840 

ctcagttatc aaacatagta tagtgggtaa gagagtgggt tctggagcca ggcggcctag 900 

ggtcgaatcc tgaccactcc tcgctttata aatggggaaa ctgaggcccc gagggaggtc 960 

caagggcatg tgcaatgcat attatataat catgaaaatc c ' " inoi 
<210> 128 

<211> 761 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP8943, T501Q 



<400> 128 

tggccgagag tgagaacaty ccattcrctc 
gcaccagtcc ctcycctgcc ataacccttg 
tagaaaacaa gtctttagtt aaaaaaatca 



tgtgagtagc acaggggggc ggtcatcatg 
gtctgagcag cagaagyaga gagcgatgcc 
gaatttcaaa attgaggtct ttcctctatt 
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tgatattgag 
ttttatttat 
ttaaactatc 
ctatagatgt 
gttagctctt 
ccaggctgga 
rcaattcttc 
agctaatttt 
aattcctgat 
tgagccacca 
<210> 129 



aaaaaaatgc 
catcttatat 
tcaaaaggtt 
acatataata 
tttttttttt 
gtgcagtgat 
tgtctcagcc 
tgtattttta 
ctcaggtgat 
tgcccagcct 



ttcaaattgg 
ctgtttattt 
tgacattaaa 
tgtacagaaa 
tttttttttt 
kcgatctcag 
tcccgagtag 
gtagcgacag 
ccaccygcct 
accctttact 



ccattttatt 
cttttataaa 
gaaaatgagc 
atataagtag 
tttttttgag 
ctcactgcaa 
ctggggctgc 
ggtctcacca 
cggcctccca 
actaatcaaa 



ttcacttact 
gctgctgtta 
aatggtaaca 
taagaagtcc 
atggagtctc 
cctctacctc 
aggtgcccac 
tgttggccaa 
aagtgctggg 
9 



agttatattt 
aacaatataa 
ggaaaccact 
atgacaaast 
tctctattgc 
ccgagttcaa 
caccatgccc 
gctggtcttg 
attacaggtg 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



240 
300 
360 
420 
480 
540 
600 
660 
720 
761 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP9243, C501G 



<400> 129 

caagcagaca ctgagacact aaacaaaccg cctcccatct cacctccggt ggttcatttc 60 

tgcatcgctg gctgcatttt tcccaggccc ccagctgtgc ctccggaagg gagaaagaga 120 

gcgcatggag ctccttagga cagagcagtt tgcaggcact tcagtgatac tgtccatctc 180 

ctcctcctcc acgtcgcctg ggtcagcagg ctcactctca ctttctcgac cctcagctcc 240 

catcccatgg ctgtagaatc catcaaggct ttgccgatct cttgacctgt ttggctttaa 300 

aatctgggag agagacacat cactgccatg agaagaatgt cggtccagtg aagccgtgtc 360 

atcggtggat gaactggatc cggtgatatc acaggccaaa tgctcttcct ctggctgtaa 420 

tggagagaaa gcacatatgg ttgaagccag cagggccaat cagatagcct cagttattct 480 

agatcaagcc aatggcttct sagtggattc caggcaggta agatcataat tggcctcaga 540 

gacttgtttt tttaatagga tgatcacaat tggattcaaa tcccccctgg actctagaag 600 

agaaacagtc tagatctatc ctcttttttt tgtttgtttt tgagacagtc tcactctgtc 660 

gcccaggctg gagtacagtg gctccatctt agctcaccac aacctccgcc tcctggattc 720 

aagagattat cctgcctcgg cctcccaagt agctgggatt acaggcatgc accactacgc 780 

ctggctaatt tttgtatttt tagtacagac agggtttcac catgctggcc aggctggtct 840 

gtaacgccta acttcaaatg atcgacccac ctcagcctcc caaaatggtg ggattacagg 900 

cgtgagccac tgcgcctggc ctaggtctat cctcttttta tcctcttact agaggtacta 960 

cactagaagt acatcatttt ttctttcttt tctttttttt c 1001 
<210> 130 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP9523, A501G 



<400> 130 

tccagaatat tgatgactgg gaactgtctg aaatgaattc agattctgaa atctatccaa 60 

cctatcatgt caaaaagaag catacaaggc taggcagggt gtctccaagc tcatctagtg 120 

acatagcctc ttcactaggg gagagcattg aatctgggcc cctgagtgac attctttctg 180 

atgaggagtc cagtatgcct ctcgctggca tgaaaaagta tgctgatgag aagtcagaaa 240 

gagcttcatc ctctgagaaa aatgagagcc attctgccac taaatcagct ttaattcaga 300 

aactgatgca agatattcag caccaagaca actatgaagc catatgggaa aaaatagagg 360 

taaggtggtt ttcttaacat gaatgatttc tcacttgagt tttggaagta ttgctgggag 420 

aaggtcacac tcctacactc tattataaaa tgtatggcta tttttgataa atctgattct 480 

ccaaagaaag aaaagaaaaa rcacamtgat caatgcatgt gacaaagagt atgaatcact '540 

aggaattgcc cttgtcagtg cattagcttg awgtgctcct gcctggtata gaattctttg 600 

ttgaaattgt tcaaatctat catgactact gatgaatgct ggaacccctt ggatctaata 660 

caaaattaaa tagaatgata gctgtgcaca cacaagtagc tcaggaatat atgcatagac 720 

tattccagtt accccagagt gtttttattc atttcttctg actccagaat acattccaca 780 

tctccaatgt taacttcttg tagaaataga ccagacattt ctaatttatt agggatcttt 840 

tttttcttta ctcttcctcc tctttgagaa ctctggctaa taaccatatt acctatacat 900 

gtaccaccca tggactctgg gatgtgaagt tgacattttg gctaaatctg tacttttgaa 960 

caaattacta gatatgacgt aatgtttgag gacagactta t 1001 
<210> 131 

<211> 1001 

<212> DNA " 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP9940, C501T 

.<400> 131 

aattggtaca caaatcacac agttcatcct cacttcaaca cattcagcac attcatttga 60 

cctgttttaa aaatgaagaa actgaggcca gagaattgca gattcattct cagagtccca 120 

caggtaatat gtagaagctc caaactggaa tctctgctaa tttaaactga tgcttgagca 180 

attaatcaat cccccatgtc caccttgagg ccactaccca gctaaagact tcagggtcac 240 

ttgtaaagct cttaacatga ggattctgat acagcagtcc tgtgatgaac cctagaaatc 300 

tgtatttaca gtgtcacccc aggtgattct aatgcccagt ccagtttgta actgctggta 360 

ttaccaatat ggaacgatga agcaccacaa agttagaatc aggacattca gcatctcctg 420 

gaagaacaat ttcttccatt ctccagcaac cttggccaca gacagtggct ttcttcagaa 480 

tccaaaagaa ttctgttaac yacctattgg gccctgactg attacttctt tctttcatgc 540 

acttatgttt gccctgaacc cacagatatt tatttcacat cagccatcaa atgaatcttc 600 

agagaagttc aattttcatg accattctga ataaaacaca tgactactat agtagagaac 660 

ttaytggatg aaatttctaa tcacacacac ttcccttcac cttcagtcaa aaatcatagc 720 

aaaacactgt gaaacaaaga ggagaaacag cactttaaac ttttgccact gtattaaatg 780 

attatataat acaatgaccc caatgtttct gtattcacaa aatgcatcaa ctcactccgc 840 

tatttctgac aatgacagac ttagaaagac aaaagaggcc aggtacggtg gctcacacat 900 
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gtaatcccag cactttggga ggccaaggca ggcagatcat gaggtcagga gactgagacc 960 
attctggcta acacggtgaa accctgtctc tactaaaaca t 1001 
<210> X32 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) (501) 

<223> baySNP10091, G501A 

<400> 132 

ttaatttccc ctcacctcac agattacaag gcttcctcgg agatggcact ttaccagaaa 60 

aaacatggta ttaaactcta taaacctctc attctccctg tgactcaggt gagcaaaaac 120 

atttccttcc ttrtttcatc cagtacccat gaaatttcct ctctgtgttt catgtgtccc 180 

aggtccccca aaaaacaggt ggtggtggat tatacatggc tttcagtagt ggggtgatga 240 

aaatgttctc tctggtaaag catgctgaca ctgtttatct tgtgtaatag gccccaatct 300 

tcatctcctt cttcattgct ttgagagaga tggccaacct tcctgtgccc agcctgcaga 360 

caggtggcct ctggtggttc caggatctca cggtatccga tcccatctac atattaccac 420 

tggcagtcac tgctacaatg tgggctgttc ttgaggtaag cccagattgg ccaagtgcca 480 

ggcctgcaaa gtgaactggg rttggagggt aaagtagttg tacagaatgg tcatccttca 540 

cttgctggag aaagagttga tgggtaagag attagagaca gattcactga aactgacagc 600 

tttcccgact tttccacccc acttcttttg gcagctaggt gctgagacag gtgtgcaaag 660 

ttctgacctt cagtggatga gaaatgtcat cagaatgatg cccctgataa ccttgcccat 720 

aaccatgcat ttccccacgg tatgtaatgc cttatgggct ggctccaagg ccttctgcct 780 

agcctagcca cctagcaagc tgaccaggga tacagcttct gagtcccttc tctgtgttct 840 

cacccaggca gtgtttatgt actggctctc ctccaatttg ttttccctgg tccaagtatc 900 

ctgtctccgg attccagcag tacgcactgt acttaaaatc ccccagcgwg ttgtacatga 960 

cctggacaaa ttacctccac gggaaggctt cctagagagc t 1001 
<210> 133 

<2U> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) • - (501) 

<223> baySNP10541, G501C 

<400> 133 

acaggcatgc accagcaccc tggctaattt tttaaawttt ttttttgaga cgaggtctgg 
ctctgtcacc caggctcctg ggctcaagca gttctcccac ttcagccacc cgagtagctg 
ggactacagg cgcacaccat cacgcctggc taatttttgt attttttgta gacggggttt 
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cgccctcttg tccaggctgg tctcgaactc ctgagctcaa gcaatctgct caccttggcc 240 

tcccaaagtg ctgggattac aggtatgacc cactgcccca gtctattttt tttatttttt 300 

gtagagacag ggtctctcta tgttgcccag gctggtcttg aaatcctgaa ctcaagccat 360 

actgtcacct cggccttcta aagtgctggg attacgggca tgagccactg tgtctagatt 420 

tggtttggtt ttaggatccc tctaacttgc tgtgtgatga gtgaattcct ttcggaaggc 480 

tccagttttc tcctgtcccc stttctgggc tgctgctgtc gagatgttca gggcagactc 540 

aagtc'gccaa gatggtcctt tgataaatct catggtgtgg agtggagcca ggtcatgggg 600 

agacactggg ggagcagggc agcctctctc cccttccaga ctctgcactt aggctggctc 660 

ccctgtgtcc ctgtctccag tctctcctgg cttcagctgt gtgactttga gtaagtcact 720 

taacctctct gagcctcagc atcctcaggt gtaaaataca ctgggtcctg cttcctctct 780 

gggcttcctt ctcttccctc cccttytctg ggctcccctg acccccagct tcatcctcac 840 

ctgtgtgtcc acccacttgg caccctggct ggtgtgctcc acatggccgt agaagtgcac 900 

aggtagcgtg aactcgggcc gggccttctc ccagggkttg ccgtagcgaa gccagtcatc 960 

ggcctcctcc atctgcaccc aaggcaggtc agggagaaag g 1001 
<210> 134 

<211> 597 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (510) . . (510) 

<223> baySNP10600, A510G 



<400> 134 

gggaagggaa aggacctgcc agtgggcagg gtccttaagg aggccatctg ttttggcagg 60 

atacgtacta tcagccccgt gccctggaga aacatgctga' cagcatcctg gcactggtat 120 

gtctaccctg gcatctggga ctctgcatct ttcagaccca cctgtcctct tgaacttagc 180 

cctccctaac ttgggagcaa cagtgccctg gggttggggg atgccctggg ctctgcagca 240 

gacctctcca acacagacac acaggcacac tctaaatgtg catacttggc actccccttt 300 

ggtatgtagc actgctttct ctgggggcaa cctgagccgt aaggaaaaca tgtttactct 360 

tgggaccatc tgcaggtgct aagtcctgca gttccccagt gacctgtcct ccctggcaac 420 

taacctcttt ggctgcaggg acagctgttc tttctggcac agttcctgtg gtgacgtttg 480 

cgcatctctt ggggaccagg ccaggggctr tcctgagcag ggccaattga aaaggcttga 540 

ttaacttgag tagacagaga gactgccttt aaatgtgaga gaattatgtc tggagat 597 
<210> 135 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10745, A501G 
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<400> 135 

tttcccacat ggccctcctg gtctgctagg agctccccgc taccctgaca gccccttgag 60 

ctgacccaaa aggcatctac ctgggtcttc atggtgttct gtgtagacac aaagagctcc 120 

atctcccctg cctcgccttt tggaacagca atggtgcagt gagtctccag gtagaagtgc 180 

tcttggccac cratgtatat ctcccctggg gaagcagtga gatccctcac agtgagccca 240 

atgctgcaga aggggccagc ttgcctaagg agagagtata ctctgccaag tggtctgggc 300 

aggaagcaat ggctacctga ggggtaacct caaggtttcc cacttggggt ggaaaaggat 360 

cccaaagtct tagctatctg ggagctgagt gctccagcct catccccacc cccacaacaa 420 

agaaagaacg acactgaaat gcatccagtc caaagttctc ttctcactgc agcttatgga 480 

aatcaaggat ttcaaaaacc rtcattgtaa aattttggaa aaagtaaagc agggattaat 540 

agatgtgatt gaaacactga aaaccagcgc atgttcccga acctaagcta ccaggcctgg 600 

tggagagtcg gcttcatacc aggcttgttg gagagttggc ttcatagtga ctttgcaaag 660 

cacaacagcc aatrtaaaaa acagttccaa aagaggtagt cagctgtgtt gtcctggggt 720 

gggagcaatg gatttgattt cacagtgtca gagacagagg tggagggaga gcagggcaaa 780 

gggaagagga gggaggatgc tagttgaaga tgggtaagga ctgccttcag gtagggggag 840 

gatgagaatt tatgcggtta gaggcctggc agacctaagg ctgtcaggcr tatgtggctg 900 

ttatcatccc tagttggtct tccggatcag aatactctag aatctctcta gaatcattag 960 

gtccagccta sagacaggag agtagagatt aagataactg a 1001 
<210> 136 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10748, C501T 



<400> 136 

attctcttca ctcgaaccac aatccggttt gctggaaccc ccaacatttt tgcaacaaag 60 

ctctgtgagt gaaagacaga acattcgcac tgaatgcatt acctgaactt atttcaggcc 120 

taaggcagag cctgtccaac atgcatggac ctaattactg ctgcgaattc tgaaattcct 180 

tgattgaaaa tcccatgcag ctttgtggtt agtgatgctg gggcctgcca gactgaattc 240 

agcattggtt tttaaccaga gggcaagcag ttggtcacag aatactttta gaaacttatt 300 

ctgtctgacc aggtgaccag cgactggtag atcatgagag taggaccagc tgccgaaaac 360 

actggcaacc gctgtcacat tacaggcagt agagaaacaa agaatatttg agctgctgta 420 

gataatttag tggtccctgt ggctatgact taatccaaca ccttcatttt acafcatgagg 480 

aaactgaggc aggatatgac ytgaccgagg ccataggcac tgaaatgata actgccaaca 540 

tgtaccaaac tctagtctaa atattaaaac tcatctaata attatgacaa cccacccagg 600 

ccccatttta taaatgagaa aactgaggct gagaaaggtt atggaacaag gtcagtgata 660 

ccagcttgtt ggtgaaagag tctggctcca ggactatgac actcgagtac cctctggacc 720 

agcccacatc tccctcttcc tatttcccac atggccctcc tggtctgcta ggagctcccc 780 

gctaccctga cagccccttg agctgaccca aaaggcatct acctgggtct tcatggtgtt 840 

ctgtgtagac acaaagagct ccatctcccc tgcctcgcct tttggaacag caatggtgca 900 

gtgagtctcc aggtagaagt gctcttggcc accratgtat atctcccctg gggaagcagt 960 

gagatccctc acagtgagcc caatgctgca gaaggggcca g 1001 
<210> 137 

<211> 1001 
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<212> DNA 

<2X3> Homo Sapiens 

<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP10749, C501G 

<400> 137 

ggagagttgg cttcatagtg actttgcaaa gcacaacagc caatrtaaaa aacagttcca 60 

aaagaggtag tcagctgtgt tgtcctgggg tgggagcaat ggatttgatt tcacagtgtc 120 

agagacagag gtggagggag agcagggcaa agggaagagg agggaggatg ctagttgaag 180 

atgggtaagg actgccttca ggtaggggga ggatgagaat ttatgcggtt agaggcctgg 240 

cagacctaag gctgtcaggc rtatgtggct gttatcatcc ctagttggtc ttccggatca 300 

gaatactcta gaatctctct agaatcatta ggtccagcct asagacagga gagtagagat 360 

taagataact gaagctcttt cccatccaac tgtctcctat tttgctacaa acgtaagagg 420 

gaatcttctg tcaggaaatg tccagaaatc acttccctgc ttcagggttc aatgyatatc 480 

tcttgaattt aatttgcaaa scagggccac cccattccca ctgcggcatg gaacagctct 540 

acctgacaca acattatctg cttcggaaaa ccccttcttt aggtcccctt tctcgatctt 600 

cagctcaggt ccataaaagg agttgttctt tatagcatcc tgaggatcac aaagaagttt 660 

cagaaatgtg gcttttagca gggagggaaa gataggttct gattagggaa agagaagctc 720 

tctgaattgt tgactctctc tttccataaa tgaatctcta tatgcttcac atacagactt 780 

gaagtaagct ctactatagc ccagagaatc atattcctcc atttcctcag ctgtaggtgg 840 

acaaccctgg accttgagga aaagcaaaga ataccacaag gaccagatgg aggtaaaatt 900 

ttgagaagga ggaactcagt ttggctgttg ttagtggact gggcataaga tcataaaggg 960 

gaaggtttca tgggacccca aatcccaggg ttgaaaggga t 1001 
<210> 138 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10785, G501A 

<400> 138 

actgcagctg tcaggcttgg tgtctctgtg ctgtggttct ggtaggtgga tctgtggacg 60 

gtggtcccgg gggctcttgt ggtggcaggt actgtcctcg tcatggtaga agctaacgtc 120 

gtagttgagg tagattgagg tgctggaggg gaaataccat ggaggtcact tggacagata 180 

attttgttgc ctaagktatt gcctctgaga tatacttagg aacttatctt catggcgtag 240 

ctcaaatgcc acttctgtga agcctttcct aatctcccca gtgggctatg atcttttctt 300 

tagctgaatg ctaagcactt cactttgatt caataaagat gagtcattaa aacaytgctg 360 

tggaattagt tgtaagatca gcaataaaaa gactgtaggg aggggaaatc agataaatct 420 

agaaggattt tacactcata tattgttata ccaatagatt gaaattctta ttccacttta 480 

aacaattgaa cctgtaaatc rttaataatg cagtagactt aggctcaaat gaaaggcctt 540 
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ggctatacat caagattagg acatgaatct gtgtatgcgg ttgaagtatt aactattagt 600 

cccaattata ttgcaaaagg gctgctgtgt agtgtttgtt aagttctagg tgagaaacag 660 

gcaaatatat agttatctgc atgtacctga agccacggcg attaagggtt cttaacttga 720 

ggtttttaaa gcgttccaga aactccctga aactgaattt aaaatgtttt atgtatatgt 780 

gcattttttc cttgggagtg agaaaaagct ttggaaggat cctgggggca tgagcattca 840 

aggaaggtaa aaaagagaaa cccccaaaag gcaacaagta accagggaag atggaagaaa 900 

accagcagca tactgtgtcc cagaagccaa gggaagattt cagcagggta gggtctgaca 960 

ctgccagggg scatccctcc tggaaggtct gcttacctyg g 1001 
<210> 139 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP10811, T501C 

<400> 139 

aggacgggtg tctgggggcg tgcctgcaca cctggtaagt gatgttctgg tggatgcggt 60 

aggaccatgfc ttggttgatt gcaccaaaag tcagagagta gtctctggaa cttgtagagg 120 

tcacagctgc aacaaacaca gtggtaattt tttaaaaata ttaaatacag agattttcat 180 

gtgaggtgga tttttctgca gwktttttca tctaattctt ggagtgtgtt cccttgggaa 240 

cytcctgagt ttatatgaaa aaatgtgtaa ggaaatccca aaaacctgag tggatgcaaa 300 

gccacagtgc tgagagggag aaggcactac aattgtccat gttattatac acaaagaata 360 

agtgttacta agggccagcc atgccaacag tgctctctac atactgcctc atttattcct 420 

cacaacagcc tggtgaggtg ggcactaaat catgtgatca gaggctcaca aaggttaagt 480 

agcctaagat gcaatgctgc yacatggtag agctggaact gaaactcaca ttggtttgac 540 

tctacaccct aaattttaaa ccaatccatc ttctacattt cacagaagtg acgacttcca 600 

acacctcgca cttcagtaaa tctgaaggat tccagagaag ggaaagggtt gtctctcacc 660 

atctgagtct aggagtcaag ctcaggtcag .tgatccggac actgaccatt ttgttcacag 720 

cccaggtctc tgcttcccct tgtcttccct acatctcctg ccaggctgcc age tct cage 780 

ataggagcag caggggtcag aggaaaggca caactcaatc eggattgetg tgctgcacaa 840 

cagcagctgt gatggaggca gcatcctgtg cgcaggtagt actttcacag aacacatcac 900 

gcttcgcaca cattgatcac ataatataga aaaagcattt ttagttccat gtgaaagatg 960 

agaaaataca ttctcagata ttaagaggee tttccctata g 1001 
<210> 140 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10830, A501G 
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<400> 140 

tgacctcatg atccacccgc ctcggcctcc caaagtgctg ggattacagg agtgagccac 60 

ictcgccaggc ctgcatttct attaatgtta agaagtcatg cttcaggtga cccctagcgg 120 

ggagagagga aggcggggaa ggagggaaag aagaaagcct cagaatcatg gtaggaagtg 180 

cctggtggtt cttagttttc ctctgggtag ctcctggctc ccagggactc tctgtttatg 240 

-atgctgtaca aaatgggcta gagaacctca aactcttcac acttacctcg atgaggtcag 300 

ctgaagcaaa tccaaaggca gtgagggtag ttttcagcat gctttcttta ggaaggtagt 360 

tatttggatc aaatataaga ttcccttcta ttttggctga ggctgggtca agtgatggaa 420 

gagaaacaga tttgtagagt tgatagttcc gagagaattt tctgaagtcc atgacagttg 480 

gaagttgaga ttctttcaga rcttctttca ctaacttttt cagactagat aagaagaagt 540 

atattttgag ctgacacacc atgttattat cctttgactc ttgcacccca agtaaatatg 600 

gatttccaat cactaccaaa atgtctkgat ttcattgacc ctaagtcttt gggtctagat 660 

ctgctacaca tttgcacaag tgtttgtttc agaagcaagg gcagacagtg gctatgccaa 720 

aacctagggt tggaattcca gctcagggcc ctcagtggta tatggggtga atagctctta 780 

cttactcttg gatatccaat tcttctgagt tcaagatatt ggcaatatgg gaagccacaa 840 

agttcttcac ttgctcattc tgttcccatg gtagaatttg gacaattttg ttaatatctg 900 

cctgtgaagg actcctcatc aacataagat aggcagccag tcgcttatct cccggagaag 960 

catcatcaag gaaagtctga agaagaacct cctggtcctg c 1001 
<210> 141 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . • (501) 

<223> baySNP10949, G501C 



<400> 141 

ccctagccct actttctttc tgggatccag gagtccagat ccccagcccc ctctccagat 
tacattcatc caggcacagg aaaggacagg gtcaggaaag gaggactctg ggcggcagcc 

: tccacattcc ccttccacgc ttggccccca gaatggagga gggtgtctgk attactgggc 
gaggtgtcct cccttcctgg ggactgtggg gggtggtcaa aagacctcta tgccccacct 

. ccttcctccc tctgccctgc tgtgcctggg gcagggggag aacagcccac ctcgtgactg 
ggggctggcc cagcccgccc tatccctggg ggagggggcg ggacaggggg agccctataa 
ttggacaagt ctgggatcct tgagtcctac tcagccccag cggaggtgaa ggacgtcctt 
ccccaggagc cggtgagaag cgcagtcggg ggcacgggga tgagctcagg ggcctctaga 
aagagctggg accctgggaa sccctggcct ccaggtagtc tcaggagagc tactcggggt 
cgggcttggg gagaggagga gcgggggtga ggcaagcagc aggggactgg acctgggaag 
ggctgggcag cagagamgac ccgacccgct agaaggtggg gtggggagag cagctggact 
gggatgtaag ccatagcagg actccacgag ttgtcactat catttatcga gcacctactg 
ggtgtcccca gtgtcctcag atctccataa ctggggagcc aggggcagcg acacggtagc 
tagccgtcga ttggagaact ttaaaatgag gactgaatta gctcataaat ggaacacggc 
gcttaactgt gaggttggar cttagaatgt gaagggagaa tgaggaatgc gagactggga 
ctgagatgga acyggcggtg gggagggggt ggggggatgg aatttgaacc ccgggagagg 
aagatggaat tttctatgga ggccgacctg gggatgggga g 



• 60 
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240 
300 
360 
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480 
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142 

1001 

DBA 

Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10962, A501G 



<400> 142 

agtattcagt tcgtttccat tgtctgtccg tttgaatttt ccaataagtt tatttccctc 60 

aaggctccag gtcccctaca taataataat aataataata ataataataa tggcatttat 120 

tagggtctta cacatgtcag gcactgttct gagttctgta gacacacttt ttcatttaat 180 

cttcatggtg accctatgaa actgatacta ttatctctac tttgcagaag aggagactgt 240 

aaaatggcac agtgattcac ctaaagtcac agagtgagga ttgaacctag gccattgggc 300 

tacagagtat gtgttgataa ccattatgct tgttctcttc aataatttcc atacgctgaa 360 

ttttaaggca gatgagcagc acttctttct gaatctttca tgttacgtgt ccagaaatat 420 

agtcatggtt aaaattagtt tcayggagat gttaayaact ctgtgcttgt tttaatttgt 480 

gtgattgtgg* tactaattaa rgaaagacat aacttaygat aaaacattca gtagttaaat 540 

tgtcattaca aacatgtaat ttaaatagaa aaatgttgag gctaaaaaaa gtttttaaaa 600 

aatttgttga aaatgatgac ttcctaaaat gtgttatctt aaacatgaaa aggtacactc 660 

ccaatgacct acaatacatc aaatctttcc atttggtaac tcactcattt gttcatctat 720 

tcatttcttt tattatttca acatgttaaa ttgctattac agttaagtta catattaact 780 

ctaaaggctt cttttgctgt actgtttaaa aacacagttt taaatttctt tatgaatagg 840 

tctatattca gtcattcaaa agatagtttt ctaattctta ctgttcaatt cagattcttc 900 

acagatgcgt ataaaaataa aaacatattt aaatatcctg ccaatttgtg caatatataa 960 

tgtagacaaa cttcattggc ttcttcagtt agtgaaggag a 1001 
<210> 143 



<211> 1001 



<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP10966, T501C 



<400> 143 

attgcttgag gccaggggtt caagaccagc ctgggcaata tagcaagacc ccatctctaa 60 

aaaaaataaa aagaaaacaa aacaaaaatt agctgggcac tgtggaatgt acccatagtc 120 

ctagctactc agaagcctga ggcaggaaga ttgcatgagt ccaggagttt gaggttacag 180 

tgagctatga tctctccact acattccagc ctgagtgaaa gagtaagacc ctctctctac 240 

gaaaacagtc tgtcaattca tattcacata ctttttcttt taaaaggcaa ggctacatat 300 
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aaagcaacat ggacgcaata tttatttttg ttttttaaaa tgtcacaaat tcttttagta 360 

aatatatatc ttagagaata taaaacaaat taaatcctaa ttagctttta cttcttttgc 420 

tttggcatga atggaaatat accaatgttt ataaaaggac caatcaatca gtaaccttat 480 

acttgatggg gtgaaataaa yagttctggt acaatataga tcttctgtcc aatttgtatt 540 

ttggactgtg ygccaagaat aatgctcaat cctttttaaa gatccttttg gcttctactc 600 

cttcatayac ataagtctga aaggtgttaa caaacagaag aatttatctt taaggtttac 660 

atctaagtta agaaaaagta gtattatagt tttatactat atgagtttat actattttta 720 

tattatatat tcatatatat tatatgagta tgagtttata caattttttc ttgtacttga 780 

tagcaagatt tatacagata tgggatacag ccattttaaa acacatgttg gtttgtagtc 840 

atttatattt tcagttaaaa taggcattga ttatttgaca tatataagtt gtctttagta 900 

aataggcatc agaaaatagc tatacaatat ttttaaaatc agtaagattt atgagaaaag 960 

aagtagtcag tttactgaag atctggctca gcagtgacaa a 1001 
<210> 144 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNPHOOO, C501T 



< 400> 144 

cctcccacct cctcctctgg ccatcgtgcc ggacaccaga ctcgggctgg accagccccc 60 

aaactgcatc cttctggctg tgggactggc tcagggaagg gcctctttgt gctgggtgac 120 

tcaagagtcc tgctttggga cttttctatg ggagctgatg ggaagaagtc tccgctctgt 180 

ggtgccagca tgagggctgg aagctgccct cactcacgcc gtcctttcca gggattcaga 240 

gccggccaga aggagaggca cggccagaag gcacacggag cctccacagt tccagcgata 300 

cccatgccca ggcccaccgg gccctccact ttccaggacc aggtgacatc agtttatcat 360 

gcccctggcc ttttgcttta aggcagttca agtaacctac atctgacaga accctgagta 420 

gcacccggcc atttctgggg accctcaaac ccgacctccc tggacagctg gggccaagcc 480 

tgcaaactty ttgatattcc ytcgatatca caaagaccct cagaaaacat cctcggcgac 540 

cacacaggca cgaggatgac gctgcacaga gaaggagcca ctgggcaccg ggcggccccc 600 

ttcccaaaga cccacagtgt gggggcacac accacgatca tcatgtagcg ccggccgccc 660 

tggtgcagct cctgcaccat ggccgggaag tcccggaagc catccttgtt gaacgtgaag 720 

tccctccggg agtccatgta gtccaggtcg ttccaytgga cgtcctgcag ccacaacacg 780 

ggaccgtctg ctggggcctg aggagacgcg tcccggccag ccccttgcct cccctgccac 840 

caccccaact caccaggggg aagtgggccc tggtcatgtt ctccaccacc tggcgggtga 900 

tagcggtgga ggagtagccc cagcggcaca ggtggaagcc caggccccag tatggcggca 960 

tgaacgggta tcctgcaggc caacgccgac ttcatgaggg a 1001 
<210> 145 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNPHOOl, C501T 



<400> 145 

aggcacggcc agaaggcaca 
accgggccct ccactttcca 
ctttaaggca gttcaagtaa 
tggggaccct caaacccgac 
attccytcga tatcacaaag 
atgacgctgc acagagaagg 
agtgtggggg cacacaccac 
accatggccg ggaagtcccg 
atgtagtcca ggtcgttcca 
gcctgaggag acgcgtcccg 
gggggaagtg ggccctggtc 
agccccagcg gcacaggtgg 
caggccaacg ccgacttcat 
agggagcagg ccctacccac 
cccaggaaga tgtagacatc 
ggctgcagga ccacatctgg 
tggagggctc tgcaccccac 
<210> 146 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11020, G501A 



<400> 146 

ttttttgtgc caaaaatgtg gcaaaccttt ctatggggaa aacgatagaa atggcactta 60 

accctaaccc attggacata atctattatc tgtttttact aaaatccact gaacctgtag 120 

aaatcttagr ttaatcagaa acacactctt ttcttgtgct tctcaataaa taattgaatt 180 

gtttttgccc aggaattacc cctgagcaac taaaatgttt accttcctgc agttataaaa 240 

atctcggtgg gggttgtttt tcagctcctt taactcgtcc atctcgttaa gcatctgatg 300 

gacctggaac ttsgaggaga ggaacttcag gcgccggtgg gtataggtct tactgtgaaa 360 

aataaaatca cataattcca aaaagtttca ggcattcaag aaaaacagtc acaatttcaa 420 

aactatcagg acctttatca ttcataggaa ataattrttg gaacaaacct tttagtttac 480 

tctgcagtta atcccactga raagtagtgg gctccaaagg cttaatcttt tcaataatgt 540 

tggacataag aatgagggag aacttkgaaa ggtatcttaa aactcaatgg agagagtgtt 600 

attcaaagtt tggggtcagc agattcgagt gtgaatcctg gctcagccag ctgtgtcact 660 

ttaggcaagt tacttaagtc atcaaagtct cagctcataa aactggaatt atgaaaataa 720 

ccacctcaca gtgaaaagtg taagcaataa aaggaacaat gtgcatgaag ggcttaatac 780 

agtgtttgaa catagtaagc atttagtaaa tacttagtct cactatcagt agaagtagta 840 

ctagttgttg tttaggtctt gtagtactag ttgttgttgt ttaggtctca ctaaacactt 900 



cggagcctcc acagttccag cgatacccat gcccaggccc 60 

ggaccaggtg acatcagttt atcatgcccc tggccttttg 120 

cctacatctg acagaaccct gagtagcacc cggccatttc 180 

ctccctggac agctggggcc aagcctgcaa acttyttgat 240 

accctcagaa aacatcctcg gcgaccacac aggcacgagg 300 

agccactggg caccgggcgg cccccttccc aaagacccac 360 

gatcatcatg tagcgccggc cgccctggtg cagctcctgc 420 

gaagccatcc ttgttgaacg tgaagtccct ccgggagtcc 480 

ytggacgtcc tgcagccaca acacgggacc gtctgctggg 540 

gccagcccct tgcctcccct gccaccaccc caactcacca 600 

atgttctcca ccacctggcg ggtgatagcg gtggaggagt 660 

aagcccaggc cccagtatgg cggcatgaac gggtatcctg 720 

gagggaggga ggagggagcc ttggggcggg ggccgcggcc 780 

aacgtccagg tactgctgca ccacgctctt gggctctggg 840 

caggatccca cctgtcgacc tccagctaag ggcagggctc 900 

aagggaagca gctctggggt tgggggacag attcttcact 960 

agatgggcca atcacaggcr g 1001 
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acacaggtcc ttgagcaatt aaagcaagta aaaaattcat atcgtctaag aaggtgtcca 960 
gatttgggta aggaagtggc ttaggctcat ctttgctgac t 1001 
<210> 147 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP11073, G501C 

<400> 147 

aggggtagct tccgagtccc tacttggcca agggccggca cggaggggct gtcgatctac 60 

tgggcaccta atagccgcac attctgtcca gtccctggcg ccggaacgtg aaggcccggg 120 

tcctggctgc tatccgggat ccggacgctc ccttcggctt cggcctggtg ctccaggccg 180 

taaggcaaag gcggcggcag cagcagcggc agagaaagaa gctgggtaag gcagtgacgt 240 

catctgtggc ggcccctccc ccgcccgcca gccctcaccg cagttcctgc ccaacgacat 3 00 

ccgggtctct gtagctgcgc gccgcgccgc agctgtagpg gcggcggagc cagcggggcg 360 

gggcgagcgg aggggtgggg gaggggcgac gcggtcgtga gcgcgcctgc gcggggccgc 420 

gctagaggcg gcggcggcgg cggtggcggc gctagggacg ggagcgcgcg cgggagctag 480 

agagcagtgg tctcggcgct sgtccggccc gcagcttcgg gtcctcaggc ggctgttgct 540 

ccggaacggg tggttgggga ggggggggtg gggggactct agacagctga ggcgcgaaag 600 

cgatgagtcc tcggctcttc ctcctccttc tccgggaccc gctctctgcc tccctctcca 660 

acgcccggat gatctgagcc gcgagggcgc cgacagccgg gggcccggac gcagcccggc 720 

tcctcccctc ctccgcccct tccccagcct gacctggccc gccgctgcag cggtgacccc 780 

tcccccggct gccgccgtcg ccgccgcggt gaccccctcc ccggctgccg ccgccgccgc 840 

ctcggccgac cagggacctg. cccgcctgcg gctgctccgg gtaagtgcgg cgctcgggcc 900 

gacggcgggc tggcgggcgg tgcgggcctg cgcggcggcg gcggcgggca ggcctggggc 960 

ctgtaaacaa gccgggcgtc tgcccgggcg ctcccgggag g 1001 
<210> 148 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11192, A501T 



<400> 148 

gaactccata ccattttttc aaacgaaatt tttatttatt ttctcttatc tagctatgtt 60 

cactttggaa aatgcacaat gattttattt ttctgtaacc gccttggtct aaagctgctt 120 

ttttagtaac atttttcttt ttctatttct agcaaatgcc agatgttaat gtaagctggg 180 
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atggagaggg cccaaagcaa ctgccattta ttgacatttc agtggctgtg gcaacagata 240 

aaggcttact tactccaatc ataaaagatg ctgctgctaa aggtatccag gaaattgctg 300 

actctgtaaa ggtatgtctt aagaaagagt gtgctttcaa aatgttagca tatacttttg 360 

gataattact ttctgataaa gtrtgtgacgt aatctagtca gactgtgatt tttgtgtgtg 420 

tgaaggggag agttatttca tcaagtgatt gtcacatata tataggtttt taaagttttt 480 

atccaagtat gacccattgt wagaaaattt aatattcaaa aattaagaga taatatataa 540 

acaaattagg gaacaacttc atgctaaaga caagctttafc tttccaaagt ccagaattca 600 

gccataaaga tgctatatca ggtaggtttt aaagttgaag ttaagctgaa actgtatttc 660 

tatggacctc aatattaata acattttatt cttaaagtgt atttacttct tctctaaaat 720 

tgagaccatt aaaagaactt agcrgccagg cgcggtgtct cacgcctgta atgccagcgc 780 

tttgggaggc cgaggtgggt ggatcccgag gtcaggagat tgagaccaac ctggccaacg 840 

tggtgtaacc ccatctctac taaaaatacg aaaattagct gagtgtggtg gcgcgtgcct 900 

gtaattccag ctactcggga ggctgaggaa caagaatcac ttgaacccag gaggcagagg 960 

ttgcagtgag ccgagattgc gccaccgtac tccagcctgg c 1001 
<210> 149 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) • . (501) 

<223> baySNP11248, C501T 



<400> 149 

ggcgcaccgg gggcgcagag ggcgatgcta gtagtctgga cccaaaggac tgcaggaagg 60 

agaccgygag gaagcgtctg tgcctgggra gccccagctc ctgcttgggc caggcagcca 120 

gcacctacct gatcccgggg aaccggagtc cggcggcggc aggtgagctg tagacgctgc 180 

tgtgcatgat tatcccatag accagcaggg ccagcctcgc tccgctacac atggtcattc 240 

tgcgcaggat gggaaagagg acacacagct gtgagaacgc ccctggcctc ccaccctcca 300 

accccaaaaa gctctggaag ccgggggagg gacggagcga agccccggct ccctgagttg 360 

aacagcactt ggcgacagcc ggtgcgcgcc ctgccacttc ttgcttgcta tagttagaaa 420 

aawatatata tatatgcatc tacccggcgc ccaataacta gccagacccg gctgaaggaa . 480 

agctaactcc yctgacgcga ygccaagcga aagaatcagc agtcgagtga gccggtcgct 540 

ttggtaagat tttccctccc ttacccttca actcctcccg ctgccaggag agctgccagg 600 

taggacggcg ggcaaagcgc ttcttcaagt tcctgcgctg gagtcaccac ccgagaggca 660 

tcgccgtctg gcgttggtgt ctgagcagaa gccgcaggaa ccagcgggag cagcaggagg 720 

agctgcggga ctcgtttgcc gaggctcgtg ttctgctcaa aagtttgtag acgcgcagaa 780 

ccaggaggga gcgtgacacg gagagaaggg ggcgcagaga gagaggcaga agaaagaaag 840 

agggggcgat gaggtgaags gcggaggagc aaggtggccg taagtccacc cggaggaaga 900 

agcaggcgat taagrgaaag agggaaagtc agaaaagaag gggaggaagg caagggagag 960 

ggcgggcggc tagcccgcct ttgtaggagc cgcgggccag g 1001 
<210> 150 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP11410, G501T 

<400> 150 

taaatagggg ttgaatgaat acattaatct ggtgtgccac accttgggct aaggtcttgg 60 

agaacaaaga gaaataaata gtccatcccc tcaggaagct cacagtctga ttagagaaac 120 

atatatgtaa aggaatggtt atggaacaaa aggaaagtgc aatgtgcttt agaaacccag 180 

ggaaggggac caggtgtggt ggctcacacc tgtaatccca gcacttgggg aggccaaggt 240 

gggaggatca catgaggcca ggagtttgaa atcagcctgg gcaacagagt gagacctcgt 300 

ccctacaaaa aaatttaaaa attagctggg catggttgtt catgcctgta gttccagcta 360 

gtcaggaggc tgagacagga ggatcaaagg agcccaggag tttgaggctg cagtgagcta 420 

tgattgtacc actgcagtcc agcctgggca acacagtgag gcaccatctc taaaataaat 480 

aatactagca ataataataa kaagaagaaa aagaagtagt aggagaagaa acccagggca 540 

ggggacagag gatgctgcct ggggaggccg gtgcagtggc actgagggtg gagatggatc 600 

ttgtcaggca gaggacacag ggaggcaggg gctgtgcatt ccaggccaag gcacagcaca 660 

ggcccagcaa ggagttgtga gaaggaatgg tgggcagcgt ggaatggctg caatggatga 720 

gaatggatgg aaggtaggac cctgtgagca ggaggtcagg ggagggagca ggtgtgccac 780 

tgacactctt tctgcctgca caggtaaagc aaatgaaatt gaaggactcg cgcatcaagc 840 

tgatgagtga gatcctgaac ggcatcaagg tgctgaagct gtacgcctgg gagcccagct 900 

tcctgaagca ggtggagggc atcaggcagg gtgagctcca gctgctgcgc asggsggcct 960 

acctccacac cacaaccacc ttcacctgga tgtgcagccc c 1001 
<210> 151 

<211> 1001 

<212> DNA . 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11448 / T501C 



<400> 151 

tctttttaaa tgcaactatt cctggaaggc aagaatatct cacaccttct aagatactgc 60 

cattttgcca ggagtttgtt tcacacttga atttcaagst tggcctcttg tttagaggca 120 

gacctaaagg aatggtcgga aaatgagaga ggaggtcttc ggataaatcc ggtgagaggg 180 

accaacttca ggaagggtgg cttttgtgga atccagatgg aaacctgagg gaagggatga 240 

tattaaagaa cagtggcccc aggtaaaaca tatggcaccc atgtrtaagg tgattcttag 300 

aatctgtaga ggtgtctttc gtggtataga ggttgaggca cctgtgcttc aaggaaacct 360 

taactcttca aaatcaggca atgcgtatga ggtaaagaga ggactgtggg accataatct 420 

tgaagwcasa gacaggcttc actcatccct gcctcctgca ccagtgggtt caaggctctg 480 

tcagtgtccc ctaggggcac ytcaccacyc ccagcttctt cagctctggc ctgtcctgct 540 

gcctgcaagg gttttgctta attctcaatt caatgtctct tcatctttta gyagctgtgg 600 

ggttttgttg ttgttcttct gtttttgctt agtatctgac tactttttaa ttataaaawg 660 

agatgtatct aaacaaaata gagattgtta tcagaagttc acaacattta ttaaaaattt 720 

tttcacctgg acaagagtct aaagcagcat aaaaatatgg tctgctatat tctaaaccat 780 

cagtcttaag agate tgtgt ctcagcttaa gagaaaatac atttaataga cagtaacaca 840 

aataagaaaa aaatctgacc aaggatagtg ggatatagaa gaaaaaacat tccaagaatt 900 
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attttattta tttatttatt tatttattta tttatttatt tatttatttt tgagacacag 960 
tctcgctcag ttacccaggc tggagtgcag cggcgcaatc t 1001 
<210> 152 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11450, T501A 



<400> 152 

gggggtttca ccgtgttgac caggctggtc tcgaactgct gacctcaggt gatctgccct 60 

ccttggcctc atctgtcttt ttaaatgcaa ctattcctgg aaggcaagaa tatctcacac 120 

cttctaagat actgccattt tgccaggagt ttgtttcaca cttgaatttc aagsttggcc 180 

tcttgtttag aggcagacct aaaggaatgg tcggaaaatg agagaggagg tcttcggata 240 

aatccggtga gagggaccaa cttcaggaag ggtggctttt gtggaatcca gatggaaacc 300 

tgagggaagg gatgatatta aagaacagtg gccccaggta aaacatatgg cacccatgtr 360 

taaggtgatt cttagaatct gtagaggtgt ctttcgtggt atagaggttg aggcacctgt 420 

gcttcaagga aaccttaact cttcaaaatc aggcaatgcg tatgaggtaa agagaggact 480 

gtgggaccat aatcttgaag wcasagacag gcttcactca tccctgcctc ctgcaccagt 540 

gggttcaagg ctctgtcagt gtcccctagg ggcacytcac cacycccagc ttcttcagct 600 

ctggcctgtc ctgctgcctg caagggtttt gcttaattct caattcaatg tctcttcatc 660 

ttttagyagc tgtggggttt tgttgttgtt cttctgtttt tgcttagtat ctgactactt 720 

tttaattata aaawgagatg tatctaaaca aaatagagat tgttatcaga agttcacaac 780 

atttattaaa aattttttca cctggacaag agtctaaagc agcataaaaa tatggtctgc 840 

tatattctaa accatcagtc ttaagagatc tgtgtctcag cttaagagaa aatacattta 900 

atagacagta acacaaataa gaaaaaaatc tgaccaagga tagtgggata tagaagaaaa , 960 

aacattccaa gaattatttt atttatttat ttatttattt a 1001 
<210> 153 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11456, T501C 



<400> 153 

acctttaaga tgtttcacaa aggggaggaa ggaagaagga aagtaagaaa gaccacactg 60 

agatcctatg aggccattga gtgtggaaac gctgcattca aatgtgccct ctgctaacaa 120 

gggaaactat ggcttcctca caccgactcc tgagagttgg gaaggtggag ggaaggatgg 180 
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tacatgacca agcctgccat 
gctcctgaca cactggagtt 
gggccaggcg tcactgagac 
ccgggctgca ctcggacccc 
gcatctccag cagcaggtca 
gttccatgcc cttgttacta 
ccacaggaac cccgaagcct 
taaacccact cttcccccag 
atttaggctc aagggcaagg 
aatggcctga cacataggac 
tcactgtgaa cactgaatcc 
tctggccaca tcttcatcag 
aaagatgcct tatgtgataa 
actataactc acacccgagc 
<210> 154 

<211> 703 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 

<223> baySNP11462, C501A 



<400> 154 

aaacagcgag taaaattaaa tcaaccttat cttcctaaat agaagtccac tcaaagtttt 60 

ttcacaaaaa tgacattcac ttgacttaat attgtccttc caataagaat aacacgcagg 120 

gtgttagagg gcagttgttg gactcctctt cagcaaataa aggagaccag ttagagctta 180 
gcttggtctg cccaggaaag gaggaacgca gcttgctgac atggctaagg aatgccaatt . 240 

aatacatttt aaaaccccta tcatcttgcc tgagacgtgt acatcttccc aggccctcaa 300 

agttcaatca gaaagtgtat tcaactccat tgtcatttca cccatagtgg ggaagtccat 360 

cgaggaaaac catagggaaa taaaatgttt ttcagttatt catattagca caatcaaccc 420 

agagctcacg gcacaaacta aataagttaa cttgccagtg tcttgaatga agacatttaa 480 

tcaaagcatg cattttccaa mtttccagta gctttcagga cagttggttt tggtgatcgt 540 

tttttggtct tttattgttc tcaacacgac tggtttctca ccgcaggatt tcaaacaaaa 600 

tgagacaatt aaaccacacc tcgagcgaag gggcgcttac cttgcagata aacacaccgg 660 

ccttgccttc tctaaaatgc ggacacgtgc ttttcccgca tta 703 
<210> 155 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



caccaaatga gggaccacac agcagaaaga tgaagcccag 240 

cacgcttcag cytgtgacct ctgtgggcca gttcacctca 300 

tgtgggttct gggagccctc tttgctttta ctgtcctctg 360 

gtgatggagg acttgcaccc gcgaagcacg tgggcattca 420 

tacactggga ccacattttt gcacttcatg ttgagcagat 480 

yggggacaaa aaggtgctga gattccctcc tccgaggcag 540 

tccccggctc tctttgctca gagccagtct accccacccc 600 

cccatttatc catggctygt gcatccagct ccccctgata 660 

acgatgtctt gtcagcctst gtgtcccacc acacacctac 720 

aatcaatyct cattrtttgc ggtaattatg ttccgtaaag 780 

tcactcatag gggaaataca gggttaggtt cctgcaagcc . 840 

ctgatcaata caaaaccttg ttttatgtgt gtttctttct 900 

ataccattga ctcattaaca ttgaactcat ggccagcagc 960 

aaagcttaac acatactttc t 1001 
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<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP11483, G501A 



<400> 155 
ctcacacctg 
ggtccaagac 
tatctgggca 
atcacctgaa 
cctgggtgac 
tgttgcactt 
ttttgttgct 
atgagtcatt 
tgatggagtt 
acagtaggag 
tcagccttct 
atcagrtcta 
gtcttaagca 
gatgctccag 
ctaagccttc 
cccacrctta 
tctccctgtt 
<210> 156 



taatcccagc 
cagcctgggc 
taatggcgca 
ctcagaaggt 
agagcaagac 
gtttgaagag 
gtttgagcct 
tgcatttccc 
gtccttgcag 
aggtggaggg 
gccctagatt 
tctcttaggg 
ggacagactg. 
ataggatggt 
cctsatattc 
tcccattcca 
cccaacacct 



actttaggag 
aacgtggcaa 
cagctctggt 
tgaggctgca 
cctgwctcat 
tccactatat 
catttagttc 
ctggrcccag 
ragcataagg 
agatcagcgg 
ctctgtgcat 
ctcgagtgcc 
aggagcctct 
gaccctacca 
attccaggcc 
aagtctcact 
cactgtgacc 



gccgaagcag 
gactccatat 
cccagctact 
gtgagctgtg 
taaaaaaaaa 
ccctcccctg 
ctagtgagac 
tgtggatccc 
tgaagaagga 
agggaggaga 
cctttgcatc 
taactccctc 
gtcttttggc 
ggcacgtctt 
tgacaccccc 
ctccatatct 
ctgactctca 



gcagatcact 
ctacaaaaaa 
ctggaaactg 
tatgcaccac 
aaaaaaatcc 
tttaaaacac 
tgagcatttt 
tatttactta 
ggaagttgga 
ggaaaaggag 
cttcttgtct 
ctcactcacc 
cccggaagar 
ctgctccagc 
tccctgagcc 
ggtcccagct 



tgagctcagg 
ttttaaaaat 
aggttggagg 
tgcactccag 
aatcgaaaaa 
ttctgagtta 
tcatgaggtt 
ctgaagcctc 
ctttgaggaa 
gccccagttc 
tctctgctga 
tgcctggaga 
gatcttagat 
cttatagcta 
tcaccactcc 
ccatgttgaa 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11531, A501G 



<400> 156 

gtcctgcaca cgcgggagga agcttctggg gcacatgagt ttgtgagctc ccgggttcca 60 

caaagctcaa gggactttgt gtgggacttc tcagggcctt tcgtgtgccg gtgtgtactg 120 

tagaacgggc attctcagga acctcttttc tgtggaacac ttcatgggat tggggttcca 180 

gagcctgtca ggatgggtck gtgacatgct gcctctgtag ggtcccacca ggggctgggg 240 

aaggggcgag ccccgtgggg cGtggagaca gctgagtgac tgtgtgcctc ctccccaggc 300 

tggaatgagc tgctcatcgc ctccttctcc caccgctcca tcgccgtgaa ggacgggatc 360 

ctcctggcca ccgggctgca cgtccaccgg aacakcgccc acagcgcagg ggtgggcgcc 420 

atctttgaca ggtgggggtg gtcccgggag gggcgagggc gcttcggtca cctcygccac 480 

caggccagct gagttcagcc rccttggccc cggtgcacat cctgcctagt attatttcag 540 

tgcatgaagg gtgcacacat ggaaaaagag aaaagcatga ggaggaggct cagagccctg 600 

tgccagccct gcctctgggg catctgtaac cacagggagc acttggccta tctccctcca 660 

tctcttcttt tttcacgatc ccatgtattt atccgtggga aggaaagctt cgtttctttt 720 

taaagtgatt ataccgtaga tgcagttttg taaaagtgtc aattccagtt ggcatgtcgc 780 

aggctgcttg aggctggcac ggtaatgccg tggcagcccg gggcgtggtg cggcctaacg 840 

cctgtccccg tgcaggcagg ggtgtcggga ccgcagtgct tcacacctcc cagtggagca 900 



WO 2004/067774 



PCT/EP2004/000539 



-95- 



aagggctgca cctcagccac ttctcagggg acacactgga ggagcacjcac tggctggagg 960 
gcccaccctc gtccgggcct gggtggtccg tgtccgttca t 1001 
<210> 157 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11536, C501G 



<400> 157 

gccacctaga agtctccctg cacagcctct agtgtccggg gaccttgtgg gaccagtccc 60 

acaccgctgg tccctgccct cccctgctcc caggttgagg tgcgctcacc tcagagcagg 120 

gccaaagcac agctgggcat gccatgtctg agcggcgcag agccctccag gcctgcaggg 180 

gcaaggggct ggctggagtc tcagagcaca gaggtaggag aactggggtt caagcccagg 240 

cttcctgggt cctgcctggt cctccctccc aaggagccat tctrtgtgtg actctgggtg 300 

gaagtgccca gcccctgccc ctaygggcgc tgcagcctcc cttccatgcc ccaggatcac 360 

tctctgctgg caggattctt cccgctcccc acctacccag ctgatggggg ttggggtgct 420 

tcctttcagg ccaaggctat gaagggacag ctgctgggac ccacctcccc ctccccggcc 4 80 

acatgccgcg tccctgcccc sacccgggtc tggtgctgag gatacagctc ttctcagtgt 540 

ctgaacaatc tccaaaattg aaatgtatat ttttgctagg agececagct tcctgtgttt 600 

ttaatataaa tagtgtacac agactgacga aactttaaat aaatgggaat taaatattta 660 

agagctgact ggaagctgac tcagttactt gcatgttttt cctggggctk acagggctcc 720 

acgcctcctc cacatccagt actggagggc aaaggaggct ttgggctcca aaaccctccc 780 

ctgcctccac ctcgctttgc tcaccgcttg tcagtcaggt ggacgactat gccatttccg 840 

ccctgcagag agaatttggg gtgtgagggg acaaaggact tgtggtgccc tggcctcacc 900 

tggtggagca cttggggtct ggggaagggg aaggcccctg gaggaggcgg atgcaggact 960 

caatagatca aagccagttt ttcat caeca caagagatca c 1001 
<210> 158 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) - . (501) 

<223> baySNP11537, T501C 



<400> 158 

caaccactga aaggatggga ctcacccctt 
cttgggcctg agtgctgata gggacagggt 
tctccaggtg ggctggagag ttgggaaaag 



caggaacagt agcacagcag ageegtgatt 60 
cggggatggg aggcgtgatg catatctgga 120 
cccctcaagt cattccaatg tgcttcctgg 180 
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agactcagaa cagaaggcag cagaggaggc agggaagggt ggcacagtga tgtgtcacct 240 

ctctagttta tggagcctgc tccgaacccc acaaacccac tacaagagcc aggtgggaag 300 

ggtgataggg caggtgactt gtgatacaag gagcagagac catggtatag cactgcagga 360 

actagggaag gagcaggagc agaagaaccc cctccatgac agcagccccc aagcgtgccc 420 

cactcgcacc atcctcttcc ttgtcactgc ctcccctgac ctcttcctgt cttctcctct 480 

gcccaggctg atgggaacca ycctgtagag gtccatctgc gttcagaccc agacgatgcc 540 

agagctatga ctgggcctgc aggtgtggcg ccgaggggag atcagccatg gagcagccac 600 

aggaggaagc ccctgaggtc cgggaagagg aggagaaaga ggaagtggca gaggcagaag 660 

gagccccaga gctcaatggg ggaccacagc atgcacttcc ttccagcagc tacacaggtg 720 

aggagaggac tggcagggga cacggggcag aggaggcaca gcccagtgca gtggggatcc 780 

tggccctctg caaacgccat catgtggggc gcagagtagc agagtgctga aggactggag 840 

ccggaagcct gggttcacgc ccagtgcggt ggggatctgc tctgccactc accagcagtg 900 

gggcctggag caagctgcac cacttccttc tgtaaaacag gccaaaggat ggtaggtgat 960 

gtggatatgg gctttcgtga gaattaaatg agtgggcatc t 1001 
<210> 159 

<211> 1002 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> misc_feature 

<222> (656) . . (656) 

<223> Unsure 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11558, T501G 



<400> 159 

agcaaaataa acaggagtcg catcaccagg gcgccacgac cccatccccg cctccttcct 60 

ctgtcctatg ctatcaataa ataagtttcc cagccccaaa taattattag aacctcctcc 120 

ccatgtgcca gctccaacct ctgctaggta tgatacaggg ggcggcccta cccctggaat 180 

atacaaaatg ttacacagat acaatatgta cactggggaa gcagggccac cccagcagcc 240 

cgtgccctcg cctggtctac agttagcccc actgtcctgc ctcagctgcc tctctgtgta 300 

agaagatggg agcccccctg agggaaaaat tgctttggtg agagtaagga ggccatgagg 360 

cctcttccaa agaggccaat tatatgagcc tctggctatt aaataacaat catcatcatc 420 

cagaaattta aggagtcagc cctggccaag gtggctaagg gtctacacat ttgtctcccc 480 

ccattagaca ggggtcttat ktgctactgt aagagtaaag ggatgactgg gaaggggtgg 540 

caggsacatg atgggggcgg agcctccggc cccacttctc caggctttgc tgacagtggc 600 

ctgcttttta aaatttttat cctgactttc tttaatccca taactttttt cataantttt 660 

tttttttttt gagacagagt ctcactctgt cgcccaggct ggagtgcaat ggcgtgatct 720 

cagcccactg caacctccac ctcccaggtt caagcgattc tcctgcctca gcctcccgag 7 BO 

tagctgggat tacaggcacg tgccaccatg cctggctaat ttttgtattt ttagtagaga 840 

cacagtttca ccatgttgac caggctggtc ttgaactccc aacctcagcc tcccaaaagt 900 

gctgggatta caggc'gtgag ccactgcacc tggccttttt tcataacttt tataccataa 960 

gttacccata acctttttta tcccataact ttttttaatc cc 1002 
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<210> 160 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11585, G501T 

<400> 160 

cagccacccc cagacatgca agcgagccca gctgaaacag aagaaccacc cagccgagac 60 

agaagaaccg cccagccaag cccagcctca atcactgacc tgcagatgca tgagcctaat 120 

aaatgattat tgtttgaggt cactgatatt tgaggtgatt tgttatgcag cattattttg 180 

tcaatagata actgatacaa actcatataa aaggccccat ctgtttactc gcatattcag 240 

gtgttccaac acaaccttgt gaaacaccca ctctgtaacc agggatagag cttcagcaaa 300 

gccttcgtga agcccacagc tcakaagaga gagaaagatt aagacccaag tgctcactac 360 

acgtgattaa gtgaagagcc caggcatagc ctatggcaag agcacacagc caaggcttga 420 

gagatcaagg aagtcttccc ggaggaggag tgatcaaaat agaggcccga agaagaaggg 480 

ggagaagaca gattgggggt kgcatccagg caggaacaga agaagttccg ggtggaaaaa 540 

acaaggataa atgccgtggc tgggtggcgg ggagtgcgtg gatgtcacag cctggctgct 600 

tggaagaatt gcaaggcctt tgggaaattt gtgctggagc cggatcatgc agggccctgt 660 

gccccccatt tcagagctgg gaccttattc tgagggcctg ggggatttta gccgggagct 720 

acatgagcag atttgcactt gagaaagatc actgaggcag cagtgcagaa gagatgtcag 780 

ccgagcatgc aattaagcag ggcagtgaga ggcgaggtcc ctcctccaca ctgcagtgca 840 

gatgcccccr tcaccaggag tcgccagcag gcgaccggct gtctccgctg ccctttccaa 900 

agctggctcc ctcttgggca gcgatgcaga aacggaggtt gacyaagggt acgccrctcc 960 

atcattagcc cggctcccca gggactcacg cagtggcagg a 1001 
<210> 161 

<211> 501 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (328) . . (328) 

<223> baySNP11594, C32BT 

<400> 161 

tgagtgagag ggtggtgtga ggaggcacag gcaggtcctt actaatcaca cagcatcaga 60 

gctgccaact cgagtgtcga cagcctttcc tgggcacacc ttcctgaact cactctgaag 120 

ggagggaggc tattaggaaa gaaatataag ctgaaaatgc ccccgaaagg tccactcaca 180 

gaaaaccaag agctggccac caccctgcca gcagtggtga cgggaatcat gccagtgact 240 

caggcagcag ccacagctcc aaagtcctgg agccggcccc gcccaacaca ccggatgcca 300 
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caaagcacca cctacctgag catactgytc cttgagtgga ccagagagcc ggaggacagc 360 

acagacatca gctccaagtc tgcaggacag ggagatcaga atccagttag cctagaattt 420 

ccaggagctt ccatgtccca gaaagggagt caagaggcct gtgttgaagt cccatttcta 480 

ctactggtat tatgtaactt t 501 
<210> 162 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11614, C501T 



<400> 162 

tagtttttaa tcagatactg gaatatggaa ttttcaaaat cacaactcag aaaaatgacc 60 

gctcacaggc cttctgtttt atatttattc ttccttttta gtattctcca aaattaatca 120 

tcatcgtaca tgtgtacatt tattcttatt attaccacaa gagccttctg atgatcgaga 160 

ggagagagac cctcagttca cctctggaag ggaagttgtt gtacatgagc acagggagga 240 

atcagtctca agagccagac ctcctgaaaa cctgcagcgt tgctgagaga atcagcagct 300 

ttactggctg aacagcagct cgggttagcc catcccgtgg ccaggtcatt tgctggctcc 360 

tccgcagcca gcttccattg ttgtctaggc tgacagctcc gccctactca tgacgtgact 420 

ctctctatgg gattgtttct ctcctttttt ttttttacat tcagttttca gaagacagaa 480 

tggaatactt ctcattcatt yctccagcaa agtgcccctg gtgggcagag ctctctctcc 540 

caggccttaa ctggcctaaa taaagtgggt ggcagctgcc ttccagacag atgccagcct 600 

ggtactaggg tagtatgatt gtgtgataca aagctgccaa tgtatgcatg tctgaccatt 660 

ttttcagatg ggattgtagc taggcaggta cagcatagcc ttttcatgtc cagcataggg 720 

tcttaaaata taaaaccaca tgcaataaaa taacaaggta taaagggaaa gtcagggcca 780 

aaaaacaaga taattccaag ttttcaaata tcagcctaaa taaacttatt gtcgttgagg 840 

tgaaatttgg ttctaagatt cctaataggc agggcaaaca gggaaacatg ataaattgga 900 

gtatatagtt ctcacaatca aaaaggaaga aatactccag ggaaagtcaa gatatttcct 960 

agtattggtt ctaaaggaag tattttacat actttatata c 1001 
<210> 163 



<211> 801 
<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (301).. (301) 

<223> baySNP11631, A301G 

<400> 163 

tcttccaaga ccccaggagc aagccaccca gcctttctgc tgaggcccag aaacgcatgc 60 
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tgaaaagcta actcgcaagc tttttgtttt ctgcacattt tagcttttgt gaaatcctgc 120 

tgcgtctccc agctgatctg cccatttagt gtaggatttc atttcaacct tccccacccc 180 

ccaccctgaa aagctgctcc ttaagctgag ggtcttttga tgaaagttgt tttagagttg 240 

aagaaccagc acacttgacc acctgacttg ttaactgaga gactgcctca gaaactgagc 300 

rgaaagtaaa caaagagatg gatgacaagt ggatgcatgc tgatgagaga atgcatagtg 360 

aacagccagc gcatcagctg tcctgttgcc actctccagc tttttttttt cttttttcag 420 

agacagggtc tccctctgtt gctcaggctg tagttgcaat ggtgcaatca agtctcacta 480 

cagcctggaa ctctggaact cctgagctca agcaatccta gcctgccttg gcctcccacg 540 

tagctaggac tacaggcacg caccaccaca cccagctaat tttttttttt tt'ttttgaga 600 

gagcaagtct tgccctgtta cccaggctga ttctgaactc ctggcctcaa gcaatcctcc 660 

cacctcggcc tcccaaagtg ctaggattga ttacaggtgt gagccaccac ccagcctgca 720 

tccctctatt tttgaattaa aactttgctc agctgttgct ggagcccaaa tgggagggaa 780 

gccctgtgcg gctgccagga g 801 
<210> 164 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11637, A501C 



<400> 164 

gacaagaagc aaattttttt taaagaaaaa aataaacact ggaagaattt attagtgtta 60 

attatgtgaa caacgacaac aacaacaaca acaacaaaca ggaaaatccc attaagtgga 120 

gttgctgtac gtaccgttcc tatcccgcgc ctcacttgat ttttctgtat tgctatgcaa 180 

taggcaccct tcccattctt actcttagag ttaacagtga gttatttatt gtgtgttact 240 

atataatgaa cgtttcattg cccttggaaa ataaaacagg tgtataaagt ggagaccaaa 300 

tactttgcca gaaactcatg gatggcttaa ggaacttgaa ctcaaacgag ccagaaaaaa 360 

agaggtcata ttaatgggat gaaaacccaa gtgagttatt atatgaccga gaaagtctgc 420 

attaagataa agaccctgaa aacacatgtt atgtatcagc tgcctaagga agcttcttgt 480 

aaggtccaaa aactaaaaag- mctgttaata aaagaaactt tcagtcagaa taagtctgta 540 

agtttttttt tttcttttta attgtaaatg gttctttgtc agtttagtaa accagtgaaa 600 

tgttgaaatg ttttgacatg tactggtcaa acttcagacc ttaaaatatt gctgtatagc 660 

tatgctatag gttttttcct ttgttttggt atatgtaacc atacctatat tattaaaata 720 

gatggatata gaagccagca taattgaaaa cacatctgca gatctctttt gcaaactatt 780 

aaatcaaaac attaactact ttatgtgtaa tgtgtaaatt tttaccatat tttttatatt 840 

ctgtaataat gtcaactatg atttagattg acttaaattt gggctctttt taatgatcac 900 

tcacaaatgt atgtttcttt tagctggcca gtacttttga gtaaagcccc tatagtttga 960 

cttgcactac aaatgcattt tttttttaat aacatttgcc c 1001 
<210> 165 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11641, G501C 



<400> 165 

cagccgttgc accaccgtca 
catacgggtc tggcccaagc 
caggtcagtt tggtccacat 
gtcctttggc caagtatctg 
atggagataa cagtcaaact 
acatagcaat catttaatta 
atttagtatt gttattatct 
tttcatcttt gtgatattct 
tagctttttg cttactgttt 
cttaacgtct ttatctttaa 
aaaaaaattt taataagtct 
tatttgttgt aattactaat 
ggagtctcac tctgtcaccc 
gatctctgct cactgcaagc 
ctgagtagct gggactacag 
tagagacagg gtttcaccgt 
aaagtgctgg gattacaggc 
<210> 166 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11645, C501T 



<400> 166 

tggctttgcg ggcggtgtgg gtcaccagag aaagaggacc aggcggagaa ggcttaatcc 60 

9ggggatgag acacagggga gccgaccaga ggagggggac ccagaacgga aggagagtca 120 

ggctgggaaa caaggtagga gaagagggtc tgtcaacatg ggggcctccg gagggtgtca 180 

gtgggaggag ggggcaacag gacacctgar ggatggaagg gtcaggaggc agacacctgt 240 

aagaattgct ctcctttact gagcacctcc catgtggcta agcagcctcc tgtcactcaa 300 

caccctgcga ccccatacat ttactgtccc caatttacag atagggaaac tgggcccaga 360 

gggaccccga ggtcctagaa aggacagaag cggtgccatg ccttagctgg ggtcagctct 420 

gacagtctct aragtctgtg ctcttgacca ctgtgccatc ctcccccatc actgggtgtc 480 

cggggtgtgg atggtggtga ygttggaggc agagtccctc agcactccac gocgtagcgg 540 

tcgaagttgc ggagcagcag gccgatctcc aggtgcacgg tgccaccagc agctgtgtgc 600 

aggcgatagc ggtcggcccc actgtagatg gtgtccccat gcagcagctg cggcccacca 660 

cccacgaaag ccygtgccaa ctgttctcgc caactgccca ggggccgcca cgtggggcag 720 

gccagctggt gggtgcccgg gctactgggc acatggcaaa atccatagcc tgcaagctgg 780 

cagcggccaa agctgtcctg ggaccacacc tggaaatgga gccggggcca gcctgcagga 840 

aaggagasag aggggaaagg agggatgggt ggggaccaga ctcctgctga ttccccactc 900 



ggcacaggga gttgatgtcc tcttggactg agcagaagcc 60 

ccactgtata ctttcctgct tccacattgt tatacttctc 120 

attgggctgg gaagtagacc tccagggcca ggatgcccac 180 

ttttggccag ggggacagca gaggctgtag aaaacctgtg 240 

cccactaatg gtctgtagac aatttcctca aaagacagta 300 

attttctata ttttgaagct atgttatcag atgactacaa 360 

tttcattgaa ttgacccttc tatacttatt aaatatccct 420 

tggcataaag tttcctttcc tgacgtcgat atagctacac 480 

scatggtaca tctttttctg tcccttttta ctttcaactt 540 

catacatctc ttgtgatcgg tatatatatt ttagtccttt 600 

aacaatagtg gtgttttaat ttgagtattt catccattta 660 

atagttggaa ctaaatcttt ttttttctct tttttgagac 720 

ggagtctcac tctgtcaccc aagctggagt gcagtggcgt 780 

tccgcctcct gggttcacac cattctcctg cctcagcctc 840 

gcacctgcca ccacgcccag ctaatttttt gtatttttag 900 

gttagccagg atggtctcga tctcctgatc tcggtcttcc 960 

gtgagccacc acgcccagcc g 1001 
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cctgatactc actggagacc ccaggcccag tcttttcctc tctgggtttc tgtcccagag 960 
tttccaaccc agcctccttt ctaggctccc accgtcttat c 1001 
<210> 167 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

< 2 2 1 > var i at ion 

<222> (501) - . (501) 

<223> baySNP11646, A501G 



<400> 167 

agatggccca gggcgcgaag ggcggcggcg gcggggaccg gctgggtcgg cagggggttt 60 

tgaagccgcc cccggcccca cccaggaagc gcacggggcg ggagcggggg cggcccccag 120 

ggggagggca tgggggggct gggccaccgt cctcatctcg cgtgggcggg ctccgagggg 180 

ggtcccttca gccctggggg aaagggggcg ggcaccccgg ctccgccccg caaacagggt 240 

gctgcctcct ggcggccaag cgccaccaaa gcgggtgatc cagatgcgct gtggctttgc 300 

gggcggtgtg ggtcaccaga gaaagaggac caggcggaga aggcttaatc cgggggatga 360* 

gacacagggg agccgaccag aggaggggga cccagaacgg aaggagagtc aggctgggaa 420 

acaaggtagg agaagagggt ctgtcaacat gggggcctcc ggagggtgtc agtgggagga 480 

gggggcaaca ggacacctga rggatggaag ggtcaggagg cagacacctg taagaattgc 540 

tctcctttac tgagcacctc ccatgtggct aagcagcctc ctgtcactca acaccctgcg 600 

accccataca tttactgtcc ccaatttaca gatagggaaa ctgggcccag agggaccccg 660 

aggtcctaga aaggacagaa gcggtgccat gccttagctg gggtcagctc tgacagtctc 720 

taragtctgt gctcttgacc actgtgccat cctcccccat cactgggtgt ccggggtgtg 780 

gatggtggtg aygttggagg cagagtccct cagcactcca cgccgtagcg gtcgaagttg 840 

cggagcagca ggccgatctc caggtgcacg gtgccaccag cagctgtgtg caggcgatag 900 

cggtcggccc cactgtagat ggtgtcccca tgcagcagct gcggcccacc acccacgaaa 960 

gccygtgcca actgttctcg ccaactgccc aggggccgcc a 1001 
<210> 168 



<211> 1001 



<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP11652, C501T 

<400> 168 

tttttgtggc aataaggtct cattgtcttg cccaggctag ccttatgctc ctagcctcaa 60 

gtgatcctcc tccctcagcc tcccaaagtg ctgggattac aggtgggcgc cactgtgcct 120 

gttcccgttg ggaggtcttt tccaccctct ttttctgggt gcctcctctg gctcagccgc 180 
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accctgcagg atgacacaag gggatgggga ggcactcttg gttccatcga cgggtcccct 240 

ctgaccccct gacctcgctc cccggacccc caggctccat cgcctacctc ttcttcacca 300 

accggcacga ggtcaggaag atgacgctgg accggagcga gtacaccagc ctcatcccca 360 

acctgaggaa cgtggtcgct ctggacacgg aggtggccag caatagaaty tactggtctg 420 

acctgtccca gagratgatc tgcaggtgag cgtcgcccct gcctgcagcc ttggcccgca 480 

ggtgagatga gggctcctgg ygctgatgcc cttctctcct cctgcctcag cacccagctt 540 

gacagagccc acggcgtctc ttcctatgac accrtcatca gcagrgacat ccaggccccc 600 

gacgggctgg ctgtggactg gatccacagc aacatctact ggaccgactc tgtcctgggc 660 

actgtctctg ttgcggatac caagggcgtg aagaggaaaa cgttattcag ggagaacggc 720 

tccaagccaa gggccatcgt ggtggatcct gttcatgggt gcgtatccac gacgctgagg 780 

gctgcagagg gaatggaggg agcaggaagg rgcttcagga actggttagt gggctgggca 840 

tggtggctca aagcacctgt aatcccagca ctttgggagg ccaaggtggg tggatcatca 900 

agaccagcct gaccaacatg gtgaaacctc gtctctacta aaaatacaaa aattagccgg 960 

gtgtggtggt gggcacctgt aatcccagct gctcgggagg c 1001 
<210> 169 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11727, A501G 



<400> 169 

tctggccagc ctggcgttgc accgtttgtc cgcctgctgg ggcctggtct gtgttcccgt 60 

gctcccataa actccctgat gtcactagga aaatacgcat caaaaccaca gtgagatatg 120 

acttcacacc ttctggaatg gctgtatttt ttttttttct tttgagacaa agtctcgttc 180 

tttttgccca ggttggagtg cagtggcgcc atctcggccc actacaacct ccacctccca 240 

ggttcaagcg attctcctgc ctcagcctcc caagtggctg ggattatagg tatgtaccac 300 

accaggctaa tttttgtatt tttagtagag atggggtttc actgtgttgg ccaggctggt 360 

cttgaactcc tgacctcagt tgatccacct gcctcggtct cccaaagtgc tgggattaca 420 

ggcatgagcc actgcacccg accggctata atttttttta atggaaaaya gcagatattg 480 

gtgagtatgc agagaaattg ractgcgcgt gcattgctgg cagggacgta acatggcgcc 540 

cctgctgtgg aaaacagttc cagcagctcc tccagaagtt aaacgtggga ttgccataaa 600 

atccagcaat tccacttcgg ggtacacacc taaaagaact gaaaacaggg tctctaacat 660 

atttgtacac agtgttcata gcagctttat tcacaatagc caaaaggtga aaccacccac 720 

atgtccatca acaacaatgg ataaacaaca tgtggtatat acacacaagg taatatcaac 780 

cagccttaac taaaagaata aaaatcagcc aggcacagtg gctcacgcct gtaatcccag 840 

cactttggga ggccgaggcg ggcggatcac ctgaggtcag gagtccgaga ccagcctggt 900 

taacatggtg aaaccccatc tctactaaaa atacaaaaat tagctgggcg ttaaattagc 960 

cgggcatggt ggcaggtgcc tgtaatccca gctacttggg a 1001 
<210> 170 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11728 f C501T 



<400> 170 

cacacaagct ccaaggagcc gcgcttatct cctctggcca gcctggcgtt gcaccgtttg 60 

tccgcctgct ggggcctggt ctgtgttccc gtgctcccat aaactccctg atgtcactag 120 

gaaaatacgc atcaaaacca cagtgagata tgacttcaca ccttctggaa tggctgtatt 180 

tttttttttt cttttgagac aaagtctcgt tctttttgcc caggttggag tgcagtggcg 240 

ccatctcggc ccactacaac ctccacctcc caggttcaag cgattctcct gcctcagcct 300 

cccaagtggc tgggattata ggtatgtacc acaccaggct aatttttgta tttttagtag 360 

agatggggtt tcactgtgtt ggccaggctg gtcttgaact cctgacctca gttgatccac 420 

ctgcctcggt ctcccaaagt gctgggatta caggcatgag ccactgcacc cgaccggcta 480 

taattttttt taatggaaaa yagcagatat tggtgagtat gcagagaaat tgractgcgc 540 

gtgcattgct ggcagggacg taacatggcg cccctgctgt ggaaaacagt tccagcagct 600 

cctccagaag ttaaacgtgg gattgccata aaatccagca attccacttc ggggtacaca 660 

cctaaaagaa ctgaaaacag ggtctctaac atatttgtac acagtgttca tagcagcttt 720 

attcacaata gccaaaaggt gaaaccaccc acatgtccat caacaacaat ggataaacaa 780 

catgtggtat atacacacaa ggtaatatca accagcctta actaaaagaa taaaaatcag 840 

ccaggcacag tggctcacgc ctgtaatccc agcactttgg gaggccgagg cgggcggatc 900 

acctgaggtc aggagtccga gaccagcctg gttaacatgg tgaaacccca tctctactaa 960 

aaatacaaaa attagctggg cgttaaatta gccgggcatg g 1001 
<210> 171 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP11914, T501A 



<400> 171 

aatgcgaatg tattttatta gtagcagctg atacagaata tttaccacat taataatgct 60 

taccttcagt aactgtccca gcaccacatg attctgtcag tccataaccc tggccaattg 120 

ggcagcagaa gcagacattc atgaatcggt gtgtctgagg agatagcggg gcccctccag 180 

acagcatcat gcggacattc cctcccagca gggccttgac ctttttaaac agtaacctta 240 

ataaagggag gataaatgat tttaatgtac gcatacatta ttcttggcaa cacactaatt 300 

tataagctct gggaaagatt cctcaactgg ttgaacatct caatgtcaga atcacggtga 360 

gaatgagagg ttaacaaggc aacaactagt aacgccttgt aaaaatgcca gaaaaaactc 420 

tttaaaaatg aagaaagata atgtgtagca tcgggaaact atgctgacac aagtaaatga 480 

aagaaaacag acatcagagg waaaaaaatt ttaattatct ttggaacatt taatcaccta 540 

tcttatctca cttccaataa aaaatgcttc cccatcccca ctcctcagca tcacatttaa 600 

aataagttat. attcatatac ttactacact attttatgaa tacaataaat cagaaacctt 660 

catgcaatgg aggtcacttt ttttagttag aaatgacatt ttttaagctc aagtgtcttg 720 

attcaaaagt ctattttagt ttttcttcat gaaactaaat tttataaata aatcttaaat 780 

atacactcaa ttattaaaat ttgttaaatt gccaagatca gagtcctctg cttgctgtat 840 

aaacaataag acttagaata aaagagaatt tcaaccttat gatcatggtg gtgatattca 900 
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aatgaattaa cttgccattt atttattcat cttctggatt taaaagcata aaaaaattta 960 
aaggctcaaa ccacagagcc tatgaaatgt acttacagat t 1001 
<210> 172 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP11938, G501A 



<400> . 172 

tgtgtagaga cacagtgttg ctatgttgcc gaggttggtc tcaaactccc agtctcaagg 60 

gatcctccca ggtcagcctc ccaaagcacc atgtaatccc aaacacattc tgaatctgct 120 

tattggaagc cacagccctg gacttgagcc cctctattaa gctccctctc ctggattgtt 180 

tgataggata tcaggtatct gccgcattaa ggagaccttt gagagacact gaagactcag 240 

cagaaggaat ayaccattcc tctttctgga agcctaccaa gtccttttct ttcccccaag 300 

aaatttaaga gctgggcaaa ctagaccctc agaaggaaaa ttcttgcctc tcctccactt 360 

cccaccccct tttaatcccc tctgacccca gcgctgacct ctcaggaaag tcaggtctct 420 

ctcagggtga gttctgacca gtcttccctt cttgaatttg cttccgaagtr gggttatgga 480 

aacaaaggcc cccagtgcag rgaagccagc gtggtgaggg gtgaactcga accaggtctc 540 

tgcagaggaa atacaacggc aagtgagtcc cagcacagaa ccaggaatgt agcrggtatg 600 

caggaaaaag aaatctatta atgagraatt acaaccatga caggagaatg ttagagatgg 660 

actgtgtggt atcagaaacc actggggatc tcatcctcag acctgagtct acgctgctgg 720 

tggcagctca taacttccac agcagcctgt ttccaatatt ttccagagct tgaaccctca 780 

gccctgccty tytcttccat ctcattgtgg ctgcaactcc atggaatcct ggagtgcaag 840 

ggaagagtgt agccacacga ttgcatggag gattgtctgt gggcataaat ctaatgcatg 900 

attccaatgt gagtcattag aatattccag ggaagaaaat gacatgatca gattttcatc 960 

ctggaaactt ccatcaggta gccagggaag gaggtggaca g 1001 
<210> 173 

<211> looi 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11950, T501C 



<400> 173 

cagaagagaa caatgggtac aaggactgca aggctgcaaa gcttcatccc aacagcaatt 60 

ttctgtacaa caaatttctc tgaagagaaa aacccagatc attgattgca taacagcctt 120 

ctttacacac tggttaaaat ataacggcat gttccctctt gttcctgtgg gtcaatcaac 180 
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ttagcttcca 
gataattaaa 
aatgtgtaac 
cttgtctggt 
tgttgaggga 
acattttaaa 
atgttgaagt 
gaccatatgg 
agcagtaaag 
tcaattaaat 
tagtatgagg 
attggttaat 
gcctgcccac 
tttttttttt 
<210> 174 



tttccactcc 
cactcaaaaa 
tccttgggga 
ttattgcaga 
gatctaccgt 
tttatgaaga 
gcagtttgta 
aatgataggc 
acatcaggtt 
ccaggcccat 
ccatatccta 
gcacttgaat 
aattaacttc 
ttttgagaca 



caaaaagaga 
gagtatgatg 
aggtagggcc 
acaatagcta 
gaagtactat 
ygtaaaaagt 
aggatgatta 
ccacccccaa 
actttgaatc 
cccctatcat 
ccctctgtaa 
gttcttgaag 
tgagaagaaa 
gagtctcact 



aatattattg 
agagttgctc 
aagaataaaa 
tagaatattg 
aaatgtcttc 
gagttcctca 
caggatctct 
taggaatact 
tcatttattt 
cttgaaagta 
gtgagtggag 
tcagaattgg 
atgatttttt 
ctgtagccca 



gcttagttag 
ttaatttaga 
gggtagtaat 
actaatggat 
ccttgcctct 
aatctggcta 
gttcaaaaag 
atttcatgga 
aaaggtcacc 
gcatcaaata 
ccctcttccc 
caaatttgca 
ttcttttttc 
a 



gctgttgctt 
ctatctagaa 
acagtaggat 
atatagccca 
gactttttca 
atccaatcca 
atgtttcctt 
agctggttca 
ataatagcca 
acattttgtc 
ctacattccc 
aaataaatca 
ttttcttttt 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP11951, T501C 



<400> 174 
tacatagtcc 
gctggttctt 
aagatttttt 
aggatactta 
attcatgttc 
atttggaact 
ctttcatttc 
gaagtccctg 
aagatccagt 
tagttattct 
gcagcatttt 
cagttagatt 
tgcctggttg 
ttctagacat 
gtctatcaaa 
gagagttatt 
ttctgacact 
<210> 175 

<211> 1001 

<212> DNA 



agttgaggtg 
ttgcgtgttt 
tcaatttttt 
ttttaaagtc 
tgagtattga 
ctggtctgca 
tttctctctt 
cgcttccatt 
cagcaaacag 
gtctcatact 
tttcctttgt 
ttatatatat 
ttagttggga 
cagtcctttg 
ttcttttgac 
tatatattca 
ttgtggctct 



ttttaaataa 
actgattttg 
agtcgatatg 
agtgttgcac 
ttttgttagc 
ggctcatttt 
cccctatgct 
ccagagccct 
yaatgacttg 
gactagcagc 
attaaggtac 
atatatatat 
tagtttgtct 
tcagatatat 
cattttggaa 
ggatacaact 
cccatttttt 



ttacctcgat 
tttttatacc 
attcctttag 
tgctttatga 
tgcctttatt 
gagtaggaag 
cacttctctc 
gtcttacact 
acttaattat 
tacttataaa 
atgcagtgaa 
atatatatag 
tattactgat 
gtat'tgtaaa 
aatttagttg 
cctttgtcag 
attgatgtct 



gactatataa 
agtattttaa 
atctctcatt 
ggttaattat 
ggtatttgaa 
tcttccttca 
tgcttggcac 
ggtttttgga 
tggcttagtt 
ccagtcctag 
atgcacagat 
aagtgtttgt 
ttgtaggagt 
tatatcttcc 
tcgttttatt 
acatatacat 
t 



atcatttaca 
aatatcattt 
gagaatcctc 
gtttgggtga 
ttcttctgtg 
agtaggaagt 
atgcctccaa 
gcacatttca 
actcctggtg 
gtaaaagtga 
cgtaagtgta 
tcagatcatt 
tattcacatt 
tttgagaaat 
attaacttgt 
tgtcaatatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP12008, T501C 



<400> 175 

cgctasagag aaatgtgact gttacagtga agtattttga ccagctgaga tattgttccc 60 

tccaaccaaa gaagttttac cacaggtgcc cgaccaagcc ctcacgcccc atgccagtac 120 

ttccagcctc tgccttttag tatgctgctt tgccctgaga ttcagagggg gtactgaaga 180 

cttggacatg gaggaaatac ctagttgttg gtaaagtatc tattggtgtt agaattatta 240 

cttaaggaac taatttggga agcagaagct ctgcccagga agcagcatag atataagcac 300 

attacatcat cctgcggtac ggtgtctttc ataccggtga tcattgtggt cggggcgaaa 360 

agaatcatct taactgagaa ttataaagaa ccgaagacca agacgcagga ctttttaaag 420 

cagagcatcc tccacacagt tctctcccca ggagaagtct gctgtaaaac atcagtcata 480 

aacaagaaat tctgtttata ycatagagct ttattttcca taaaaaaatt tccagatatt 540 

ccattttcat tttaaattca gagccttgtt tttatggaag acattttcac tgcaattttg 600 

gatataatgt ctgtatgaca aggctacagg cattgctcct actgtaaaca aaatgttaaa 660 

accacacatt ttggagaaat tgagttttag cactttttat acttgtagat ggaatgaggg 720 

aaaacatttt taataacaat tgtggctggg tttagagctt tcttttggta gcgcctgtta 780 

gtagtgagat gaaagatgat gagttcggtt aaggatgtgc caggacctaa ggttcagtac 840 

tgtgagtggc cttctcccag ccagactgcc cacgaggctg cgataatgct catggtgcat 900 

tacacgattt acttctgacc cattccagcc aaaaagcaat ccccacaaag tcccctggtc 960 

ttttcctttt ctttttaccc acagcagcct tctctttacc t 1001 
<210> 176 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) ♦ . (501) 

<223> baySNP12031 r T501C 



<400> 176 

ttacttgctt ttttgtataa aaccttatga aactacagca aagtaaaatg cgctattttc 60 

atttcatgaa tataatttca cagaaactaa aaacaacaat cagtatgcag ggaggtgctg 120 

aggagtaaaa ggcctgggag agagtccctg ctccagccac actggtaggt cctcacagta 180 

atggtagcat caccacccct acactcactc tgaagttaaa gcataaatca acagccctaa 240 

ctggaaagct catgctaata ctttcccttt ctgcctccct cagcctgaga gcatccaccc 300 

tttccctatc cttagcctta gagatgaagg aagctggttt cacttgaaag acaaatttag 360 

ttaagaaaca cagctggtct tcagtccttc tgttcttttc aaatctgacc ttggtctagc 420 

tcaagaaacg tttgttgatt gcctgttaya gacccgcctc tgtgtacacc gagggttcaa 480 

aaatgaaaga cagttctctg yccttgagga gttcaaagtg tcacttactc cctgatgtct 540 

cactaattcc cacatattaa tcaggactgg ctcctgcaca gagaagcmct gagtggtggc 600 

tgagctgcca cttgacattg ggttttccct cayatggacc . ctagtttctt tcattttctg 660 

tatacacatc taaagcagaa ttattatgga aggccattag aaattagctt ggattccgat 720 

gtaggaaaat gactgtaaaa gtaaaatatt aacattcttc tttaaagaaa aaacaatccc 780 

agcaatccct yctgctggga ttgttttttt ctttaaaaac aacccctgta actggtgcgt 840 

catgtgtgtc tgagattctt gcattgggtc aactgatggg ggatccagtg gtgactagtt 900 
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tgtagtaggc tcctttttgg gccatcagtt cttcatgggt ccccttttca atcaccaccc 960 
cctgtgccat gacagcaatg atatccgcgt tctggatggt g 1001 
<210> 177 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . ; (501) 

<223> baySNP12032, A501G 

<400> 177 

gcagcagcac aagcatttcc acatggacct gtaaaatgga ctaagacttc cacaaacctt 60 

actcagcact tcttgcacca tggcttcact ctcattgtcc agagctgagg tggccatgtc 120 

caaaagcaga atcttgggat ttcggatgag ggctctggcg atagctaccc tttgtttctg 180 

gccaccactc atctggcctc ctccttctcc aacaagggtg tcaaattgct agatggaagg 240 

tgacaccagt catgaaggga aaagaatttg atggcttctg acagtgatcc actataatgt 300 

cctttctgtc atagttttct tctcaagcac gaattttcac tgctccgact tccactgaaa 360 

gaaatatccc ttccccagay gggttattgt ctaatcaata tttatgtgtg aaataaagga 420 

attgatttat gcttttattc cagggtttac tgggctgtgt aaatattcct ctttagctca 480 

acttcaaata agatttttca rccaaaataa aaattggtca cggtcctaaa tatctatctc 540 

agaggattaa agcacagagc aaatccgtgt ctctttgctc ctgttagaca acacagcaaa 600 

atataatgca aaggctgttt ttacattatg aataaaaggt caaactagct ttataaggat 660 

tatcattgac aaaagatggt tactgattat ctcacaggcc tagcacaaca ttggaatcta 720 

ataattaggt gttagtggtc agacacttat cttgcttatt actaaccaac atgaattgag 780 

cccctactat gaataaagca tggttctgag ctttttacac ataacatctc ttttagttct 840 

catagatacc ttatgaggca agtgctgcta tttgcaactg atgaataagg aaacactggg 900 

cccaaagtaa cttgagaaag tttgtaaagc ttgtaaatag agaagctggg atttgtatca 960 

aggcaatctg attctaaagc tttatactct ttaactacta g 1001 
<210> 178 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP12148, T501C 



<400> 178 

ggcttcctgc tgccacttgt gtttctttct 
ctgtcccagg ctggagccac agagcagcga 
gccaggccag gtggcagggg ccccgtacct 



ggaccccctc acagcttctc agccccttgc 60 
caggcctgca cccaggaggg tgctgggcag 120 
tcagcttaga ctgaatctcc cgagatttcc 180 
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gcctggctag aacttgcaag tggctagaga cctgtagaga gagaaagaaa gagaaaaaga 240 

acagaaagag cggaaggaga ggcagaaaca gagcttcagc cagaaaagag gcacagtggg 300 

gctggagagc tggccaagga aaggcctgag ctatgcagag atagcgccgt gggtgagggg 360 

cccaggaggg ctgaaggccc ccgccaggca cccaacatac cttgatgcca acctggtact 420 

cccgcacctt cttccgagct agaacctgta tgtggctgga cacctagggg ccgccccgcg 480 

ccccgccaga gaggaaaaca yagacagtga ggaggcacag ccatggggtg gccgcgggca 540 

aggagcatcc cagacctctc atctctaggg aactacatgt aaatgggggg accttttttc ' 600 

tttttgaaac agggtttatg ttgcctgggc tgatctcaaa ctcctgggct caagcgatcc 660 

tcccaccaca gcctcccgag tagctatgac tataggcatg tgccattgtg cccggttcag 720 

acacctcttg acactgccaa ttctgttctc tttttggtct tatcatgatc aagagccaca 780 

gtggcttcca gggccaccat gtacagctgc acaggttgtt cactggccca aagggcacca 840 

gtgagggctg aaatccagcc caagttctgc tgcccaagct atgtgtcctt gtacaaggct 900 

gtgcctaacc ctgtcctccc cgcaaaaagg gtgacttttt ctcactggtg tcctcagagg 960 

agacaacctt tttcttattr gcaccacagg tgctagcaac g 1001 
<210> 179 

<211> 792 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . - (501) 

<223> baySNP12207, A501G 



<400> 179 

tgctcaggtt ggtccctgaa gcagattctg atctctttgt ctagagcctg gcaataggac 60 

ttatttgagc agagcctgga accacttcca acatctcacc tccctgctgt aggggatctc 120 

tatggagagc agtatctcct ccgggctcag cagggtcttt ctgtagccag ggaagaaggt 180 

gtggtccatc tggacagttc tcctggtgcc tgtacagaag caagatgaag aggagccaaa 240 

gtgagggaaa ggctgggaac* cccccatggg gagaaaggat aaccatcagt gggattcttc 300 

atgctggtct ccaatgccca cagtcagagc aaatgactgg cacaattggg gccaaatcct 360 

ctctctgaaa tccttaagca tccttaagca atggtgtgct ggtgaatctt taacaaccag 420 

ttccgtgtag ggggaaaagc cctggtttat agcatttgcc aatttctgtg gtgtaaatac 480 

ttccaggcca ccaaagttgc rtcactgaat gtgaagctgg gaagaaggca ggaaagagtt 540 

agcacagcaa cccggactgc tgtcctctgt aggggttgct tacaaggctg gcccttggga 600 

acttgtactt cagaagggtt cccagtgctc catgatggag cagctcactg cgcctaaatt 660 

atctgtacaa tcaatagttt atgctgaacc cctgctttcc ttctgggagt ccagacttta 720 

ggcacatgct agtagaggct gcctatgtga tgagctccca agaaaacctc tgtcgctgag 780 

cctctaacaa gc 792 
<210> 180 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 



<221> variation 

<222> (501) . . (501) 

<223> baySNP12399, G501A 



<400> 180 

ttcctaggca cgggcgggtg cttcactggc ttccccgctg tgaagatccc tcccaggccc 60 

tgggctgggw cccaaggcgt cccagggtct cgtgggcgct gttctctcct ttggtctttg 120 

tgcagaacag cctggcagcc tgtgcccccc acacagactc tgccatctcc tctctggtca 180 

tttcccatct cctttgagac tcatctcgga caccacagag actgtccttc ccaagccctg 240 

ctctcaggcg gtttgggtcc ctgctgtgcc tctgctgtgg ctagcacctc ccctctcccg "300 

cagtgtgttt gaattgctgg tctgccccct gccatctcca ctcgaccctt gaacttgcta 360 

aggtcactgg catcttcacc cttgagtgtg ctggagccag gcagcaagcc catgtgctcc 420 

tctggagcaa ggagcaggtg tccaattgcg tgtgtttcgc aggaggagca ccgtgaggcc 480 

aagctgaccc tgcggccccc ragcctggca gccccctacg ccccagtgca gagttggcaa 540 

caccagccag agaaactcat cttcgagtcc tgtggttatg aagccaatgt gagttgctcc 600 

caccctccca gcagggccgg cctccctgct ccttctcggc caggcacctg cggccaagtc 660 

ccagcaggga ctccacaaag ccaggcccag ggcttttgag ctgttctcca ctctcagcca 720 

ctcttgacag ctaaggcgaa ggggtggagg cctctggatc ctttagctag ggagttgaat 780 

ggagggtctc tccagctggg gcaggagagg gggtgttgtt attgagaggg gtaactactt 840 

gattgtggga cagtcccaaa ttggttgggt cacccctgca tggaaacgca ggatttccta 900 

agcctggcca ctgctcgccc ccacagtatc tgggctccat gctgatcaaa gatctgcgag 960 

ggacagaatc cacgcaagac gcctgtgcca agatgcgggt a 1001 
<210> 181 



<211> 1001 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP12554 / A501T 



<400> 181 

taataaatcc acatcttttc acagcagcca ttacctgatc ttccacagta atctcggtgc 60 

ctagtgtatt gtcggtattc catttctctg taaacgtcag gccgtactca gtccatctgt 120 

acttggtttc cagactgccc gtcactttgg tggtctcagt gttggctgag cctgagcttg 180 

taaattcctt caaaggagag agaagagtca cagcctgcac catagcactc acttggcttc 240 

acttcactcc taaacactat acttgccttt ctgcaagagg caagaccctg aatgtggggg 300 

ggccaaggct aactctacaa ttcaaataga tatttaaagt acagatggga gtaaaggagc 360 

ctgctatgta aagaaatctt atggggaatt tgttgtcagc agacagcttc cttcctccct 420 

gtaactcttc agtctggaca ggaaagcatc tcccttccat cctggctcca gggcagtaca 480 

gagaaaaagc actgagctaa wgctgacaca gcggtaattc aaacccaaaa cttctttctt 540 

ccaacaatta* ctgcacacat aatttcaaag ggactactaa gattacttta aaaacactta 600 

tgtggttgaa tgcaggtgaa tttgaaaata agaagcacaa ggaaaactaa aactgagacc 660 

tgacccattc tcctctatta cccgctgctg aactgggggc ctactggcat ggttcccctg 720 

gaccacccat catgcagaaa atggaatgaa tgtgaaaacc acaaaaactg ccagaataaa 780 

aaaaaaaaag taccttcttt tggctttgcg ggccaggtca cgacagttat ttgttgatct 840 

acaacaaatt cccacgttcc atacaatggt cactatttgg gtaatgggta cactagaagc 900 
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ccaaacctca ccattacaca atacatccat gtaacaaacc tgcacatgta caccctgaat 960 
ctaaaatctt ttttaaaaat aaaaataagc caggcgcagt g 1001 
<210> 182 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP12851, T501C 

<400> 182 ^ 

taactacatc tgcctcggct cacaaattcc gattagacct ttatccagct agtgccaaat 60 

aattgatcag atgctgaatt gagaataaga atttgaggtc tacattcttg gttgttaatt 120 

tagagcgttt ggttaaagta tgtccttcag ctgactccag tataatctcc tctgctcatt 180 

aaactgattc caggagattg gatttgctgt gactagatac agatggagca aatgtcctaa 240 

cagagaaata gaggtgatgc tgctaaaggg agaaatgcca ggcggacaaa gttcagtgtc 300 

gggaattttc cccgtgacat tcactggggc atgagatttt ggaagaagtt ttttactttg 360 

gtttagtctt tttttccttc ctttttattc agctagaatt tctggtgggt tgatggtagg 420 

gtataatgtg tctgtgttgc ttcaaattgg tctgaaaggc tatcctgckg aaagtcctgc 480 

tttcctatct agcatttatt yctctggcaa acttttcttt cttttctttt ttaaagtaaa 540 

cttgtgtatt gagtcttaac tgtatttcag tattttccag ccttatgtgt tacattattc 600 

caatgatacc caacagttta tttttattat ttttttaaac aaaatttcac agttctgtaa 660 

tgtaggcact tttattttca ttgtgattta tatataaggt aatgtagggt tatatttggg 720 

agtgactgca agcatttttc catctgtgtg caactaactg actctgttat tgatcccttc 780 

tcctgccctt tcccaggtaa tttaaattgg tcatggtaga tttttttcat agatttgaaa 840 

aacttttagg ttgttaccaa gtatgaagta taaatctggg gaagaggttt tatttacatt 900 

ttagggtggg taagaaagcc accttgttac aaatttttta atttccaaaa taatctatat 960 

taaatgaggg tttctgatct gtactttgtg tttagctacc t 1001 
<210> 183 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22l> variation 

<222> (501) . . (501) 

<223> baySNP13025, A501C 

<400> 183 _ 
cttcattaat tttgatgaga atttatgcac acacacatat acacacaaat aagagaaagg 60 
aagaaagaaa grgaaaggaa aggggctaac ataaatttta aaaacacaaa tgatgattag 120 
gtgtccttcy gtttaaaaaa ttaatatttt tcctttcaaa gaaaacattc ttaattgagg 180 
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attaagtcaa tatataagta tcttgcatct gttgcttata aatacaggag agtgatcata 240 

gaaggaacat aatgatcaca tatttcaact tacagtacag tagtcccccc ttattcgcag 300 

ttttgctttc tgaggtttca gttacctgca gtcaatcaca tttcaaaaat attgaatatt 360 

ccagaaatca gcaattcata agttttaatt ttcatgctgt tttaagtaac atgacaaact 420 

ctcatgccat cctgctctat cccacctgga atgtgactca tccttttgtc cagtgcatcc 480 

atgctgtaaa tactacctgt mcaccagtta cttaatagcc tgctcagtta tcagataaaa 540 

aaacacaaaa tatcaaaata tatatatata tagggtttca tactatctat agttttacac 600 

atccacttga ggtcttggaa ggtaccccta aggataagag gggactactc tattaatcct 660 

ttcccaagta actcatggat cctatattag caggagctct ggtactatag tactatagca 720- 

tatatgaaaa aactgaatga cttctattat titggagagaa acttattagt aaactctcag 780 

aagttgtatt tggaaattat gtcttctaca tgttaaaaga gcttattaaa tttagtctgt 840 

tttggttcct aagattcctt agtggtatat aattctatta aaatagatca gatttttcca 900 

gctagtgatc cttgaggaaa tggttgctcc cctcacctgt cagaggagct gagcctggcc 960 

tggcctagcc tgacaaagcg tggccatcag cagctttggg t 1001 
<210> 184 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP13191,C501T 



<400> 184 

ttctgaggtt ttggggctgt tcatcttggt tgttctgttg ctcatcagat ctgttgatct 60 

catccccctg gagtaatgat ttctataggt tcaggttcac agcctgttca ctcaacggat 120 

gctctgaatg ctaatctgtc aagcttctag gagagcttcc tatcttcagc agatcaggta 180 

aacaaatcca gctcctattt ttcacattca agatttcaga acatgtttct cccccagctt 240 

ttgcctttcc aaggcaaaga gccccaagag ttttaattgg tctttatggt acaaatcccc 300 

acytctgatt agtttgaaag ctgtgaaccc tccctggcct ggttaatgtt cccaaactac 360 

aagattccta ttctgaatac ttgcttttcc ttttaaaaat tccacagata attctcccat 420 

ttctcctgtc accccaatcc tcttccatta aactttcttc tccctgcacc tgtccccacc .480 

ttctcyctct gtgttgttac ycagaggaag acattagggt tttatgccac caactctgca 540 

aactctcact caccaccttt agacgggacg ccgggcatac tttcggcgat gctgctcgtc 600 

cactcgctcc aggtaccaag tacctgggaa aaggctgttt gtgtcaccag gtggggagaa 660 

attcactgtg gaatgaggag aagaggcagt actcacaaag arttatatga gtttttggaa 720 

gagaaaatag taatgaagat gtctgcccct tcacagtgaa gctctcttgg ctgggctgta 780 

aggggctgca aggtcaccct tagtccacca aatagaacac tggacccaca gaacaagagg 840 

ggcagccatc ttgaatctag cacttaaggc cttaataaaa gkctattaag acttttatta 900 

taagagtaca acattttcct acagtaaaca tagccttcct ccattgaaat cttcatccca 960 

tccttttgcc aatagttcct actttgagac gtaattccca g 1001 
<210> 185 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223 > baySNP13192 , C501T 

<400> 185 

attggtgtgt accatttctg aggttttggg gctgttcatc ttggttgttc tgttgctcat 60 

cagatctgtt gatctcatcc ccctggagta atgatttcta taggttcagg ttcacagcct 120 

gttcactcaa cggatgctct gaatgctaat ctgtcaagct tctaggagag cttcctatct 180 

tcagcagatc aggtaaacaa atccagctcc tatttttcac attcaagatt tcagaacatg 240 

tttctccccc agcttttgcc tttccaaggc aaagagcccc aagagtttta attggtcttt 300 

atggtacaaa tccccacytc tgattagttt gaaagctgtg aaccctccct ggcctggtta 360 

atgttcccaa actacaagat tcctattctg aatacttgct tttcctttta aaaattccac '420 

agataattct cccatttctc ctgtcacccc aatcctcttc cattaaactt tcttctccct 480 

gcacctgtcc ccaccttctc yctctgtgtt gttacycaga ggaagacatt agggttttat 540 

gccaccaact ctgcaaactc tcactcacca cctttagacg ggacgccggg catactttcg 600 

gcgatgctgc tcgtccactc gctccaggta ccaagtacct gggaaaaggc tgtttgtgtc 660 

accaggtggg gagaaattca ctgtggaatg aggagaagag gcagtactca caaagartta 720 

tatgagtttt tggaagagaa aatagtaatg aagatgtctg ccccttcaca gtgaagctct 780 

cttggctggg ctgtaagggg ctgcaaggtc acccttagtc caccaaatag aacactggac 840 

ccacagaaca agaggggcag ccatcttgaa tctagcactt aaggccttaa taaaagkcta 900 

ttaagacttt tattataaga gtacaacatt ttcctacagt aaacatagcc ttcctccatt 960 

gaaatcttca tcccatcctt ttgccaatag ttcctacttt g 1001 
<210> 186 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP13193,A501G 



<400> 186 

tcacattcaa gatttcagaa catgtttctc ccccagcttt tgcctttcca aggcaaagag 60 

ccccaagagt tttaattggt ctttatggta caaatcccca cytctgatta gtttgaaagc 120 

tgtgaaccct ccctggcctg gttaatgttc ccaaactaca agattcctat tctgaatact 180 

tgcttttcct tttaaaaatt ccacagataa ttctcccatt tctcctgtca ccccaatcct 240 

cttccattaa actttcttct ccctgcacct gtccccacct tctcyctctg tgttgttacy 300 

cagaggaaga cattagggtt ttatgccacc aactctgcaa actctcactc accaccttta 360 

gacgggacgc cgggcatact ttcggcgatg ctgctcgtcc actcgctcca ggtaccaagt 420 

acctgggaaa aggctgtttg tgtcaccagg tggggagaaa ttcactgtgg aatgaggaga 480 

agaggcagta ctcacaaaga rttatatgag tttttggaag agaaaatagt aatgaagatg 540 

tctgcccctt cacagtgaag ctctcttggc tgggctgtaa ggggctgcaa ggtcaccctt 600 

agtccaccaa atagaacact ggacccacag aacaagaggg gcagccatct tgaatctagc 660 

acttaaggcc tt^aataaaag kctattaaga cttttattat aagagtacaa cattttccta 720 

cagtaaacat agccttcctc cattgaaatc ttcatcccat ccttttgcca atagttccta 780 

ctttgagacg taattcccag cttcctgttt cctaacagac acgtccttct aaactctaaa 840 

ttttctggtt ctgattcatt gcagtatttc agtgctttgt ccgttaacgt ttgtctcaga 900 
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ggtcctattt ttcttttctt cttttttttt tttttgtttt gagacagagt ctttctgtgt 960 
cacccaggct agagtgtggt ggtgtgatct cagttcactg c 1001 
<210> 187 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP13338,C501T 

<400> 187 

cgttacaatt tgagtggtgt tgtcagccca tgcttatccc tctctctacc tgtgacaaaa 60 

tggaaagctg gtgatttttc aagctacgtg tacatatttg aaaattttgt aaatggtttt 120 

cctaaacatt aatgacagaa gtatttatac ttcattttgt gactttgtaa ataaagcgac 180 

ggcttttgtt tcagtagagt tgtgtttact atgcattgtt ttgtgtttat tatacaatgt 240 

tacaaatatg cagaccgtgt tgtttgctcc agtgatacct tgttaagcta ggtggctgag 300 

tcgcttatgg ttttaatgca atgagcaatg tggatatgac caagagttgt tgtgcaagtt 360 

gacaaatgcc aaatagaaaa ccacttggcc atttatttct atgttcacta aaaatcctat 420 

tgccttgtgt gattcttaat ctcttttgcg aacctttcag tctccgctag ctctttccta 480 

atgagcttta cagcagaagc ygttttatcg ttaagtgccc cacagagaca ctttaccagg 540 

aggctgggag agttctccag atttgggaga ggcgcagaga cagtgtgtga gccgagccct 600 

gtctcagcaa tccacctgga ggagctagag tatcctcctc cctttaccat tcagaccgag 660 

agaaaaagcc cagcttgtgt gcaccctcgt ggggttaagg cgagctgttc ctggtttaaa 720 

gcctttcagt atttgttttg atgtaaggct ctgtggtttg ggggggaaca tctgtaaaca 780 

ttattagttg atttggggtt tgtctttgat ggtttctatc tgcaattatc gtcatgtata 840 

tttaagtgtc tgttatagaa aacccacacc cactgtcctg taaacttttc tcagtgtcca 900 

gactttctgt aatcacattt taattgccmc ctcgtatttc acctctacat ttgaaatctg 960 

gcgtctgttt caagccagtg tgttttttyt tcgttctgta a 1001 
<210> 188 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<22i> variation 

<222> (501) . . (501) 

<223> baySNP13339,T501C 



<400> 188 

ctctgtggtt tgggggggaa catctgtaaa cattattagt tgatttgggg tttgtctttg 60 

atggtttcta tctgcaatta tcgtcatgta tatttaagtg tctgttatag aaaacccaca 120 

cccactgtcc tgtaaacttt tctcagtgtc cagactttct gtaatcacat tttaattgcc 180 
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mcctcgtatt tcacctctac atttgaaatc tggcgtctgt ttcaagccag tgtgtttttt 240 

yttcgttctg taataaacag ccaggagaaa agtgcctcta tgtttttatt tttcaaggga 300 

gtattcagta cctacaaacc caagtcagga agcctgctag tggctttggt tctttcagag 360 

gctgctcgat gccttgtgtg tcagaaagaa agattcagca gttttgcatc atggcaaaga 420 

agcctgttat tttggggctc agcccctcat tttatagagg atgaaacaga gggggatggg 480 

aggtcacaaa gacaactgcc ycgggagcag gtgtggggga gacttgccct gagggtctag 540 

ackctctgca ccaccgtcct gtctcccttg ctgaagacca cacatgccct tctttgacca 600 

gaccctgcca cctgataggc caggacctgg taggcgggta cccaggtttc atggatggaa 660 

ccacatctcc ccaaaagtgg ggaggtagct actgggatgc acgcctcccg ccatgtgcta 720 

taggagagca.gctgaagcaa cagttgggat cagatgtagt cacaattgaa tgcatcatca 780 

catttatccc tctaagtggc tgggagagtt gatatcctca tccctaaggt acaaaatgtt 840 

ccaatttgat cagtggcttt caggagctga gaaaggcatg tgctctgagg cagagctgtt 900 

atgtcccgca gagcctaaaa atgctctaag aacatgctcc ctgccaaaat tctcaatggc .960 

tgtgacaagg gacaacgatc gaccaatggg ggtggaagca g 1001 
<210> 189 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP13340,T501G 

<400> 189 

atttggggtt tgtctttgat ggtttctatc tgcaattatc gtcatgtata tttaagtgtc 60 

tgttatagaa aacccacacc cactgtcctg taaacttttc tcagtgtcca gactttctgt' 120 

aatcacattt taattgccmc ctcgtatttc acctctacat ttgaaatctg gcgtctgttt 180 

caagccagtg tgttttttyt tcgttctgta ataaacagcc aggagaaaag tgcctctatg 240 

tttttatttt tcaagggagt attcagtacc tacaaaccca agtcaggaag cctgctagtg 300 

gctttggttc tttcagaggc tgctcgatgc cttgtgtgtc agaaagaaag attcagcagt 360 

tttgcatcat ggcaaagaag cctgttattt tggggctcag cccctcattt tatagaggat 420 

gaaacagagg gggatgggag gtcacaaaga caactgccyc gggagcaggt gtgggggaga 480 

cttgccctga gggtctagac kctctgcacc accgtcctgt ctcccttgct gaagaccaca 540 

catgcccttc tttgaccaga ccctgccacc tgataggcca ggacctggta ggcgggtacc 600 

caggtttcat ggatggaacc acatctcccc aaaagtgggg aggtagctac tgggatgcac 660 

gcctcccgcc atgtgctata ggagagcagc tgaagcaaca gttgggatca gatgtagtca 720 

caattgaatg cateatcaca tttatccctc taagtggctg ggagagttga tatcctcatc 780 

cctaaggtac aaaatgttcc aatttgatca gtggctttca ggagctgaga aaggcatgtg 840 

ctctgaggca gagctgttat gtcccgcaga gcctaaaaat gctctaagaa catgctccct 900 

gccaaaattc tcaatggctg tgacaaggga caacgatcga ccaatggggg tggaagcaga 960 

cctccgcagt ccaggggcca gagctaggac agaggggtcg g 1001 
<210> 190 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP13479 / G501A 



<400> 190 

tttaaaacat ctatttaatg tattttaaaa taatttgtaa gttgatttta aaaccaattt 60 

aactacattc caaattatag acagcccatt tatatgggag taacttttca ggctcattgc 120 

ctcgccggtg atgagaagaa ctagctagct ggaagctgtg ggaaaaagag gtaaggtaac 180 

ttgttctgtc gaagttctct aaattctctt gcttacttgc cacaccccta ggcccccagc 240 

ttcccctaac ccaaggtttc tggtattttc tcgtacttta tcaagactat ggaatcttag 300 

gagacttaac aaaagcaaat gagaaattat gtttagaaat gtctaacaaa atgaatgctt 360 

tgtcctttta agtataacac atacctcagg cctcaccagc acataactac aaaaggttgt 420 

cccacttcct ttctgtggct gagttagtag aacacaggct cccacctgcc acatcagcag 480 

aaggtcacct caacatgtga rctacctccc cggagacccc ccagatccgt aaggatgatg 540 

catccttgat cctaaaaaca ttttcctgtt cctggtgttc agaattggac tccacactca 600 

ctggtctctt tataatcttg cttctggccc tttgaggcct caaagytacc agggccttgc 660 

tgccagggga caatcaccrc tcccggctga gtcctgcaga catagggcct gggctggctg 720 

cctcctcctg ctggcccagc atcttgcttg cactaaagag agctggaggc ttggcactga 780 

tgcttgctaa aaacctaccc aggccgccca ctgctgccgc actgcagggc accagcccac 840 

actcctcccc tcctggcatc aggcacacgt tcacggcact aaaccttaca ggaaagcagt 900 

ggaaccctgt ctttccttca caggaggcac tttccttcct aggcaaaaac gatgataccc 960 

atgggcacag catctcacat agggacacat agagatgtct g 1001 
<210> 191 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP13633,C501T 



<400> 191 

aagacatagc ttcagcaaaa gtgtgcctag catcattaag agtctgtggt taaacatcag 60 

gaatgaaaac ctctaggagg atttgcactg gtgtttgagc acaaaaatct ggaatttatg 120 

ataagactca ggaataagtc tgataaatta caaaaagtat tgcttagaca tttcatgaaa 180 

gatatgagaa acttcactta caaagttaat aataatatag atgaacacta agtgctctgg 240 

ataaagcttg agcaagaatt tttaactgtt ttatttataa taaagctttt taaggcaaca 300 

tagaatttct taaggaagcc atagtcactg cttatctaca gtaaaagtgc tttgatcatt 360 

tcatagctgt ctgcaaactg acttgggtca aggaaaaaga aacgatgctt gagaaatagt 420 

ttcacaggat ggttagaaaa aaaaacgtgg aactggccta gttttctctt gtatttaaaa 480 

tattatgctt ctatccttct ytctccccct tgctgactat agaaaatctc tcatagcgtg 540 

gtgagtaggt tgcccgccaa ttatgtaccc attcatttgg aaaagataca gtgcacttcc 600 

atttattttt agacaagcag aagtccattt actaaacata tatatctaga atttccgtga 660 

ccttccaaat tattataagc tctagtcaga ttttaatttt tacaaaaact taatcttgtt 720 

tgtttttaaa gagtaatgtt ctaaaataaa agactaaggt agtttcctgg aatgagagat 780 

tctgatattc tcataaagta caactgtgat gtgctttggg ctttaccata atagggcaat 840 

tagatagata cagtttgaaa tgtctatttt aaatgatata ttgaccacct ttccagacca 900 
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gttagttgga aatgcactgt tactttttct gcatgcttca tcaaggatgc tccaggagga 
gcatcagagg tccctccctc tgaagaaaaa agagcacttt a 
<210> 192 



<211> 1001 
<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . - (501) 
<223> baySNP13929,G501A 

<400> 192 

gaagacattg gttagaatcc cagatccctt gctattccct ggactaaaat tcctggcatg 60 

gaggccttag tccattcacc ctacctgcca ccacctcact gcacatcgcc tcctgtattt 120 

gcttccctcc tcacactgca gcgattccat ggccatcatt gtggtcactt ccttgcaaac 180 

actctgaact cttaacttcc ttggttttcc ctccctctat catacttacc ctccaaagct 240 

gcaaacctgc ttaaacctaa aggtctaact agtctacatc tgcacccagc agctgaatgt 300 

ggttgaagaa aaacatccaa cggggctgat ggtctcactt gatatttgtg aatgcaaatt 360 

ttcattgata tctctacact gtccagcaat cctacctaca tatcyccact ctccaaaaca 420 

actataataa cagattcgtc cttctcaaat gtcctcccca ctcatgactt tcacttaaca 480 

atcttgtctc acttttcatt ragaaaacag aatcagttaa acaggaaatc tctcatcttc 540 

tcacctccaa .ate tact cac ctccaaatct tctcacctcc aaatctactc gcctccctgc 600 

atttgaaccc acaagctcag atgccctcct ctcatcatgg cagtagtgac ccacctctta 660 

tggaaggctg acccctctgc tcacactctg ccatctcctc tctccttctc aaggatgetc 720 

acctaacaat gaaactctct ttccagcacc ccttgtttct tctctatcaa tcctactcac 780 

atattagaaa acgaacatcc tetgetatet ctcattttaa aatttaaatg aggectaaag 840 

gatccattcc ccaggcatgt caggttttga atggtcaaaa tgggacatct tgatgggctc 900 

atagggcagg atctggagcg actgtttctg tagctcagaa caccagatgg cattccctgg 960 

ctggaggact agctctgtgg ectgeagakg tcctgtacct t 1001 
<210> 193 

. <211> 1001 

<212> DNA 



<213> Horao Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14065,G501A 



<400> 193 

gctggagttt atetgettga tacattacca aaatcataag aacgeaacag gatcaccagg 

gccaggtctc aegggttect gcttcgacat ggtgttttga gtgtaggggc tgctggaggc 

agggagggag agacttacac agagggacac agacacagaa tgagagagac agacaggcaa 
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agagacaaac ggagacaaag acagaggcaa agagagatca agggtctgca atatttcaag 240 

gatgtttcac tcttggagtt tggtgggaaa acaagaatca gagtggaaag gccccttggg 300 

ggaggaaaca ggatctaaag atggctaaga tttcactgat gaaggtcagt gagcttgctc 360 

ttgaaaacag gcttgtcctg gctgggcatg gtggctcatg cctgyaatcc cagcactttt 420 

ggaggctgag gtgggagaac tgcttgagcc caggagtttg agaccaggag accagcctgg 480 

gcaacacagc aagaccacac rtctctcyaa aaaagaataa ataaataaat aaataagcag 540 

cttgtcctta acttgattca ctattctctg ctgcctttaa ttctgtttac tttatttact 600 

tgcttaatta atctcttttt ttgactagtg cagaagtaaa cttagccagg gtccatatgt 660 

ttggacaaac catttataaa gtgttgccat tcatgaacag aacatgtgat aaaattgcaa 720 

agaatttact acacaccaca cacaaaccca cccacccaca cgcgtgcatg tgcacacatg 780 

catgcccaca gacacacaaa tgagtacaag taaaactcaa gaaacctgaa taagatcagt 840 

agattgtatc aatgtcaata tcctggttgt gatagtgtac tattattctg atgttatact 900 

agatgttacc actgggggaa cctgggtagg gggtgcactg gatctctctg tattatttct 960 

tacagctgca tacgaatcta saattatctt gaaataaaaa g 1001 
<210> 194 

. <211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14083,C501T 



<400> 194 

ttagtaaaca aaaaagattt ctgaggtaga aaacctaatt tctttatata gtaagaagaa 60 

aagagtgtag cctaatgcac gcctatttta ctcagagagg aactccttac ttggggccta 120 

tttattcttt tctttagatc caattcctct aagggtatca gcttagcaaa tttagaagag 180 

gaggaggcat aattaaataa tggacatgct gatagaagtc aaacgtgaca gacaatggca 240 

aaggaagaga cagaattata aaaagcaaat acacaaacta acaagcagaa gatcctggga 300 

tcattcagta taaagacaaa ctgtactcca ctcctcaaaa gctcaaggtc ctcattttat 360 

ttacgcattg aacaaaaata gatattaatc cttgctatca agaacaaagt tatattatat 420 

ttggtattct ctgctaagaa gcagggtagc atataattca ttctgtggcc atcaaaaatg 480 

gctagagaaa atttaacttc ygtgtataaa aagaataagt ttcagttttt tgcaaaatcc 540 

tccttatctt atcattcaac cctactagta tgcatgttca agcaagaata aaatatcatc 600 

attttatgta aaagccatac ttgaggcagt gaaattcaga acacctcttt ctcccaatga 660 

aataataatt ttattattta agtgcttacc tgtcatactc cagaaatcta gctacactct 720 

cacatgaatc ttgtttaaca tggatcagga aggaaggatc tcagagatgg cttaaggaag 780 

tatacagtga aaaatctgct ttccaccctg cccaataagc cactcagttg ctctcctaga 840 

ggtccaccaa tgtcaccagc ttcttaggtt tcccttccgg gtatactaag cataacctgc 900 

acccacataa cttctactca agaatcactt tggtagaaag caaccatttc caatgggagt 960 

tttatattcc tccaaaatgc agcagcagca gacgggctgc a 1001 
<210> 195 



<211> 1001 
<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) - . (501) 

<223> baySNP14085,C501T 

<400> 195 

tggtggttct tccgtaagag ggtgaagtct ccaaatcaaa cccccaaaga tctggaaacc 60 

gtgcaacagc ggacccagct ccctctcttt tgtagcagtt gtagagcatg tctgtcctat 120 

gtgtctggat gttcgagctc tccttttagc tcgttcattt cccagtgagg aagctgaggc 180 

cgtaaggtgg taagttctgc ttgctggagg ctccctgttg gagcctcttt gcgcacccag 240 

cagggtccct gtgcagctgg gggaggtgca ctggcagagc tgcgtcccag tccttgccat 300 

ctgtgagaag cagctgcctg taggcttgtg tgggggacag agtaaggtaa tgcatgtgga 360 

actctgagga tgatgcctgg tactcgggag ctctccatca gctgtagcct aggccttcac 420 

aggcctgcct ggctggccac atcycttaga gagacgaatt gctgttttct aaacgctgga 480 

acactcagga agttctcctc yctcccctcc aaagggctya tgagaaataa gaaagctaaa 540 

agcctgtcca aaccgatgag gcrtttgagt ctgtggcttt gtctttgcag aatttataga 600 

gcggcagcac gcaaagaaca ggtattacta ctaccaccgg cagtaccgcc gcgtgccaga 660 

catcactgag tgcaaggagg aggacatcat gtgcatgtat gaagccgaaa tgcagtggaa 720 

gagggactag tacgtgagcc atgctgggag tgtggagatc tgcaccgtgt gctgctggga 780 

cactagtccc tgggatgcca cagggtggca tgcccagatt ttaggggtga catgggagga 840 

gccagacccc agggctcttg ctttcaattg ttctcacagg gtacaggaaa aggattcctt 900 

gtgattagcc tctcttgctc cttttctcca ccagcaaagt cgaccaagaa attatcaaca 960 

ttatgcagga tcggctcaaa gcctgtcagc agagggaagg a 1001 
<210> 196 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) (501) 
<223> baySNP14087,C501T 

<400> 196 

agggtgaagt ctccaaatca aacccccaaa gatctggaaa ccgtgcaaca gcggacccag 60 

ctccctctct tttgtagcag ttgtagagca tgtctgtcct atgtgtctgg atgttcgagc 120 

tctcctttta gctcgttcat ttcccagtga ggaagctgag gccgtaaggt ggtaagttct 180 

gcttgctgga ggctccctgt tggagcctct ttgcgcaccc agcagggtcc ctgtgcagct 240 

gggggaggtg cactggcaga gctgcgtccc agtccttgcc atctgtgaga agcagctgcc 300 

tgtaggcttg tgtgggggac agagtaaggt aatgcatgtg gaactctgag gatgatgcct 360 

ggtactcggg agctctccat cagctgtagc ctaggccttc acaggcctgc ctggctggcc 420 

acatcyctta gagagacgaa ttgctgtttt ctaaacgctg gaacactcag gaagttctcc 480 

tcyctcccct ccaaagggct yatgagaaat aagaaagcta aaagcctgtc caaaccgatg 540 

aggcrtttga,gtctgtggct ttgtctttgc agaatttata gagcggcagc acgcaaagaa 600 

caggtattac tactaccacc ggcagtaccg ccgcgtgcca gacatcactg agtgcaagga 660 

ggaggacatc atgtgcatgt atgaagccga aatgcagtgg aagagggact agtacgtgag 720 

ccatgctggg agtgtggaga tctgcaccgt gtgctgctgg gacactagtc cctgggatgc 780 

cacagggtgg catgcccaga ttttaggggt gacatgggag gagccagacc ccagggctct 840 

tgctttcaat tgttctcaca gggtacagga aaaggattcc ttgtgattag cctctcttgc 900 
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tccttttctc caccagcaaa gtcgaccaag aaattatcaa cattatgcag gatcggctca 
aagcctgtca gcagagggaa ggacagaact accagcagaa c 
<210> 197 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14102,A501G 



960 
1001 



<400> 197 
ctaggtggag 
tggattagag 
tctttcttcc 
ccaattttta 
ctgaggattt 
cagagtggtg 
ttggcatttt 
caggaaccag 
catagcagtg 

ggaaaaggca 
gaatgatacc 
atattaaata 
ttattgaaaa 
ttggaaaatt 
gtgtaagcag 
tagagccgag 
<210> 198 



ctgtttaata 
aaatgttttt 
tcccgtctgt 
ttgaacatag 
agcagtgaac 
ggggatagac 
tatcactaag 
agtggtcaca 
tgcagtgcaa 



ggcagtgggg 
tattcccttc 
ccgtccatcc 
taaacatatt 
aaacagacag 
agataattaa 
aggtttcttg 
atgtgctgct 
rctgcgctat 



aacttgcaaa 
tttttctcag 
atattaaata 
agctgtttta 
tgtgaaaatc 
ggcacttcca 
gatggtactc 



agaaatagca 
atatatggtt 
tttaataatt 
taaaacraaa 
catgctggtt 
cataaactgt 
actcacagat 



taacgaggtc 
ccttcactcc 
atccatccat 
taataaaaat 
tatatctgcc 
acaaattaat 
gtatttttac 
gtgtgatttt 
ggaatgtggc 

#*»+»rta a a r»4~ cr 
3 ~Z>~ 

gagaaactag 
gcttatttca 
gggcctaagg 
caagaaaaag 
gtcaatttga 
cgtgtttgaa 
gggtgtactc 



aggacatggg 
tgagcttccc 
ccacccctcc 
ttcaggcatt 
tttaacgaaa 
aggcaataaa 
ctaatagtta 
gtgtttttca 
atttcctact 



gacagaagct 
tccatccctg 
ctccctccct 
gttccagggc 
cttacatgga 
gatgtagatg 
ctaatgccta 
gagaggaatt 

tggggataaa 



gtatgatttt 
ctggtttttc 
tgggtatttc 
ctgtttttaa 
attggaattt 
ctttgtgaca 
c 



atgttacaca 
ttcaatatta 
acatttttgt 
tcttttatgt 
tatgtgggca 
gcctctgaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

_<221> variation 
<222> (501) . . (501) 

<223> baySNP14103,G501A 



<400> 198 

ggtgggggat agacagataa ttaaacaaat taataggcaa taaagatgta gatgttggca 60 

tttttatcac taagaggttt cttggtattt ttacctaata. gttactaatg cctacaggaa 120 

ccagagtggt cacaatgtgc tgctgtgtga ttttgtgttt ttcagagagg aattcatagc 180 
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agtgtgcagt gcaarctgcg ctatggaatg tggcatttcc tacttgggga taaagcaagc 240 

aaaagactga cagaacgcag cagagtgata actgtagatg gcaatatatg tactggaaaa 300 

ggcaaacttg caaaagaaat agcagagaaa ctaggtatga ttttatgtta cacagaatga 360 

tacctttttc tcagatatat ggttgcttat ttcactggtt tttcttcaat attaatatta 420 

aataatatta aatatttaat aattgggcct aaggtgggta tttcacattt ttgtttattg 480 

aaaaagctgt tttataaaac raaacaagaa aaagctgttt ttaatctttt atgtttggaa 540 

aatttgtgaa aatccatgct ggttgtcaat ttgaattgga attttatgtg ggcagtgtaa 600 

gcagggcact tccacataaa ctgtcgtgtt tgaactttgt gacagcctct gaaatagagc 660 

cgaggatggt actcactcac agatgggtgt actcctgagt gagcagatgc cacatagctg 720 

ggtcccaaag ccaaggttag agccccttcc tgactcctgg tgcagctgag tgtccattgt 780 

acctttctgt agcacctgca tgacagcagc tgcccgctag agggggctcc tgtggttaca 840 

gggagcagtc ctttcaggag gaacctggat aagggcactg tgcaagctct ttcgctcaca 900 

tgcttgcttg tatatgttgt gtgttccctt catacgtgat gaaacccagg catgtaggtg 960 

actttctcta ggtcattggc tccatccctg gcggtgagat t 1001 
<210> 199 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14129,T501C 



<400> 199 

aactaatgtg ttgggaagga ctaggaaagt ggagcctgga caacttctca ggaatctctg 60 

gaaagtattt ggccttcagg tattggaggt tcfctccaggg tgagatgtgc tggaatgtgt 120 

gggaggagtg ggctagcggt cactctgaag gaagatgaag ctgtgaccag cctggggaag 180 

aaacagcaca aggaggtcct ggtgactcgg gatttgaaag tgagtggcaa gaagaagaat 240 

gggctgagtg acagaaaggc ctggaagagg agcaagctgg gaggcaggga tgaactctat 300 

cttgattgga agtccacaaa ggcacctgag actgggggca aagtcaggga cgtggggagg 360 

ccagcgggat gagggccagg ggaaggcatg catggcagcc cataccttgt gagccaggtg 420 

cagcacacgc acctcggcat actccatctt gagcacgcta ttctccagca agaacttgct 480 

gcgcaggtca tccagatacg ytgcccgcat ggggtccacg gcctggagtg gatgrggtgg 540 

gcagggtatg catgtcagct gcctgcctcc tgcctgctgg gcctccccct ggtctgttct 600 

gcagacagaa cttgccttga gggtctggaa gtactgcagg gtctccttct catacagcag 660 

ggggtccagt gcccgcatca gcaggatgat ggtaagcagg caccctgagg agagggcagg 720 

gaaaaggagg gtttctcttg gawcctcctc tgctcccatc ctcctgaggc cttcctgctg 780 

tcctctcagg gccacactgg aaaggggttt cctcagcggg ctctgggagc agactctcac 840 

ggaatggggc ctcacattta ttctcaggct ccagctcctg cagctcctta caggattcca 900 

gctcagactg cagcactgtg gacttctcca ctgacagctc acacctgagg gtgggcaggg 960 

tggggaggag ttgaggccca cagccctgaa gcactggtca a 1001 
<210> 200 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14326,T501G 



<400> 200 

aggcttctct tctcttgtga ttgaacggtt tccagtggca taagcaaact ctgttgctct 60 

cttgtagtcc aaactgtgta ttgtttggtg ggtcacttta taagaagtwa cactttctaa 120 

tggttactac ataaaaaggc actataagaa catgtttcta gatttcctgg actaaggctg 180 

gtccagtttg attgatatga aagcaaaata aataaataaa taaataaata ccacctgaaa 240 

gtctatggaa acctgctgaa gacattttta tagaaaacca aaaagaaaaa aaagaggaaa 300 

taaacaaaag gaagagcaaa agtgaagtag tcagaaaata gggataaaac taggtaaaaa 360 

cagagattca gaattattaa acagagtaag gaaaagtgga atgtcacaaa ctacaaactt 420 

tttaccacaa tctgcacctc aaccctctct ccctgcttcc aattttccca caccaagcaa 480 

agtttattac tgggtttaaa ktgttatcct caggccgagg tttgtataca ttttccctcc 540 

ccacttcaag tgtcacaggt sstagacgcc atcaggataa atgtggcata ttatttgaga 600 

gtactgactt ttctttaaaa ggggtttttg ttaacgtgcg tgtgcttgtt ttgtttttaa 660 

agttaattaa gctacaaata atttacagct ttgttgttac cttaaaatac atatggcaca 720 

ttatggagca ggataaatat tcatacctat tttaaagatc aaaaacaaga cattaaagaa 780 

atattggtag gaagaaatac ctttggacta actctcagaa ctctcatgtg ccttagggac 840 

tgagtttgtt cctttcttct atttgatayg cttgtcggga aagcttgaga tacagtgctc 900 

cagggtttaa cagggaaaag ggactcagat tattgaggtt cagcaatgac ggcgattagg 960 

atgccctgta gtttgcccaa gtcctccaga aaaggaaatc a 1001 
<210> 201 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) • . (501) 

<223> baySNP14503,G501A 



<400> 201 

ggcaaaaatc tgggcatccc ccaccatctt tggtaggaag gtggccctat cctttctatt 60 

atgggaacca agaaactggc ctaagggtag ctcccatatc ccaatcccat cacctatgag 120 

actatcagaa tgccaagaga acaagcaaca atctgctgtc taagcttggc cctgtttatg 180 

ggggactcta gctggcggta ctgtctcctc ttgacatcct ggattctgtg atgtctttcc 240 

atacagtcta tctacccagc ttccttggta taggagaaat gtccgagaaa tgtccccctc 300 

cttgcctgcc ttctgccaca atcccccctt tctgctgatg cttcccaccg ctctcctgca 360 

gggtctggag ctcctcttcc tggtgtggac gctgctctgc cggtgccccc agatctgggc 420 

tctgtgtggt ttcctcagga gactgctcgg gggtcgagct ttgcacagga tcctgcagct 480 

cattaggtga ctcaggctcc rctcctaaat gcaccgtctc ctctgacagg acttcctggc 540 

cgtgaacatg gacagtcacc tgggaataat tccaacttcc agtcaccatg gagtcaggag 600 

gaagttcttg gttgtcacgg gagcttattt taggagaaga tgcctagaga aaacactccc 660 

agagggaccc agacaaggag gggaaactcc agtttcaatg gagcaggcaa ggaggagctg 720 

aaggttatcc tccccaggac aaggcagggg atgcgcaggc ctgcactgct ctctcaccac 780 

ccccagcctg ggcccctgtc acccaaggtt ccttcccatc tccacctgtc ccacctgcag 840 

ctctccttgc tgcctgcttc cctagctgac cagccaggaa gggggatctg tgactgggga 900 
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tctatgagaa ccttcgagga agtcacaaaa ttctcctctc caggaaccca cggctcaaca 
ttcaaagaag ggaaaaccaa agccatgacc ctttggtggc t 
<210> 202 

<211> 1001 

<212> DNA 

<213> Homo Sapiens. 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP14537,C501T 



<400> 202 „ 

ctgagggtgt ccagacgcag atctccactg cctgagggag agtgatcagc cagggggaga 60 

ggccagggac tgctacctgc ccagaaggcg gcagggaggg gaagagcaga traggaggta 120 

tagggtgtgc cctgggcaag gcagcagggg taacgaagct ctcagygact cctcccagta 180 

gccaggggag agcagtgaca gtctcaggtg gccctgagca tgtgagctgc tcatccacat 240 

caggcaaagg caaagccagg acctgaactt cccaccccaa gccctacatc catgcaagcc 300 

agaccagact gggtcagagg ctagaaggga gctcacagga ttgcctgggg aagcctcggc 360 

ccaaaacctg gccctcgctc cagcccagag cacccacctg ggcatgagac tggcggcagc 420 

cgtaggggtg ccctgggtat atgccgggct cccagggtgc catacctgcc agccagccca 480 

gggagtggtg atgggctggg ygctggctgt ccctgcacat agcagtgccc cgcggcagta 540 

actacaactg ctgcctgccc ctcacccctg gttatgctcg gcctcccctg tgcatttctg 600 

tgtccgtaag tgtcccctgt gcatttctgt gtccacaaga ctactataaa ccctgtagac 660 

acctcacaaa cagcattcca cgcaggtggg ttcatgtccc aggggcatgg ggctccctgc 720 

tgcacagact tgggatgttc catgacagac cctgcatatg caggcgagct cacaacccag 780 

gggtatgcgg ctccatgaca ccaccccata ctcaggcgag ctcacgaccc aggggcatga 840 

ggctccatga caccacccca tacgcaggca agctcacgac ccaggggcat ggggctccct 900 

gctgcacggc ctcaggatgc tccatgagca acccccgcac tgggctattc acggatgcac 960 

actacctgcc attgtcacag ggttgccctc gtgtccctca g 1001 
<210> 203 

<211> 1001 



- <212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP15915,A501G 



<400> 203 

atctttttgc attatccata aagcatatat 
tgatgaacat ctagttctag aaacccattt 
gtttcattta ttacttaagt ctttttgaga 



gacagatgat tttccttaag ttgaaaatat 
tgaatgttag aaagtttgct gtggtggtat 
tcatgaatag atagatagat aaaaacaaga 
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tagatagaca gatagataat cttattaggg atattttwtt gktttaaatg aaaatgattt 240 

gtgcaaatca tcttgcttct cagctccttg atgacccaga tgtcaagatc aaactcaaga 300 

tccagtcttt aatttatcct gcccttcagc ctcttgatgt agatttaccg tcatatcaag 360 

aaaattcaaa ttttctattt ctatccaaat cactcatggt cagattctgg agtgaatatt 420 

ttaccactga tagatcactt gaaaaagcca tgctttccag acaacatgta cctgtggaat 480 

caagtcatct cttcaaattt rttaattgga gttccctgct ccctgagagg tttataaaag 540 

gacatgttta taacaatcca aattatggca gttctgagct ggctaaaaaa tatccagggt 600 

. tcctagatgt gagggcagcc cctttgttgg ctgatgacaa caaattacgt ggcttacccc 660 

tgacctatgt catcacctgt caatatgatc tcttaagaga tgatggactc atgtatgtca 720 

cccgacttcg caacactggg gttcaggtga ctcataacca tgttgaggat ggattccatg 780 

gagcattttc atttctggga cttaaaatta gtcacagact tataaatcag tatattgagt 840 

ggctaaagga aaatctatag taaaacatgt agctataaca tattttaaaa ataaaatctg 900 

aaaacctcag aaaatttgca ttagaaattg gtctttctta raatggtcta gttaagttcc 960 

acatgtagca taattcttaa ataggcactt ttctgttttt t 1001 
<210> 204 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 

<223> baySNP19289 / A501G 



<400> 204 

gctgccctgg gaccctgccc cttgcccagc ctgcccttac ccggatcttg atttctggat 60 

tctccaggta gaggtccctc tcagccagca ggtagctgtt gataactggc tccacgagga 120 

gggcccgcac cttgatgagg ttggactccg taaggcagtc acggtatttc tcatagagga 180 

tgcaaagagg aacgctcttc tctgcagaag gggagaaagg agggtgctca tgatgcagaa 240 

tcacccctcc caactctctt gcaactccaa gaggcacaga gaggggaagg aatgtgcttg 300 

gggtcacaca gcgggggaat ggctgggcgg atccctgaac tccccactgt ggctccaggg 360 

ttcccagcga ggagctggag agtggacact gagcagcggg tagaggacgc acttggactc 420 

ccacgggcct tggttctaat cctgcqtttg cctcttctaa tgggtgaccc cgcgtgagcc 480 

actccacctc ccaggtcctc ratgtttgga tctgcgtggc acaggcactc ctaaggctgt 540 

gggaggatga gctgagcgag tgtcccggaa gagcctggtg cgctcgggac tcagggtgtg 600 

tgagccgcgg gcccttcatc ctggggagga tcagagccga catctgcttg ctgcaccagg 660 

cactgcactt cccacggcgg gctcctactt cacctacatg acaaccctaa aaggcttgta 720 

cgtgtattac cacccaactt acagatgaga aaactgagtc tccagcaggt gaaataacgt 780 

tgtcctaggt cacacagctg atatgtactg tgcaggcatc tggactaata atccagatct 840 

tagagtccaa caatatggtc cacactcact gaagaatgcc tctcatggac ataaggtcat 900 

ttccctccac gaggctcgtg atgctgtacc cgttgcacag atgaagaatc acctctgcca 960 

gtaagtgctc agattgggag acttgcctca ggccctgtct g 1001 
<210> 205 

<211> 301 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (151) . . (151) 

<223> baySNP36958,C151G 

<400> 205 

cagtgctttt gattgttcta catggcatat tcacatccat tttcttccac agggtgatct 60 

tctgttctag ggagaaagtg tctcatttgc agaaaggaaa ggcacctgcg gtatttgtga 120 

aatgccatga caagtctctg aataagaagt saggctggtg agcattctgg gctaaagctg 180 

actgggcatc ctgagcttgc accctaaggg aggcagcttc atgcattcct cttcacccca 240 

tcaccagcag cttgccctga ctcatgtgat caaagcattc aatcagtctt tcttagtcct 300 

<210> 206 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 
<222> (501) . . (501) 
<223> baySNP37158,C501A 

<400> 206 

tgcatgcgtc tgcgtgtgtg tgcacctggc acatatgtgg ctcagcacca gctgtgaaca 60 

cagtagggcc acagagagca gctgctgtga ccgtcatcac taccacacca ggaagcagca 120 

tcctcatcgc agcccacctc gctgtttcca tgggtccctg atgtgcttgc tcttccactg 180 

acatggctaa tggtgggtgg ttcacttcta agaggcgagc ctctctgcag ggccccactt 240 

ggtcagagca gcccacgttc ttgccccagg aaccaggcat gtggctcttg taggtgtctg 300 

ttcccagagt ggcagctgac ctggcccaca ggcctcccct cctctctaca ttcactcagc 360 

ccaggccacc ggctcacagc tgagtgtccc tcctctaccc aaacccaagg ctcagggacg 420 

gtcccgtcgt ccccaccgaa cggccatcag ccccatcatg gcccagcatg tgttrtggat 480 

ctgggactgg gcactctgca raataacgccg ctcctcgcag gactcaaagt cctcccccca 540 

gcctccgtct gccatctgcc gggacagcag gaagtcacag gcccgggaga cctctgcaca 600 

ggcagtcctg caaagaccag agacaggaga caccatcaca ccaaggaagg tcccagaccy 660 

ctggctyctc accccagcag gctgccttgg gktacgggga ggagcctgca cgatggggcc 720 

accctaccta agggccatgg gccactactg aaacccgagc ttgacttttg cagatgtgaa 780 

ctgggaacag atactcctgc ctcccagagt cgctgggaag acaaagggac atgcgagtac 840 

cgaggatggc ctcacggacg cgtcaggctg agtgaggtct gcagtgcttg ggagcagcgt 900 

ctcacaagct gcactcagcc aagcacggtg ctccccacct ctaaacatcc acacggcaga 960 

ctctgggaga cagtggggca gctggagaca gggctgggag a 1001 
<210> 207 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP37160,C501T 



<400> 207 

agggtcgcac tctgtcaccc aggctagagt gcggtagtac aaccagctca ttgcaaccca 60 

gaactcctgg gctcaagtgt tcctcctgcc ttactagcct ccaagtagct gagactacag 120 

gtgcatatca tcacacctgg ctaatatttt attgtttttg tagagaccag gtctcactat 180 

gttgcccagg ctggcctcga actcttaggt tgaagtggtc cttctacctc agtctcccaa 240 

agtgctggaa ttgcaggcgt gagccactca ctgtgcctgg ctcttaattt gcttttttaa 300 

aaaatgatgc ctaggttaaa cagtgtctgc ctacttctgc tttgacaaat tccctgctca 360 

tgtgcttttg cccactgttt cagctgcaag tgcatctttc tgtatckcgt ttgtgagagc 420 

tcattatcga gttgacacga acccctggcc cagcacatgc tgcacatgcc gtacctttct 480 

tgtgaagaat gttccgggct ygtaccaggt caggatcgtc aggcccaaca cccagaattc 540 

tgagagacac atagttgagc gcagtcccaa acacggtgga cttatcctca atgtgcctac 600 

aggagcagag gacaggtgag aaaccggtat ctgtccttac ttctaagaaa taaagcaaaa 660 

ctttctgtgg agtttcctca gaaaactaag aatgctaaaa tgscttaacc tgacataaca 720 

tgycaacaca ggagacccct gagcagccac tctgcagtac gaattcatgc acctcccatg 780 

acaactgagc cccccactcc ttcctcaccg tgacccgcct gctctacacc ttcccacgcc 840 

tgagtcaaca cttctagctc aagggcggtc cactttgggc tatggctctg ctcccaaagt 900 

gtgtgccaca tggcaggaaa gctgtcaggc cttgtctcca cctgctgcca gcccagagtc 960 

aagggcaatt ttcttctgyc ttaagtgata acagactgac a 1001 
<210> 208 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

. <221> variation 

<222> (501) . . (501) 

<223> baySNP37412,G501T 



<400> 208 

gctcacgcct gtaatcccag gactttggga ggctgaggtg gacagatcac ctgagctcag 60 

gagttcaaga ccaccctggg caacatggtg aaaccctgta tctactaaat acaaaaaaaa 120 

^tagccaggc atggtggtgc atgcctgtag tcccagctac ttgggaggct gaggctcgag 180 

aatcacttga gcccctgagg cggaggtcgc aatgagccga gatcacacca ctgcactcca 240 

gcctgggcgg gcaggtgaca gagtaagact ctgcctcaaa aaaaaaaaaa aaaaaaaaaa 300 

aaaaaaaaat tcagagaaat tgaaaagcaa aggagttata aagagatgaa tgtatgggta 360 

tggcttcatg tagctcacat aactggatcg gggaaataga tgcattttaa aagtacataa 420 

ctttgagaaa cttaccacat tcatgtttgt ttcaggatcc acagctgtca gtttccctcy 480 

agacccctca gaatgcaggg kccagagaac caaacagacc accaacccca agaaccgcat 540 

tttcattctg tataataaaa cagtctatta ttatttgctt gaattttact acacaaaaat 600 

attctggtaa mttaatgctc ccacaaaaag ttctgaacca gatttagggc aagtaaaagg 660 

tgaaaggaaa atatgaaaca aatgactcca gccatatctg aaaggagaat aaggaatttt 720 

taaattttat ttatttwttt ttattttatt tatttattta tttatttatt tatttattta 780 
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tgttgagatg gagtcttgct ctgtcaccca ggctggagtg cagtggtgca atctcagctc 
actgcaacct ctgcctcctg gttcaagcaa ttcttctgcc tcagcctccc aagtagctgg 
gacaacaggc acgcaccacc acgcctggct aatttttgta tttttgtagc gatgggcttt 
caccatattg gctaggctgg tctcgaactc ctggcttcgt g 
<210> 209 

<211> 10O1 

<212> DNA 

<213> Homo Sapiens 



840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP37457,A501T 



<400> 209 
tggctaggct 
gatagagagt 
cctgcctcgg 
ctgaggctaa 
agggataaga 
ggacacacct 
atttccctga 
tgtcccccac 
actcaggcac 
aggagatgtc 
agccaggtgg 
agggctcagg 
.caggtgtgcc 
ggggtgtcac 
cactgatccc 
cacagacagg 
caccagccct 
<210> 210 



ccctttggat 

aggctggcaa 

tcccckccgc 

gggcatgggg 

atgataaggg 

ccctgccagg 

aggagtgttt 

aatctgccgc 

caaactattc 

tgtgcccttg 

tgggggggtg 

agacggggct 

ggccccagcc 

gggcggctgg 

caagtctgtg 

cctgggcaca 

ggtccctgcc 



tgttcttagg 
caacacacag 
accagtgctg 
tgaacaaggc 
gatattagag 
aaacttgccc 
ggctgcccca 
cgtggaggta 
wacatctctg 
aaagaactga 
cgcagtgggg 
gggtctaggg 
ctgamcatgc 
gacaacctcc 
tgtgagacgg 
gctgcggtga 
ctcctggttg 



gatttctgag 

gctcccccag 

ctctgtggct 

aatgggcatc 

caggkgctct 

caccccctag. 

caactgtggc 

cctggtttgc 

gccatgtcaa 

ttgagaagca 

gcaggtgtcc 

gctgactaag 

atccctttgg 

ttgctgtgat 

tgctgatgga 

tcgtcatgga 

ctgtctccct 



tggcttcccg 

ggccgcctgc 

ccaccttcac 

tctggagttt 

gccatgggtg 

cagccaccag 

caacgtggag 

tggctttggc 

ccacccttgc 

tgctggtaag 

acaaagagag 

ggcctgggct 

ggaccgactt 

ccctggcggc 

cttcgatgcg 

ccgctcggta 

c 



gctggggcca 

tgtccctcct 

agtgcctgtt 

ggggtccagc 

caggaccctg 

ttctcttccc 

acagtggcag 

agagaacgca 

actgtggagg 

gcctggggcc 

cctgggcggg 

caggactagg 

ggggccccag 

tcgtctaccc 

ctggtgcagg 

agggttcaca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<211> 1001 

<212> DMA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP37704 , C501T 



<400> 210 

taattttttt gtatttttag tagagacggg gtttcaccat gctggccagg ctggtctcga 



60 
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actcttgacc tcaggtaaac cacccacctc agcctcccaa agttctggga ttacaggcrt 120 

gagccaccat gcccagccca gtacttcagt ttcttagcga tgaaatccac ccaatgtcag 180 

gcgatgacta ttattatttt actgatttat actgtttgtt ctctattaat gtcttatttt 240 

ccccaaccga ttttgaagtt gagtaaggac tatgttccgc gggtatcttg agtcctctga 300 

ggcactgagc ttggtgattt ggacgcagga gctgctcatt agtgagctga tagctgggag 360 

catagcgcat cccacatcac ctgacttacc ttggtgtcct cctttgtagc cttttgtcat 420 

acatgatatg gagacactgt gtatggctga gaagacgcts gtggccaagc tggtggccaa 480 

tggcatccag aacaaggagg yggaggtccg catctttcac tgctgccagt gcacgtcagt 540 

ggagaccgtc acggagctca cggaattcgc caaggccatc ccaggcttcg caaacttgga 600 

cctgaacrat caagtgacat tgctaaaata cggagtttat gaggccatat tcgccatgct 660 

gtcttctgtg atgaacaaag acgggatgct ggtagcgtat ggaaatgggt ttataactcg 720 

tgaattccta aaaagcctaa ggaaaccgtt ctgtgatatc atggaaccca agtttgattt 780 

tgccatgaag ttcaatgcac tggaactgga tgacagtgat atctcccttt ttgtggctgc 840 

tatcatttgc tgtggaggtg agtggttgat ttaatctgct ggtatcatgt cactgacagg 900 

ctcctgtctt gaaaaatttg acaatgggaa atccagtacc agcctgagct gttccagtgg 960 

aggggacact cacatggtgg gaagacgtct gacccccagt c 1001 
<210> 211 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP38959,T501G 



<400> 211 

tgctcaccgg cccaaatgtc tctgctcttg cagaacggga gcgcagagct ttggccccca 60 

ggcagcatgt cggccttcac tagcgggagt cccccacacc aggggccgtg gggcagccgc 120 

ttccctgagc tggaggggtg agtgggctcg tggatcactc ctgacctttg gggttcatac 180 

ggggggctga ctccattgtg gaaatcaggg actcaagtga ggctgcctgt ggctcactgt 240^ 

gaagggatcc aagggagctg gtttgcacta aagcaggagg cacctggggg ggatgtgagg 300 

aagaacttcc tctttccagg taaggaagtg ccagacaagg ggagtgaccg gaagtgaaag 360 

agggaaacag ttggccttcc cctccctggc tgcctcagag gcgtcacact gcagaggcct 420 

catggggtag ctggggctgc agactcccgg gaactcggcg cctgagccgg cagctgacca 480 

ccaactcggc agggagaagg kggtggcatg gttgatagaa tgatggaagg gttgcccagt 540 

gcacaggctg ggcatgagcc tggtgctgaa ggaggatgga ctttaaggtc aaaagggaga 600 

gggtaccagc cttgcagagg aagaccttga gctcagcatg gaggatggag ctcctgagcc 660 

acggaaagac tgaatccatg tcccatgtcc ttctctgggg cccctgctcc ctcaaccctg 720 

tcccgttcag gttctctctg tgagatctgg gggacatcag ggcttccaga gaaccatctc 7 60 

caccccacca agacccttgt gcctgacccg gatcatctgc ccagggtggt cccaactctt 840 

ctgcccattt tcttcccaca gggtgttccc tgtaggattc ggggacagcg aggtgtcacc 900 

tctcaccata gaggacccca agcatgtctg tgatccacca tctgggcctg acacgactcc 960 

agctgcctca gatctaccca cagagcagcc ccccagcccc c 1001 
<210> 212 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP39292,C501T 



<400> 212 

tcgtgattta 

gtgtcagcag 

actgccaagt 

tccagtcctt 

ccttctcagc 

ggtggggcat 

cagtatggtg 

gggacctggc 

caggaagatg 

actaccaact 

caggcaggac 

atggccttyg 

gtcaggccag 

cccttaccca 

tccaagctcc 

atccacctcc 

grccttgccc 

<210> 213 



aacggcactc 
aagggacttt 
ccagctccac 
catgccatgt 
ctggcttctg 
cctcaggacc 
tgttctggaa 
gggtagcgtg 
gccactatca 
gggctcctct 
actctcrgca 
ccctctgctg 
ggyrggtatg 

gggtagggtg 
ccaagcccac 
cagctaggct 
tttccctacc 



aggactaact 
gtactccata 
ctccaggccc 
ataaatgycc 
rtccagcctg 
tctgccgccc 
gtccacatgc 
cagcccagcg 
yggccagggg 
ggacacacct 
caccgagcgc 
tgagysaacc 
ggctgctsca 
gtagaaaggc 
acaggcttct 
catacaccst 
cccacctgcc 



catcttccat 
acatatgttg 
ttgccctact 
ttcyccagga 
tggtttmacc 
tccaggacct 
agcaaggttg 
ttggtgccgg 
caccagtgct 
ggcaccccca 
gtgacccttc 
tgctgtgttg 
gaggtccttg 
ctggtcggag 
gggataacca 
aatgtagtca 
cactccagag 



tcccaaggcc 
cccaatgggc 
cttccttggc 
mgtcccccaa 
caccayccat 
cctccctcac 
cccagcccgg 
tgcatcaggt 
tctagcccca 
ccccaccagg 
ccttataaag 
actgtgctgc 
ccgctgcttc 
aagtcacccc 
gggtctcagt 
caacccctcc 
t 



tttccttctg 
ttgcatgccc 
ctttggaaaa 
acctgcttcc 
gtttgctggt 
ctggtcgaag 
gcagtggcag 
ccaccaggag 
tggctgcctc 
cacagaggac 
ggagctgatg 
cagtggcaga 
ctgctccagg 
ctctccccac 
ggacccggcc 
tccagaacat 



<211> 808 
<212> DNA 
<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP39698,A501G 



<400> 213 

tagccatgct ggggctayca ccaggggctg rtgctgagct ggggtgagga gggcgccagg 60 

cctaccttag ggatgcggaa gccctgtact tcgatgtcay gggatgtcat atgggtcaca 120 

cycaggggga ygatgtcccc aaagygctgc acctcrtgaa tcacggcagt ggtgyagggc 180 

atgtgagcct ggtcacccat ctctggtcgc crcacctgcc ctatcacgtc gtcgatctcc 240 

tgttggacac ggmctggaca gacatgcgtc cccacaatgg gtcagcaccc aggggacact 300 

ctccttcstc ctgtgttgga ggaagttagg cttacaggag cctggccacg cctgtgctgg 360 

aagccccggg tgtcccagct aagcccaggg gcccccagct gtacccttcc tccctcagtc 420 

cctgccttgg gccccagctg ggctcacgct gcacatccag gtgtaggatc atgagcagga 480 

ggccccaggc cagcgtggtc raggtggtca ccatcccggc aaggaacagg ttacccacca 540 

ctatgcgcag gttctcatca ttgaagctgc tctcagggct ccccttggcc tgagcagggc 600 

cgagaggata ctcaggggat agaacggggt ■ agcccccaaa tgacctccaa ttctgcacct 660 

gtcagcccag atgcggctcg ccgggtgatg cactggtcca accttttgcc cagcctcccc 720 

tcattcctcc tgggacgttc aacccaccac ccttgccccc caccgtggca gccactctca 780 
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ccttctccwt ctytgcmagg aaggcctc 808 
<210> 214 

<21X> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (-501) 

<223> baySNP39756,C501T 



<400> 214 

aacacacrgg ggacacacac tgcctggcac acagctggac tctgtcaact agtcctgcgc 60 

ccgagaagct ccacagtacc ctctccgacc ccacagcagg gcgcagtcac acctctcaga 120 

ggcacccaca ctgccccctc tccctgcagg cgytgggtcc tccaacattc tggcaggtcc 180 

tgrtttgtct tccccactag ackggggctc tggatggaca ggccagccct gcctatactc 240 

tggacccccc ayccaagygg ggacagtcag tgtggtggca ttgaggacta ggtggccagg 300 

gttcctagag tgggcccacc tggcagtagc catgctgggg ctaycaccag gggctgrtgc 360 

tgagctgggg tgaggagggc gccaggccta ccttagggat gcggaagccc tgtacttcga 420 

tgtcayggga tgtcatatgg gtcacacyca gggggaygat gtccccaaag ygctgcacct 480 

crtgaatcac ggcagtggtg yagggcatgt gagcctggtc acccatctct ggtcgccrca 540 

cctgccctat cacgtcgtcg atctcctgtt ggacacggmc tggacagaca tgcgtcccca 600 

caatgggtca gcacccaggg gacactctcc ttcstcctgt gttggaggaa gttaggctta 660 

caggagcctg gccacgcctg tgctggaagc cccgggtgtc ccagctaagc ccaggggccc 720 

ccagctgtac ccttcctccc tcagtccctg ccttgggccc cagctgggct cacgctgcac 780 

atccaggtgt aggatcatga gcaggaggcc ccaggccagc gtggtcragg tggtcaccat 840 

cccggcaagg aacaggttac ccaccactat gcgcaggttc tcatcattga agctgctctc 900 

agggctcccc ttggcctgag cagggccgag aggatactca ggggatagaa cggggtagcc 960 

cccaaatgac ctccaattct gcacctgtca gcccagatgc g 1001 
<210> 215 

<211> iooi 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP39951, T501C 
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<220> 

<221> misc__feature 
<222> (366) . . (366) 
<223> Unsure 

<400> 215 

ccggtgaaca cctgattcca aacaygtagg atgggggtct tgtcctcttt ttatgtggtt 60 

taattgccaa gtgtctaaag cttaatatgc cgtgctatgt aaatatttta tggatataac 120 

aactgtcata ttttgatgtc aacagagttt tagggataaa atggtacccg gccaacatca 180 

agtgacttta tagctgcaag aaatgtggta tgtggagaag ttctgtatgt gaggraggaa 240 

aaaaagaaaa taaaagtgtg tttgaaaaat attatcttgg gttctttgta aaatttattt 300 

tttacatgct gaattagcct cgatcttttt gattaagagc acaaactttt ttttgtaaaa 360 

catgtnaaaa aaaaaactgg gattaatttt tagtgttgga actgcctctt attttaggct 420 

gtagataaaa tagcattttt aggttagcca gtgtgactat gcacctaatt ttttatgaga 480 

ttaaattcat aagacttaat ytgtacaata gtttgtgaaa tatcttgtta ctgcttttat 540 

ttagcagact gtggactgta ataaagtata taaattgtga aatataaaaa cttggaactt 600 

attcaaagct tcaaagcaaa caacagtttt gtgtaagcat tctttcccct ccagtattag 660 

gtgtattctt ggtaggatta tttgtgataa tttgggctac ttggctgaga aagttgtgct 720 

tcccatatga tctgtgttgc ttcttgtttt ttcttaaggc trttgtttat tgttactttt 780 

ctcctttttt aaaaaaaaaa aaaggcagcc gggcgcagtg gctcacgcct gtagtcccag 840 

cactttggga ggccgaggcg ggcggatcac aaggtcaaga gatcgagacc atcctggcca 900 

acatggtgga atcccgtctc tactaaaaat ataaaaatta gctgggcgta gtggtgcgtg 960 

cctgtagtcc cagttactcg ggaggctgag gcagaagaat c 1001 
<210> 216 

<2U> 1001 

<212> 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP40466, G501T 

<400> 216 

agtttctggg gaaaaccaga caagagcaca gagggccaaa gggaagcacr ggaggatttt 60 

gcacagagga tggaacagag tcaaccctga gagctgggaa ccttagagat ccgtctggag 120 

cccatattag agaggttgaa gaaagaggcc agtatgtggt ccagccaggg taccatgtca 180 

tccacagtgt gcagggagga ggatggggtc tccacagatt ccttccatcc caaatggagg 240 

gtgccctcag acagagaggc agacagacag acagacactg gccgaacggc tccctgatgg 300 

aacaccagga ggaggcagca tggcctcgtt tccacagctg tagcctctgc cctcctgctt 360 

ccacgctcca cacacgccag tctttgagtc gcctcccatg ccatgatccc tcccttggat 420 

acgaccgtgc ctggggttca gcggtcatga acataacccg cggctgtgaa catcctgtcg 480 

gcctccatcc tgacccccgt ktgatttccg ggtcwgcggg aggggcggsa ggggcggaag 540 

cggcctctgc acagccctgc ccctgtgccg caggcgcttc ctccggctgt gccagtcctc 600 

tgccagaaac cccgccagga ttattaggat cacagccccg aggcatatcc ggaccaggtt 660 

gcccttggtg tagtactggc gggcaggacc tggaggaatg aggagaggca ggagcaggtg 720 

aaagagccca cctccaggac cccctccaag ccacatctgg gcttctcaga gatcctatta 780 

ttctctacta gctaggggat gccgctcact ttcctggagg gtccctccct tcccgagtag 840 

gggtcagggc cagatgaccc caattctcta agtagcacct ctccctcctg tgctctcaca 900 
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gggctctgag acaactcctc cccagacaca gatgctgcct cgttatctga tgcattgcaa 
aagagaggac agttataagg ggtggggaag agatggaatc t 
<210> 217 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP44442, T501C 



960 
1001 



<400> 217 
ttgagaacta 
atttactttg 
tgtataacat 
gtaaagaaac 
gaatgagaaa 
cttaagtccc 
tctggcaaaa 
tatcattgta 
aacagattta 
attcaggaaa 

tayyttCOtt 

tggagaccta 
tgtagctttt 
ctctttctgc 
cttttttttt 
gtgcaatcat 
acttgaaatc 
<210> 218 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



accactgtct 
taccaggttg 
cccagtacca 
caagacacag 
aatcacttta 
ataatgtttt 
atcctggtcc 
gaaaaagagg 
aaaccacaag 
cacttacctt 
ccacctccaa 
tagtgtttgt 
ttcttcctgc 
tttagataca 
tttttttaag 
agctcacttc 
ctcttgttat 



gtaatctttc 
tattatttct 
atccagtgag 
aaggttaaat 
cttaaaactg 
ttctttctat 
ctgaaggcac 
cagatatatc 
ygccaccacc 
gttcatctct 
gattctatga 
tgtactgcac 
tatctagagt 
gataccatgc 
agacaaggtc 
attgcccatt 
tgacttagta 



atagttttat 
aagaacttga 
attggtacta 
aggttgcaaa 
tgctgtgagt 
ttaaggtttt 
aagagatgtc 
agcatttgct 
taccccaccc 
aaattaagga 
etgaggaggg 
tgttcaccta 
cctgctgaga 
ttgtggaaag 
tcaccctgtt 
tattattaaa 
ggtcaagcat 



tgaacagatt 
aaaatattaa 
ttattatccc 
aaaggctata 
ttggagggat 
gaagtacagg 
cctctaggaa 
gactataggc 
ccggtaggta 
gttttgatta 
agatagttba 
atggttgata 
acaaagctga 
taaggcttca 
gctgaggctg 
tatactgaat 
a 



tttatttggc 
tctgtttaaa 
cgtattgtag 
tagctagctt 
agtggaatct 
aagaaggtta 
ccccactctg 
caaccgaagt 
tgcttctaka 
gatgatatcc 
ttaacatttg 
gtttgggcct 
gtgacatgtt 
ttgccccacc 
gagtgcagtg 
aatctctgtc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55504, C501T 



<400> 218 

agcttcacag atcagaacac raactgctga 
ctccttgcca tgtctctcac ctggattgct 
gtgtattctc tacacagcac ccagaggagc 



gatccggtca cgcacctctg ccctccaggc 60 
gtaggctcca aactggttct tctctctaca 120 
ctcttttttt tttttgataa gaagtctcac 180 
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240 
300 
360 
420 
480 
540 



tctgttgcct aggctggagt gcactggcgc catctcagct cactgcaaat cactgcaacc 
tccacctccc gggctcaagt gattctcatg cctcagcctc gcaaatagct gggattacag 
gctcacgcca ccacgcccag ctaattttta tatttttagt tgagacaggg tttcaccatg 
ttggccaggc tggtctcaaa actcctgacc tcaagtgatc cacctgcctc agcctcccaa 
agtgctggga ttacaggtgt gagccactgt gcccagccga ggagcctctc aaacggaaca 
tttcagatca tctccctccc ygcccctgct caagactctc tgttagcttc ccagctcagt 
ctgaaagagt caaagtccta caaggccccc gatctggcct tcctctaacc ctgacatctc 600 
tgcccccctc tcctcagtca cactgctccc gccacatgcc tcctcctgat ccctgaacac 660 
agcaagcaca ctcctccctc agggctctgc gcctgctttc ctgggtgggg ctcccttccc 720 
tccccctccc tgctagggat ccgcagggct cactccctcg cttccctcag gtctctctca 780 
aatgctacct tctgagtgag gccactctac agaaaggcct ggcactgcct taacctgctt 840 
cattttttct ccacagtgtt tatgaacacc tggcctgctg tatgtttgtt tatttattat 900 
ctgtctcata gtactagagt gtcagcctca tgagggcaga gactctgttt tggtcacagc 960 
tgaatcctta atgctgagaa cagtgcctag cacactaggc a 1001 
<210> 219 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP55542 / C501A 

<400> 219 . 

tcagatgtgc acttttgtgg ggtttttttg gtttttgttt ttgagacaga gtctcactct 60 

gtcacctagg ctggagtgca gtggcgtgat cttggctcac tgcaacctct gcctcctggg 120 

ttcaagtgat tctcccgcct cagcctcctg agtagctggg attacaggtg catgccacta 180 

cgcccggcta'atttttgtat ttttagtaga gatggggttt ccccatgttg gccaggctgg 240 

tttcaaactc cttacctcag gtgatctgcc cgcctcggcc tcccaaagtg ctgggattac 300 

aggcatgagc caccatgttc agcccagatg tgcacttttc aacgatcatt ctggctgcaa 360 

tgtttttttt tttttttttt tttttttgag atggagtttt gctctgtcac ccaggccgga 420 

gtacagtggt gtgatctcgg ctcaccacaa cctccgcctc ccagattcaa gtgattctcc 480 

tgcctcagcc tcccaagtag mtggaattac agctaatttt tgtattttta gtaaagacgg 540 

ggtttctatc cactaccacg cccagctaat ttttgtattt ttagtagaga tggggtttca 600 

ccatgtcggc caggctggtc ttgaactctt gacctcaggt gatccacctg ccttgtcctc 660 

ccaaagtgct gggattacag gtgtgagcca ccatgcccgg cctctggctg caatttgcac 720 

agcagtgtga ccttacagta gagtattcgc ccttcctggg cctcggtttt gtaatttata 780 

aagtgaggat aacctactcc ctgctgggct attgtgaggt ttcaattatt atagataata 840 

cacacacaat gcctggaacc actgatatta gagatgtgat gttggaaaca tagaagccta 900 

ggtaattctc cagggatgtg tgaagagcta gtgataaagc caggactcaa ctgacctcca 960 

caaacccgtt agtgtcctgt cctgctagat tcctttagca t 1001 
<210> 220 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP55670, 6501A 



<400> 220 

tgaagtcagg ctcctcacag tgcagccaag atctctggag gagaggaggc ccctgaaagg 60 

cagaaggtag cgtccaggac cagggcccct gaaaggcaga aggaagcgtc cagaaccagt 120 

gaaatgagag tgcatcagcc agcagaaaaa ggaaactgaa ggcgtcgaca agagcagcgg 180 

ctttgcagag ggaagcgtct agagaccgtg ggagcacgct ggacaccagc gctaagcagc 240 

acttgcagtg aggacctggc tgagccccca ggatcccccc aacrtagctg gccgccttgg 300 

ggagctctct tccccaaccc acagatgcca ccaaccctgg tggcatgaca cgacactcaa 360 

gattcccttg ggagcggggg tcacaggcct ggggcctgcc atgaggccac ggggcctcct 420 

gcttcccatg ctgatagcaa acgcgccttt cagagccctt cccgcatctc ctcactacag 480 

agcacttcat aggcgctcac ratgaagaag tggggagagg gagagaagca gataaaaggg 540 

aaagcggaaa tgtggcattt tagttattta ataaaggtaa acttgaacta tatgatgcaa 600 

tgattcattt gaaatcaatg ttccaatatc aaactttaat tgtgtaagtt atgagaacag 660 

tcatgccttg tgcccacagt ttaaaagaca gccatctaaa aaacttcttg gcaaatgcat. 720 

tgaatattag tgtgcaagcc ccactggagc tcagacgcca tcaaagagcc aaaccaggtt 780 

acaactgcag cacccttgac ccactgtgac cagccgccat caggaggatg gcccttcgct 840 

gccaccaaaa catctccagt ttctaagaag caggattcaa agacagtcta tagatatact 900 

gacatatatg gcatcacaca ctagcactgt tactatgggg ctaatgattc aggttggtag 960 

ggcttccaaa gcaggaggca aataactgct gcagactaga a 1001 
<210> 221 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55736, 501A 



<400> 221 

ggttaaatga cttgctcaaa gctattgcct agttggtgac agatttctat catgccagac 60 

cactgactgt tcagtcttca aatgtacaac ttttcctaag aaagtaagct tgggaatttg 120 

atatagaaag gtcagagctg tctgcatctc tttagcagtc tcccaatcca agtcctgatg 180 

gaagcagagg tcattcttac aagagcttat ggcaatagga cagccaagtg gttatttcac 240 

ttgaggattc aacatgtcat tatgggcaaa atcacagacc cttggtaacc actcatgaaa 300 

ttaaaactaa aatggattta aagtaacatt ttatgcattc ctaactagtg aaatgacaaa 360 

gaccctttat ggtggctagg ccatatggta gcattcggca gagacactat cattgattcc 420 

ctccactgta gaacaccctc tggcacatgc aagcctgagt tataaaactt ttcgtcattt 480 

catttggtat tttcatttgg rggaatttgc aaattttagt aaccaccatt tatcatcatc 540 

taatttgtgt caggtctttt tttttttaaa aaaaaaaaaa gaaaaacagc tttttaaaaa 600 

tataattaac atatcacaaa atccaccctt ttaaacattt cagtaggttg tttttagtac 660 

acaagtattc . agatgtttat ttttctaaac ttatagcaac ctctcatggt aggtttggta 720 

ttccaaatgt agaaacgaas gctcagaaga gttacttgtc agaaagcaag gcaaaatttt 780 

gacaaccttt tttgatctac ttgtgctcac agtggcaata tttagaatag agaaatactg 840 

gaaacagacc aaatatctaa ctttagaaaa atgactaatt tcacacatta ataaaatgaa 900 
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cttctgagca cccattaaaa taatagtatg tggatgacgt atatctgaaa tgttaagaaa 960 
aaagaacaaa aatatgtgtg tacatgctaa ttacagttgt a 1001 
<210> 222 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP55748, C501T 

<400> 222 

cagtatccat ctacagaact tttcgccttc ccaaacttcc caaacttgat accattacac 60 

tgactcccca ttccctcctc ctcccagctc ctggtaatct ctattctact ttctgactgc 120 

atggttgtta acataggttg acatactgca tatggactgt gagtggttgc acattttagc 180 

atttgttcct cttcctatat gtcccttgct ccctgtgact cctccctgtc ccagccctcc 240 

acttctcatt ccatcaggct tccacccaga ggggcctttc ctgagcatcc tatctgaaac 300 

agcaccccca gctaacacct ctctattacc ctacccatct tttaaaactc ttgttatccc 360 

tcaacatgtt acatgtttgt ggggttattt ttttgtttgt ccattgcatg tcttccccga 420 

cagaaaccgc tgtttgaggg cacaacttgg tttatttgtg taccactgta tctccagtgc 480 

ctggagcagc actaggcaga yagatgcccc aaaatatata gtccacattg ccttgaattg 540 

caagagagcc agagcttgct ttgttttgaa actttaaaag atttggagga ggatcttttc 600 

taatttattt attttttggc ttgtggtctt aattgtggat cgatgtccaa catcacaaaa 660 

ataataaact cgtaacatga tggagaatta tttatcctca acaacaaagt ctctccaata 720 

acattagagc ttgactgaaa ttgtagaata tgaattctgg atttcatgga attgatggag 780 

gctttatatt tgtgataact tcctttaaat atcccccaat taattgaatg attggctagt 840 

atgttttctt tcttagtctt ggactcccca agccttggaa ggattgctaa aatggggtgg 900 

ctatcgcttt ttgaatactt actacaaggc acacactctt aaatgctttc cagatagtta 960 

cctatataat ctcttaatcc tcagccatgt tatgaggtag a 1001 
<210> 223 

*<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55813, G501A 

<400> 223 

aaaataatgg gtcaggcacg gtggctcaca cctgtaatcc cagcactttg ggaggccgag 60 

gtgggtggat caccttaggt caggagttca agaccagcct gaccaatatg gtaaaaccct 120 

gtctctacta aaaatacaaa aattagctgg gagtggtggt gggcacctgt aatcccagct 180 
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acttgggagg ctgaggcagg agaattgctt gaacctggga ggcagaggtt gcagtgagcc 240 

aagattgtgc cattgcactc cagcctgggy gacacggcga gactccctct cwmaaacaaa 300 

acaaaacaaa acaaggcata aaattaatgg caaaacaatt aatgtcaaaa acagtaatta 360 

cttttgcacc gatcaaacag tttgttgaat aagtttattc ctgttctgaa taacaagaac 420 

tcctccattg tttggtccat tgatccagtg agacrgaagg agaaactgag tccctaaaag 480 

agggaatgaa aattggcaag racctcataa agctgttgac agttctactc tcatcatgtc 540 

cattcctgct taaaccctca gtgctcatcc atctcctgtc gggtaccaac aggcctccat 600 

gttgctgaga aattatagct actttttacc atgtaccttc catgtgccag agatacktca 660 

tgctttgaat atatcttcat taatccctcc tataacggcg gaagtcagtt gcatatatgt 720 

atgtaggtgt atatgtatgt atacacacag agtaacagga accgtggcca gcactccctg 780 

ggctcttttc tcagctgctc caaacttagt ttagttcctg acaacactta ttctaggaca 840 

aagaataatt ctgaaggcct atacatttct ggttgaacat cctaaacagc ctgcccctct . 900 

cacctctgga ggacttttgg acctgggagt ctccagaatt gcagacctcc ccgacactgg. , 960 

gctccctacc ctcctggcta ggctgtagtc ctggctatcc c 1001 
<210> 224 



<211> 1001 
<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55845, A501C 



<400> 224 

atggagtttg tttcatagcc taagaaaggg ttatgaggta gctcttcttt ctcaagccca 60 

cacttactag ggactttata agtaatgatc aaatgaacaa tgcttcttac tcctagggtg 120 

gacaactact gcctggaatc tctatgttct cctgcaacac cagcacttct ggtcagtcta 180 

ccttcctcct cactggtttt ccaggcctgg aagcctctca tcattgggtt tccatcccca 240 

tcaacctctt ctgtgtggtt tccatcctgg gtaataatat catcctcttc ctgatccaca 300 

cagatccagc cttacatgaa cccatgtata tcttcctgtc catgttggca gcctctgatc 360 

tgggcctctg tgcctctacc ttccccacya tggtgcgtct cttctggctg ggagctcgtg 420 

agctgccctt tgatctctgt gcagcacaga tgttcttcat ccataccttc acctatgtgg 480 

agtccggtgt actgctggcc mtggcywtcg atcgctttat tgccatccgg gaccctctgc 540 

attatgccat aatcattacc tgctcagtca cagccraggt gggaactgcc attctggtga 600 

gggctgttct gctcaacctc ccgggaccta tcctcctgca gcagctgctc tttcccaaga 660 

tcagcgctct ctgtcactgc tactgcctgc actgtgacct tgtggggttg gcctgctcag 720 

acacccagat caatagcctg gttggcctgg tttccatcct cttctcactg tgccttgact 780 

ccttcctcat catgctttca tatgccctga tcctatgaac tgtgctgggc attgcatcac 840 

ctggggagcg gctcaaggca ctcaacacgt gtgtctcaca cctctgcatt gttctcatct 900 

tttatttgcc caaacgggct gtctgtcttg caccgagtaa agaagcatga ctaccctgct 960 

ctggcagtgc tcatggccaa cctacacttc ttggtcccac c 1001 
<210> 225 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55923 # C501T 

<400> 225 

agtaaaaccg aagagcccct cccaaaccta tcagaagatt atttactctc ttgagtttct 60 

taatcagaga gactgtgata ttagtggcat aagacacagg tgaagttaag ggcaatacat 120 

gaaaaccaga gatattaagt aggagcattt aaactgcact ttcccctttg ccacatctga 180 

ctgaaattga aaacaatcgc agttagactt gaaccgccaa gcgggaaaga tttctttgtc 240 

agaaatactt actaggccaa gagaaaagaa atctacagat attaacacca ggataccaat 300 

gatgaaatgg accaaactac accacagtga catccaccag tctacaaatt ttactaggca 360 

tatagagctt ccaatgtgtt ttagtttccc actttcaaac aagaggagac agctaaggat 420 

cactggacat atgaaaaagg cgaggtaatg agcaaagtaa gtaaaaaagg tacttgcaga 480 

aaacagaaac tgaagaaata yttatgaaaa gggttagatg aacctaatgt caaggaatat 540 

aataaaaatt tagatcacta aagacagatg acatgatcct aaaagcctgc aaagaggaaa 600 

aaaatagtca caaaggatca tggaatcaca acagtattct caacaggaga agctaaaata 660 

aaagaaagca acatttgtaa gtctaaggga aaatacacct gactaaaagg gaggcttgat 720 

atgaaaaaat atatattatt ttttaattaa aggaaaataa tttctaatct agaattctgt 780 

actcacccaa attacccatc atgaaggtaa aaccatggta tttttaaaca attaaggtct 840 

caaattctca gaaagctact aaaggatgag tcccaccaaa aaaggagagg ccaagaaaaa 900 

aggaagattt cagatccaag aaataagagt tgcaattcag gagaaaagca aagggactct 960 

ctgtgataca gagagagtac atgacaaaac ctatgtgata g 1001 
<210> 226 

<211> 1001 

<212> DNA 

<213> * Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP55945, C501T 



<400> 226 

ctcttaaccc tcacccttca gaacgagatg gcatttccct gcttctccct ctaaatacaa 60 

ctaacttccc tggaaattat ccatcaatca acaacaggac tctgaaagct ggaagaaaaa 120 

aaggtagact agctaggaag ctcaagacca gaaacagaca agccttaggt tttctgtctg 180 

tctcccatat acccctggac tggttgctag tataacctgt aaccaccaat aggtgaaaga 240 

cagggtggag gctgggtgga aatgcattct ctgaacaagg taaacccacc gaagacctaa 300 

tgaggaaact caagccccat tcagcactct cggccatgga gcactcctta ctacctgcat 3 60 

tggcaaagca acaaagccct gggctgtgct atgggactgt agcagtaaag gagctcatac 420 

caagccagtc ccgcttctac aatcatagat ggcaggcggt atgacccaca tgaagctgta 480 

gagtagtgaa acccctgacc ytcacagccc aaggcaacat tttgatccac tgatagtatt 540 

gacaccccag gccatcccag tccctacttt acaaccaggg caccagcaga cagtctaatc 600 

tgaggcaaga acagcgtaag agaggccagc aaccccctgt cctccaccca atgatataag 660 

gaaacccagg accagcagct tctaaccaga accccacaca agtgaacatg gacatcaaaa 720 

ggcatcttct acccacccca gacagcacca acaggaactg agctagaatc ctaacagcat 780 

cagaaaatga agtagaacaa aataccacta ttactctgaa cacttaacta tcattgaaaa 840 

taaaactcat aaaactagga aagaggggct gggcgcagtg gttcatgcct gcaatcccag 900 
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cactttggga ggccaaaacg ggtggatcac tggaggccag gagttcaaga ccagcctggc 960 
caacatggcg aaaccccatc tctactaaaa atacaaaaat t 1001 
<210> 227 

<211> 982 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (482) . - (482) 

<223> baySNP56007, C482T 

<400> 227 

tgatggagaa gcatttgtaa cactatatat cctataggag cctgtgggtt tcataaccaa 60 

tttgtctttt cttttgaggt gaatggtttt cagatatgtt caggtgagag agcagtagat 120 

tagatgcttc aaatgactag gattccttgg gttaaaacat gtttttgagc tgtcataact 180 

ttctactctt agtggtatct ttgtttatcc atttcagata catttccctg agcttgtcat 240 

tgtgcactac tctttcttgg tttgatttct ttgcatttta aaccactgct ataaagaaca 300 

gaatatattt taactatgca tattcagcta tttttaaaaa atcataattt agtactcagt 360 

taacttggta tatggaatac ggttataccc caaaattagc atattatttt taatacatcc 420 

ccccctatta ttttaaacat caaaataatt ctcccaaata attttttttc ccatctagtc 480 

aytgtggtct gccttaacgt tgtggctttt tcataagata ttatagtgaa aaattttggc 540 

caaaacttaa ~gaaaatcgt tttcattacc agaacaccca agaggagttg gctcagtttt 600 

aaaacaggaa ttcaagttac cagcaggaaa acagcttggc tgagtggaca tataagttgc 660 

tagtgtgcaa aatacgtgaa tttaatgtga taatgcctat agtcattatg gttctacaat 720 

atattgtcag ctatttggag aaggatcaat ctatttcaaa taagtttttt tkttgttgtt 780 

gttattttgg atgtcaaaac aatcttatag tgaggttcaa atagtgctac cactttacca 840 

aaaagatcat ccccttctat aaagcaggac accatctctt ccaagtagtt tcttcctttt 900 

gctaccttcc catgttttct ggtaaagaga ataaacatga ttccaccatg aacatatttt 960 

taatgaaaat gcgaatgaaa ag 982 
<210> 228 

.<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

< 2 2 1 > var i at ion 

<222> (501) . . (501) 

<223> baySNP56011, T501C 

<400> 228 c . 
agagctctga attatagagt aggtagggca aaagaaaatt tacatctttt taaactctga e>o 
aaggaaaaac aggtaaagat ttttttgttt tcccagtgaa tatgagatta atatctaatg 120 
catttttctc cattttcctt ttctctgatg tttcttgtgt tttgactata cagtctgcct 180 
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agagcaatag aaactgactt tcatcttcta tgttgaacaa aagtggttat taaatttgat 240 

gttgtattct aggagaataa gacttatgtt agtgaatacc agtgatgtga tttattgaac 300 

atcatacata taagaaaaaa tcaatatgaa aaatatattt ttcttctgaa tgttgtgatt 360 

tgtttgactt tgatgtttta gctgctgggc aacttgcatt cattcagtgg tctctgaagt 420 

tgataactca tggcttattc agatgattca aattagctac tgcactagat caggtttgcc 480 

tagagagttc ttgaatacca ygtgggaaag agtctctaac taaatatggt ttttatatat 540 

aaggaaaatg atgagcatta ctgaacaatg acagaaagaa aatgcatttt gaatgcagag 600 

tctcttttcc tgaatttaaa taacctcaaa taatttctaa attacatttg attccccttt 660 

ccagaatgat ccatctcagt ggagtgaatt tggcattggt gtttataacc aaaataactc 720 

caggtgaggt tttgccaaca aatgcagaaa ttatgataat tcgaacgtat atttgtaaat 780 

agtttttcaa taatttacat gccactggtc attattcgct tcttaatgat gactctgtga 840 

ggtggcatta ttccagtatt gtagaagaag aaaatgaagc ttaatggtac tattgatcac- 900 

acgtgtttga aagtggtcaa attgggagca gaacctgtgg acccagttca ctactatttc 960 

ctctcaaatg agatgtctta ttccagtcac taccttggaa t 1001 
<210> 229 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP56104, C501T 



<400> 229 

atggtttcca gcttcatccc tgtccctgca aaggacatga actcatcctt ttttatggct 60 

gcatagtatt ccaacactta cccatttttc acctgcagta ttgtatacac tgattggggg 120 

ttgtcggtcc agcagttgaa aaaagcgtgc agctgatatt ttagcttttg cataacttgg 180 

ggtgtaagag aaggctcttc caagagctgt ygcactcagt acaactgcag agatcaccct 240 

gtaaccagac agacacacag gaagagagca gggtggcgtg gttggtgtga tgacctgaag 300 

gcagaagttt ggggatctag ccctggttct gccaggaaag gaccaaatat ccttgagcaa 360 

gtcacttcag acttgtctgg aaatggagag ggtggtgttt aagggactgg cagttttcaa 420 

actgtgttct atgaaaaagg agtaagaaga ggactgaaca agcatgaagg ggggagagct 480 

cagacctcca aacctttatt ygaccacaat agcttccttt aagaaaattg ttggccaggc 540 

gcggtggctc actcctgtaa tcccagcacc ttgggaggcc gaggcgggcg gatcacgagg 600 

tcagaagatc gagaccatcc tggctaacac ggtgaaaccc cgtctctact aaaaatacaa 660 

aaaattagct gggcgtggtg gtggtcgcct gtggtcccag ctactcggga ggctgaggca 720 

ggagaatggt atgaacctgg gaggcagagc ttgcagtgag ccaagatcgc gccactgcac 780 

tccagcctgg gtgacagagc aagactccgt ctcaaaaaaa aaaaaaaaga aaagaaaatt 840 

gtttgagggg gaaaaagact tctgaaaaaa tttttttaaa agaaaaagca ggcttgaaag 900 

atcaccagat tgagttgatt tttctagaat tctaacagtt attgaatcta taataggtat 960 

ataaaagata atgattgatg atataagcat catttttgca c 1001 
<210> 230 

<2U> 1001 

<212> DNA 



<213> Homo Sapiens 



WO 2004/067774 



-139- 



PCT/EP2004/000539 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP56113, C501A 

<400> 230 

tggtagmtta agagcaaaga ggactttgaa aaaaaaacat aaaaagtggt aggttttctg 60 

cttaaaatgt ttgtagaaat gttttacgat gttgtaacaa aatatactgt gcctatgaaa 120 

tgcaagaagt cataatgatt tccttattgg ccttgctttc gacctgtgac cagaacattc 180 

actgggcata ttcagagaaa tatacttaat gtacatgtta atgttggaaa agtaaatatg 240 

agggattcag tttcctgtac cttgcatagt tcacaatcta tgttggctgc aggcatgcca 300 

gaagtgacat tttggaaaat tgaaccctct gacttatcag aattatacct ctggttacaa 360 

tgggctttct aggtttattg gttaccaaat actttcaaac aaatttacaa tctttatacc 420 

tcaacttaat aacagaaggg attataaatt ataggcaatc aatacttagt ccttattttt 480 

ataacttcct ggattctgtc matttctgtt tgcttgtttc cttgctttgc tttatacaag 540 

gaaatcttta gttgcctttt tcaaaatttt cttagcattt ctcttcataa tgttatactc 600 

ttcataatag tatattacat taaagattat actattcagg gaagtcagaa aggccacttt 660 

caaaatatag ggattaaaca attaatcaag tatgaagcaa aacaaaacat tttcagaccc 720 

atatctatga actatttctt agaaatttgc ttttggatga gctccaacaa aagggggtaa 780 

aaactagaaa aaggaatgta tgggaactac gaaataatgg atctaatcca aggaaatatc 840 

acagggaact cacaggatga tgactgttca acaggcaaac gttgcgagtg acagaaatga 900 

gggaagagat ggcctgacag agacattgga agaacacaaa ggttttcatg aagacaaaga 960 

atgcaagaaa aaaagaaacc tttcagaaaa acaatcaaaa a 1001 
<210> 231 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP56636, C501T 

<400> 231 -v. tfA 

gtctttgaca ttgcgtctcc actgtcccct gtgctctagc gatgggaagg acaggtggcg 60 

gggtctccag gggccctttc tggagcagga gcactgaggt cagtgagcat ttgctggaca 120 

atggctgaga gagacgctca ctggtgcagc attttgtgta aacaccccca gtgacacaag 180 

cagggcctgc tcctccctct cctagctccc tctgctgcct caactcctgg gcctatcaag 240 

accttaacgc tcacggccct ctggcccagg gggatgccgg cagaatgcaa gctctcctgc 300 

tgcagcttcc ctgagagcag aacctgagac cagagcttgg ggagagatga tggtttgggg 360 

gttgccccca ggaggcaagg aagcaggaat gagggagcag ggagagcgag acaggcaggg 420 

aggaagagct agcaccagca gccaggtttg tgtatcctgt tcttgtttca tgcattaaac 480 

atcttctatc tcccagagca yactgatgat cctttacaga aagttttctc ctccctgcac 540 

aatctgtttc ttccaggttg cctttgtctt gtttcaggcc aggagtttga ggccagcctg 600 

ggcaacattg tgagaccccc aactctacca aaaaaaaaaa aaaggaaaaa gaaagaaaaa 660 

gaaaattatc tgggtgtggt ggtgcgtgtc tgtggtctca gctactcagg aggctgaggc 720 

aggaggattg tttgagccca ggagttcaag gttacagtaa gctatgatgg tgccactgca 780 

cttcagcctg ggtgacagag cgagacactg tctctcttaa aaaaacaaaa acaaaaccaa 840 

aaacaagcaaacaaacaaaa cccaaagaat ttgatcagcc caggagaaat gatctgagaa 900 
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atcgacatca gggctctagg gccagactgg acccccagtg agtactgagc ttctaatctc 
cgtagtgccc cactgcaaat atgagcaggc agctgaggat c 
<210> 232" 



960 
1001 



<211> 



999 



<212> 



DNA 



<213> 



Homo Sapiens 



<220> 



<221> raisc_feature 
<222> (470) (470) 
<223> Unsure 



<220> 

<221> variation 

<222> (499) (499) 

<223> baySNP56666, A499G 



<400> 232 

aaggatcccc ctccttcccc ctctccccat tgtatttatt tgcctgctgg aaaatcacat 60 

ccggaaataa aatagaaata tgtcttttta ttttattttg agacggagtc tcgctctctc 120 

tcccaggctg gagtgcagtg gcgcaatctc ggctcactgc aacctctttt tcccggagtt 180 

caagcaattc tcctgcctca gcctcccgag tagctgggac tacaggcgtg tgccaccaca 240 

cccgactaat tttggtattt ttagtaaaga cagggtttcc ccatgtcgga caggctggtc 300 

tcaaaactcc tgacttcagg tgatctgccc gcctcagcct cccaaagtgc tgggatcaca 360 

ggcatgagcc accgcgcctg gccagaaatg tcttttgaca aagggcccaa tccccagccc 420 
ctgctgttcc ctgcaggagc tgactcagtg ctctcctgac tgagagtccn agccccatgc - 480 

ctataacctg ctacccacrg acaaagagag gccatcaggt acccgggctt cactttccct 540 

cccactctct gacctcgctg gcccctccag caatgcctgg cccaccccta ccagttcacg 600 

gaccctggta cagggacact gcaccaatat cttgggacaa acaccctctc tgccgagccc 660 

cctccctttc attgggactc ctctgtcagg ccccagctgg cctcccggct ccaccctcgc 720 

ctctccattc ccttrtcctt gaagtggcca gagtgatctt ttgctgagca gaagctcagt 780 

gaccaccccc caaccccata tcacccaagc tccacattaa gcctacagac accaggcctc 840 

tagtcctcgc cctcgaacca tgcggcagcc gtggccagca cgtgaagggc tggaacgcgt 900 

cttggccgca ggccttgccc cactgtgccc tgtgctgccc tggatgcttc tggggaccca 960 

atttctcctg gtctctcatg atgcagcccc tgggtcaca 999 
<210> 233 

<211> 1001 

<212> DNA. 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP56667, C501T 

<400> 233 

cactgccttc cctttggggg actgccaaga ggccctatgg cataactagc atgggagtgg 60 

gctggcccga gaggcctctg tgcctgctcc tccagcgcca cctctaggat gaccacaaaa 120 

tgcaccatcc caactggcat acctgttgag actgacaggg acactatcga tgatgacacc 180 

agcataatgg tgaccaggac tgcccagggg aggccctgcc tccccacctc cacacggccc 240 

aagccttgct gctcccctag ctgagggtgg gtggggcctg tgccgcagct ggtgtccact 300 

ggccgccctt cactcccagc ccagatgtgt gcatggtgct ggaggtgctg ggccaccagc 360 

tcctcaaatg gatcatcaag tccaactacc agggcctgcc cgtgccctgc gtgaagagca 420 

tcgtgaggca ggtgagtgcc acccactggg ctgcccagcc tggcctgggc gggagttgga 480 

ggaggtcagg tgcgactctc ygcaggtgct gcacggcctg gactacctcc acaccaagtg 540 

caagatcatc cacacggaca tcaagcccga gaacatcttg ctgtgtgtgg gggacgctta 600 

catcaggcgc ctggctgccg aggccacgga gtggcaacag gcaggggcgc cgcccccctc 660 

ccgctccata ggtaccaagg gcccacatgg ggctgggtcg gggcctctgg gcctgaaccc 720 

ctgcctgagt ctctgttcct ccctgtcccc ccccmccgct ccccacctgc actcccagtc 780 

agcactgccc cccaggaggt cttggtaagt tggggggccc ctctctccca tgcctcctct 840 

cccatctgag ccaactggag gccatctctg gagccacagt ggctccaccc cccaccttca 900 

cgcactccca cggtggtaat cccgaaaggc tgggtggctg ggctgacggt aattcccggg 960 

gggggtcaag tgccccaaac tgctcttggt gaaaggatgc t 1001 
<210> 234 

<211> 1001 

<212> BNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP56780, A501G 

<400> 234 

aggccatggc cgttttggtg agaaatgcca gaaacagctt cagtttccac ctactgcttc 60 

atatttataa tcacagtaat ctatttctcg ttttgctatt tctagagcaa caaattgtgt 120 

gatgcgaaat tagtaccaga ggaacaatga ctccacttaa caaaaaaata gcaagggaac 180 

tatgaaaaat ggcacaactg cttaacttta atagttgaag tctttaggag acttcagtag 240 

ttgaaatgac acagaaaaat cctcaaacta acatacctac atgaaactga gtttctcaaa 300 

gtaacccaca tttatggaaa tagaagtttg tcttgcagaa -acatcagctc attttgtaag 360 

gtgtatgtga tatttaaatt tgtgatgctt gtgaataagg gaatggggct ttaggtctga 420 

ggaaagggga gcattcattc aaactggagg gtattttgca tttttaaggc tgctataagg 480 

tcacgacctt ggtgagactt racctgtttt cgtatgtatt gtgtactttc tgttctaagc 540 

cattgtgtgt gtctgtaact ttctccaaga ttctctccaa atcttgcttc tcttaatttc 600 

tccagattgt gccaacctat ttcccactcc tgatctttag tgttatatca ccactaggag 660 

actggggaat gtggtttgtg ttcttagact caacagatac ctaccatatg ccaagcattc 720 

ttctaacagc tagtgagaga tctatcagtg aacaaaacag acaaaactcc atcttttttc 780 

ctctgctgct catattctag tgttaaccat ttgcatattt ctcagactct tcaatacatt 840 



tattatttct ttttaatcag tttattctga ccctcagtag atgacatatt tcatgggtgt 900 
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agggacagtg ccatctatct cccttggggt gttcttacat tcaagaaatg ggttttcaca 960 
caagtcctgt caaatactta attccttaca caatataaag g 1001 
<210> 235 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP56876, G501A 



<400> 235 

ctggggccac actctgagca ggattttgta aaccagctct gtgacctggc ctataaaatg 60 

ggtgcctaat .ctgtacctcg aggacctcac cccatttgtg tgcatagccc cacagctttg 120 

agcccttccc tggaggcttt ggctatcctc ccattcactg ctgtgttctg gccccagcac 180 

tgacttgctg tgtgacctca agctggttgc tttacctttc tgagctttgg attccttcac 240 

caaatttaga ctctcqaatg agaaaaaaaa aaatccctgc ctctcagctg ctgcctcctc 300 

atcttgtgag ggcaggcttc ggatcctgct gttctttaag agaaaggaac caggaccttg 360 

tgctagttca aaggctgttt gggcctcccg ggtggtgggc cggtggaggg gaagagctgg 420 

gtgttctgtt ctgaaggcca aggaagcagg tcaaaagcct ggacagctgc aggatactat 480 

tgagagcctg gttcggagaa rgccaagctg tttctgagaa cttttttttt tttttttttg 540 

aggtagagtt tcattcttgt cgcccaggct agagtgcaat ggcatgatct cagctcactg 600 

caacctccgc ctcctgggct caagcaattc tgcctcagcc tcctgagtag ctgggattac 660 

aggcacccac caccatgccc agctaagttt tgtattttta gtagagacgg ggtttcacca 720 

tgttggacca ggctggtctg gaactcctga cctgaggtga tccgcccacc ttggcctccc 780 

aaaatgctgg gattacaggc atgagccaca gcgcccggcc tccgatcact ttctgagcca 840 

tggcagaccc agccctggaa tcaccggctt agtatgtggg ccaaacttca agtcctacag 900 

aggtctccag gctcccaagc cctgctctac ccctgccccc aaaaggcacg ggcacactgt . 960 

cttctgtggt gcctgccaca tttccaagta gagaaaaaag m 1001 
<210> 236 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP56978, A501G 



<400> 236 

aggccacatt tggctagtta ctattgacag 
gttttatttt cttttcacct caccactctc 
aaagcttctc aaaggctgta aaggctgtaa 



atcatgacta accttaggcc ctgaccccca 60 
ttttatgttc tatttcccag atttatacca 120 
gcatcaatat aaggcctgta agacacgtac 180 
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ttacaagaca tgatacttta agtatcatgt cttatacttc aactaatacc caaaagcagt 240 

agctctcaaa tactggttct tagacttgat gacccataaa aatattttta aaaatttata 3 00 

tgataatgat tgttgtttta ttttgtttaa taattcagtt tcataaaagc ttaatggatc 3 60 

tccttcagag ataattgtca tccaacatcc ccgaaaaagt aaacaacaaa aaatttttgt 420 

mcaacacatc actttagaag atgaagtttc tgacaatagg aaccaacaat tagtatgcat 480 

gtctctgata attatctctt rtggcccaaa taagctattg actcagttgg ttagtgcaat 540 

ggtggttaaa tctggctgtt ggttattgca atggtggtta aatctggctg actttcacta 600 

gccataatgc tagcactgct ctgagaagct cttaaagtat gtaaagcaat ttgttcttct 660 

atgaaatgct ctcctcatgg agtctttgtt ctcatatttt tagttttttg ttatctcctt 720 

cacttttaca tcaataataa gatgaattca ctcttcagaa gtacccactc atgtctaatt 780 

tgcaacattg gatgtctatt ggaattacaa aatgactgtc gagaactatc ctatgagtaa 840 

aatataagga cttttgtagc agctgtctta aacatttgaa aaattttgtt tgttgttgaa 900 

gaattccaca tagttgaaat caatagataa actttcatgt aagtgaatta ccaattcacg 960 

tagtggtggt attgtgattt ctagttagtg taytaaatgt a 1001 
<210> 237 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP57000, A501T 



<400> 237 

ttgctgatgt gtacagggaa agggtgcatt ggtcatccac agaaacccag aagagggact 60 

gtcccagaga gaagtgtgga ccgtgtccaa ccatg<gtctg gaaaagtaca tacccatcct 120 

aacatcttgg gcctgtccag gcccctggga agttttattt ctcacagtaa attactaagc 180 

tgtcattcca atttttacat caggcctgtg atcatgttaa tgttgggcta ccaagcgcga 240 

tggtttaccc tgagtatgct ggtgaatcat gtttctgagc ctgaccagac tcagaacaca 300 

gcaaatccac agaagtcacg aatgccaccc ttgggagatg gggtgccagc ctccctcagc 360 

actacctttc tgtgttgctg ttagcctatt tgaatttctc ttcttgctat atcttatttg 420 

aacttctaca gataggcaaa aagtaggagt gcagctcagg atgcctggac attcggtccc 480 

agctttcctc acaaaatggc wcatcccgcc ccagcacagc cccaacatct agaaccttgt 540 

atctggccag gaagggatgt ctgccaccag ttatcagcat gtcctcatca cggtccagca 600 

tgcatcgcac agggcggccg gtcctggggg ttaccgacag tgttagaagc ctgtgagcct 660 

tcaacagcag ctcagccctg caagtctcag aataaaaaca gccgggaagc catcttttcc 720 

acctgcacgc tgagcagacc tgtacagggc tgctttgcca tctaggcact gtgmtagaca 780 

aggtggagaa tataaggaag cgaggtatgt gctttcattt agagagctca cagccagtag 840 

gagagatcag aggtggatac ctgtgccaga ccacaacgga acaggcgatg ttaccctccc 900 

actatgccca agggttctaa aaacagaggg ctgtgagaat tcaaagcagg gggaaactaa 960 

ttctaacagg gggaagtcct gaaaaccttc ctggcacaga c 1001 
<210> 238 

<211> 1001 

<212> DNA 



<2l3> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP57313, A501G 



<400> 238 

aagtggctat ggtgccgtct cactctgccc ctcccrtgtg cttgtgctct gcaggtatgg 60 

atttaacagt cacgggcttt cagtggtgga acacaggtta cgggccagac agcagaagca 120 

ggccaagctc acagaaggta aagtggggtt gtgtcagtgg gcctttctta tttattagga 180 

ggaaacgtgg gagaaatgct gggaacattt ctagtgaaat aaacatgatt gagcaatagc 240 

aaaaaccact gaggacctca ggacacctct cctagagcga ttttcctggt cccacacagc 300 

ttccaagagt ttaactggat tttgcaattt agcaaatact cactttgcct ctgccttgtt 360 

atgtaacctg ttaccgtaac tagggaggcc tgaaagcaag cgaagcaaag cggctgggca 420 

atgatcacac aggcaatgag ggcaggagca ggacttgaat gtcatcctcc cgtggcccac 480 

tctgtcctcc cttttttgtc rtccattgtg taaataatgt tcattaatta tagaagactt 540 

agtaaataca gagaagcgta aagaaagaat gttcaagaaa cagatactcc tccctactca 600 

aggctaacta atattagcat ttgggaaaat attcttcatg agttgttttg gaaactcatt 660 

tttggttcgg gacagttcac acctgtaatc tcaatacttt gggtgcccaa gttgggagga 720 

tcacttgaac tcaggagttt aagaccagcc tgggcaacat ggtgagatcc catttctcta 780 

aaaaaaccaa aaacaacatg cttttttttt tttttttttg agacggagtc tcgctctgtc 840 

gccccaggct agagtgcagt ggcgggatct cggctcactg caagctctgc ttcccgcgtt 900 

ctcactattc tcctgcctca gcctcccgag tagctgggac ttcaggcacc cgccgccaca 960 

cccagctaat ttctttttgt atttttagta gagacggggt t 1001 
<210> 239 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP57734, G501C 



<400> 239 

gtttagttgc tgggaggttg ggaggtcctg ggtaaggtga gtgaaagcgc ctggggagct 60 

cagggctgta gggtggaaac attttaacaa ccggtgcagc tgactgtcag tcagtactca 120 

tctgcctctc tgcctgtgtg ctcctcctcc ctggcacaga aaacatggtg ggggcgtggg 180 

gacatctctg gctgtctgat ggttatgctc cagaggggag gcctcagaga gcccagatga 240 

cataaggccc ttgcatggcc agtcctagcc tggtgacccc acaaacgcct cctctgtttg 300 

cacaaatctg gtttcctttg tccttatatc ctgtcacaag agggggagcc aaggttctaa 360 

cctcaagtgg ctccaagccc ccaccctcta ggctcccaag tccaggcccc tgcctctgct 420 

ccctgaaggg acctcagccc cctgcccctc tgggccccaa cctttttgcc ttttcctttg 480 

gctttgccct tttgattgct sttctttrtc accgtagctg cctcctcctc ctcttcttcc 540 

tccttcctcg cgcctttggg agtgcctgag cgtggagggg gaaacaaggc tgtgaactcc 600 

tcaccctggt ttgcaaagtg cttccaacac ccatgtctca cttggatgct ccccacaacc 660 

acaagagagt cgaqcccatg ttattattag agcccaaaaa ggctaagaca cctgcctgag 720 

-accgcatagc tatcaaagcg ggggtcaaga tgccctgcac gttgtctgac tctagacctg 780 

gcaaactcct tacctagcac tgtcttgtat gctgtaagga ccctctagct ccccgccccc 840 

aggaccacct caagatgtca ccacaccaga agcccttgcc atccaccttt cttcttcagg 900 
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gctttcttgt caggactgcc ttccccaacc agaaacatgg ctgctgggct cttcctcgca 960 
ctggctgggc tccctgaggg gtccttgtcg gcctccccag a 1001 
<210> 240 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP57837, G501A 



<400> 240 

gattcacccc agacctactg aagcagaagc cctgggggct cagaaatcta ttctttaagc 60 

ctccaggtga ttcttatgct catggaagtt tgagaaccgc tgatcaatgc awtcagtgac 120 

tcagaaacag agtcccggac tctacaggtt tgttggttgg ttggttggtt ggttggttgg 180 

ttagtttgtt tgtttttgtc acccatattc aaccagctgg actccacagt atagcaagcc 240 

actccgatta ttcttctgca tgttatatgt gataaaccat ccacctagag taggattggg 300 

ggcagcatct taacatctaa ctacttagga cacccaccct gtttacaggc agaaataaag 360 

gatttttaaa acaaagcaaa tctgtgaaag aaccaactga attaaatcga gaagtctagg 420 

cagagaggag agagagaagg ggtccgtgta cctcatacgc tgtgcaccag aatggaccct 480 

gcagaaccta cctgctaccg rggaaggtgg ttctgttggt aaccggctgg gggtcacaga 540 

ggttcctggg aaatcagaaa atgagataaa tctgtgctct gfcegctgtgg gtcctgaaca 600 

aataacgaaa catctccgtg actgagtttc ctcaccggaa aaatgagcct aaagtagctt 660 

acatcactgg actgttgtgg atgttaataa gcatttgagc tgggtgcagt gcctcatgcc 720 

tgtaatccca gcactttggg aggctgagga gggcagatca cttgaggtca ggagttcaag 780 

cccagcctgg ccagtatggt gaaaccccgt ctccactaaa aatacaaaaa ttagccaggc 840 

gtggtggtgt gcacctgtaa tcccagctgc tcgggaggct gaggcaggag aatcacttga 900 

acctaggagg cagaggttgc agtgatctga gatcgcacca ctgcactcca gcctgggtga 960 

cgcagtaaga ctccatctga aaaaaamagg cttagccrgg c 1001 
<210> 241 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) - . (501) 

<223> baySNP57853, C501T 



<400> 241 

tgaaggtgtt tagtctggaa ggaaatggag attttccagg acaggcaagg ggaaagagac 60 

tgaggaaagc gtatctgcag aggcctggag cggttagaag atgtgctrtg tccaggtgcc 120 

tacagtctgt gtgcgtccga gcatgggctc tacctggaca cagtgaggag cgagattaaa 180 
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tacctggatc 
tggcggtcgt 
aygctcctcc 
ggactttctt 
taatggaaga 
ctcaccagtt 
gaattctaag 
atctccattc 
acagacactg 
gtaagaagca 
ttatgaatat 
gttctcttgg 
tttacttttt 
acagagtctc 
<210> 242 



acagccgagt 
cccgccacag 
ttctgaaccc 
ggtaagagac 
gagagctccg 
gtgaagactt 
aaagcaaaac 
cccttttgag 
aagacagaca 
gatccgttca 
tgctgctgtg 
gtacacaccc 
gaagaactac 
attctgttgc 



ccaaagccta 
ccttggctcc 
cagagctcca 
ggacagttcg 
tcctcacact 
ygtttgtgaa 
aatgttaggt 
atatctaggc 
aattcgaaag 
gcaattgata 
aacattgacg 
aggggtggtg 
cagacttctt 
ccaggctgga 



ggacttcatc 
gccatctttg 
ctctgcaccc 
gtgaagtgrt 
cctttctgct 
tgagacggtc 
cttccccgtg 
tccctgaaac 
gtgtaagact 
gacacttggt 
tacaggtttt 
gaatcactgg 
tctttttttt 



ctgggagcag 
aaatggcccc 
atgctctagc 
traaagccta 
gagcatgaaa 
agttcagcgg 
gttccctata 
ccctttctct 
tatcttccat 
tttttttcca 
tgtgtgaaca 
gtcatacagt 
cttttttttt 



tgcgtaggga 
atcacccaaa 
ctcacaccaa 
caggcttaga 
tgcctggtta 
tggcttctga 
tcctctagat 
gacacactgc 
gaccggctta 
cgttttgctg 
taagttttct 
aactctgtgt 
tttttttgag 



gtgcagtggc g 



<211> 724 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (224) . . (224) 

<223> baySNP57854, A224G 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<400> 242 
atgcacgcat 
acgcacacac 
ggcataatag 
ctttccagca 
cgcccagcct 
gtattcagct 
gcagtggttc 
aggaatgaaa 
aaatctattc 
tcaatgcawt 
gttggttggt 
ccacagtata 
ccta 

<210> 243 



gcacacacat 
acatatgcac 
ccctcactct 
tgtttctcct 
ccagcctagc 
gagatgtttg 
tcaaagcagc 
atgactggat 
tttaagcctc 
cagtgactca 
tggttggtta 
gcaagccact 



atgcacgcac 
gcacacagta 
gccctcaacc 
gccttggtgc 
gtatgatatt 
tgaaagtgga 
attctggagc 
tcaccccaga 
caggtgattc 
gaaacagagt 
gtttgtttgt 
ccgattattc 



acacacatat 
tgtgaccatc 
ccgcaaatct 
ttcactctga 
cttaaagtgc 
ggggataaca 
catagcatca 
cctactgaag 
ttatgctcat 
cccggactct 
ttttgtcacc 
ttctgcatgt 



gcacgcacac 
ttccatgtcc 
catccttatc 
gacrcaggga 
aggccgtagt 
cgcctcacac 
gcatcacctg 
cagaagccct 
ggaagtttga 
acaggtttgt 
catattcaac 
tatatgtgat 



acgcacatgc 
ctgcccacta 
aacctcggct 
atgttagaca 
ctggtacacc 
aaaacttacc 
ggaacttact 

gggggctcag 

gaaccgctga 
- tggttggttg 
cagctggact 
aaaccatcca 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
724 



<211> 1001 
<212> DNA 



<213> Homo Sapiens 



WO 2004/067774 



PCT/EP2004/000539 



-147- 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58295, G501A 

<400> 243 

attacaggca tgagccaccg tgaacatcca tggctaattg tttaaaaaaa ttttgtagag 60 

atggggcctc cctctgttcc caaggctggt ctcaaactcc tgagctcaag agatcctcct 120 

gcctgagcct tccaaagtgc taggattata ggcatgagcc acttcatgag ccctttctta 180 

tgttagatgc agtacttcct tataaaaccc acaaaacaga aaatgaatag aaataacatc 240 

caacatttga gcacctgcta agcactgcta ttttaattgt tttagatact taatgctcat 3 00 

aaaaacagta gaacacaggt attgtgattg cacacatgct acagttgggg aaggtgaggt 360 

gcattgaggt taagtattat ccaaagtcaa ccctaataat tggttaaaaa aatttgaacc 420 

caggttgtgg gctctaaagt cagacccatt taaccaccat gctctactaa gtatagagat 480 

tttaaataaa tgagacaaaa rtatgcatac caaagctact gttttcttga tgtgcccaaa 540 

cagatcttgc ccatcccttg acatcatgta cttcactttg gagaccactg tctgatacag 600 

actgtaaatc tgcctataca tacacctttg gtacgagttt ctttcatctt ccttcctttt 660 

cctgccttct ccctcctttc ctttctttta tatttattta tttatttatg acaggatctc 720 

attctgtcat ccaggttgga gtccaatgac acaatcatgg ctcactgcaa ccttccactc 780 

ctgggctcac accatcctcc cacttcagcc tcccgagcag ctgggaccac acgtgcacac 840 

aaccatgctc agctaatttt tgtagagatg aggtttcacc acgttgccca ggcgggtctc 900 

gaactcctag gttcaggcga tctgcccgcc taaacctccc caaatgctga gattacaggc 960 

atgagccact acaccaggcc ccttcctttc ttttaaattt c 1001 
<210> 244 

<211> 1001 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58402, G501A 

<400> 244 

ttgacttgcc cccagagtcg catcagtggt catgagagca agcggatgga caccagccag 60 

aggggacctt tgcagagaat tgcatctggt gcataaaata tcaatgtgca caggatgtct 120 

gcactatctg cagagaaaac tggagacatg aacattttct aagtgatagt gatcagaaga 180 

tggtcattaa gctgaaaggg cctcccagga ttctggcctt taatggaaat tcggctttgg 240 

tatgtacagc cttgttctct ttatcctgcc tgccctggcc tggaagaaca agcagtgctt 300 

tcctttcaag ggctattgat ttctctctct ctcagagtca cagagctcct cagctgttca 360 

ctcttcagct gaaaccagag aaatcttgtc cagcacaaag ctgccaggga aacagaatta 420 

gcaaaacgga cgtcgtcccc tcaggatgtc gctgtttcca ccctggtctg ccttgccttt 480 

ccctgtcttt ggaagccaca ratgaaagga tatcagctag cttgccttga gaattattgt 540 

ccctcaccta ttctctctct tctcaagcca acagctttca cccagcagtg aagtggcaga 600" 

gcagatttgt ggccccaaat cttctctaag aaccttggaa attggcccca cctgagggcc 660 

tttgagggtc aggcctggca tccactaaat cctccctgtc aacacagcca ctttgtcagt 720 

ccagcctgtg agtcagtgcg agacagagga tgcaggcacc acaggggaag aagaaaagca 780 

agctggaaat atatttgttt cctttgcccg ggatcattcc cagcatctaa accaagttct 840 

tcccagaccg gccaagactg aggaggagtc agaatagagt ttgcagcagt catagatcat 900 
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gtgggaagac agaaaacaaa gggtaaaaag aatttcatat acagatctct gccgtttgct 
ttcagtggca ttcattttgt gaagccccca gtgacagctt c 
<210> 245 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58407, G501T 



<400> 245 
gatcctctgg 
tagtagggtc 
aaactcagag 
aatagaaaaa 
atgaagtgta 
ggatagaggg 
gactctagga 
ttggagattt 
caagtacaaa 
ggagaagaaa 
cttagcatga 
agataaatag 
acagaaactg 
ttcatatttt 
tacctcaata 
tcaaaacaat 
ccatcactta 
<210> 246 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



gtgacaatgg 
tatatcttga 
aatggtttcc 
tctgaaatga 
ctgatgcctg 
ataggtagag 
gcagggtcta 
tcataataaa 
tccagcaatt 
gagggatggc 
aaccagggga 
atgaaatgaa 
actcaacccg 
caaaattgtt 
aacatttatt 
aagaaaaaga 
ataggagaaa 



ggttgaccgg 
tagggttatg 
ttaagagctg 
atattgaact 
caacttactt 
aaataggtga 
tggggatcca 
atattggggg 
kgaggtggaa 
atttaatttt 
agaattcaac 
acaraccaaac 
ttgttcagct 
ctgtttaaaa 
catttgtatg 
tgaatcaccc 
tacaaattgc 



aaaggggcta 
ggctacccag 
agcatctgct 
ctagttaatg 
tcattaaata 
taaagcaagt 
ctgtaccttt 
aagataattt 
gaaaacagcc 
cctacaaccg 
agctacttgt 
agaatagttc 
gttttgctca 
ttgtttccat 
tactacataa 
aataaggagg 
caacgaatca 



aagggaagtt 
gtgcatgtat 
tgtaagtaaa 
atctgctgga 
aacaaagatg 
agagtaacat 
cttcacactg 
ttaaatacag 
agagaccaag 
cttttctgaa 
gaatggatag 
acctattctg 
cctgaattaa 
ttttatcttc 
gaaacggagg 
aaatgaacaa 
t 



tctggggtaa 
gtgtttgcca 
ttttacctac 
gtgcttaggg 
gttgatgaat 
cttaattgta 
ttctaaatat 
aggtactttt 
tttgtatttg 
gccagtataa 
agggataggt 
acaacatttt 
ccctgtattt 
ttagttaaat 
cagagctctt 
atgacatgaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58440, T501C 



<400> 246 

gaatgtcagc tcccagattt cagccttcag aaaggaaacc cattaccgtt cagttgaaca 60 

aatgttgtct gagccccaga tctgggctca gaggccatct aggctatgag acaagagggg 120 

aacaaagcac cgtctgcact cactcaccac actcacttgc tgtcccaggt cacatccatc 180 
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gggtagagaa tctaagaggc tgagctagct cccgccacca gcccagccca ccccacctgg 240 

ccccttcctt ccttctacaa aatatgcacc acctgtcaaa gggtgggcag tgccaggcct 300 

gcatacagag cactgagtgt aaaagcagac atggaccctg acctccagga gcttccaatt 360 

ttcttgaaga gacaaatcag ctggcatttc agtccagtgt gatctgctct tggtgagcac 420 

agacctaggg agttggggca gcttcccaga agaactgcag tccaggctga gggcagagaa 480 

atgaggggaa tggcgaggaa ytggggagca ggggggagct cagtagagag ccaagggcgg 540 

gaggtgagaa gtccgtgttg ggccaggagc taccctccgg tggccacagc csaagtcgag 600 

gatgcctttg gaactcatcc ccacttctct ctttctgtat gtagccgtcc aagaacaagt 660 

cacctccaag tgtagccgga tcaaggcaag ccccccatct agcaagcact tgatgccacc 720 

cagaactggg cttcttcaga acaatctgag tccaggaatg atcccactca ccaggcacca 780 

gagctgcgag ggcatgggag tgatctcacc aactctgggg aagcggcaag gaattttcac 840 

ctccagcccc cagtgtccca tcctctcaca ctcaggccag actcccctgg gcagacttga 900 

ctctgtctgc cagcatatgc agagycccaa ggccacccca ccagaagtgc ccctgcctgg 960 

gttctgtccc agctccctgg gcacccagtc cttgagtccc c 1001 
<210> 247 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58525, C501T 



<400> 247 

tttcctggac acaattttag taaagtgtaa acctttatca ttctttagtg tctgtattag 60 

tctgttctcg cattgctata aagaattacc tgagactggg taaagaaaag aagtttaatt 120 

ggctcacggt tccacaggcc gtacaggaag catggctggg gaggcctcag gaagcttaaa 180 

atcagggcac aaggtgaaga ggaaggaggc aygtccacat ggttggagca. ggaggaagag 240 

agcgaagagg gagtgctaca cacttttaaa caaccagatc tcgctaagaa ctcactatca 300 

cgacaacagc aaggagcaag tctgccccca tgatccaatc acctctcacc atgcmcctcc 360 

tccaatacta ggggattaaa attcaacatg agatttgagt ggggacacaa atccaaacca 420 

tatcagtgtc catgtctatt cctaattagc ttttaacttt gtactcagcg tattaatttc 480 

tgagagctac tgtaacagtg ycaccaactg ggtaactgtt tgttgtaaaa caaacacatc 540 

ctctcacagt tttacaactg tttgttgtaa aaccaatgca ttctctcaca gttcttgagg 600 

ctaggtgtct gaaataaagg tgtgggctgg accatgctcc ctctgaagcc ttgaaggaag 660 

aatccttgcc tgcctcttcc agcctctggc agttgctagc aacccctggc attcctttac 720 

tcattgactc atcactccaa cctctgcctc tgtcttcata tggccctacg tctctgtttc 780 

tgtgttcaga ttttcctgtt cttacaagga cacaagagat attggattta gggcccatcc 840 

taatcaagta caaccttgtc ttaacttgat tacatctgca aagtccctaa ttccaaatag 900 

gagcatattc acaggtttca gttggacacg aattttgttg gggggacact actcaatcta 960 

gtacaatcag ctattaatgt agctgatgca ggattttttg c 1001 
<210> 248 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58533, T501C 



<400> 248 

atttgactta gaaatcctca gtagacatta tgaaattaga gatcagtaat gttctagttg 60 

aaaaagacat atacttgata aaattgcttc ttattctttt ggcgttactg tggttaagag 120 

tcttgtgctg taatgatctc agttaaaaat agtaaaaaga atctcttgaa tattgtggtg 180 

gactctgcac agttcatgca acaagaggca tggttacctg cccatatagc tttgtttgta 240 

tcagccagtt gaaatgtcaa catggttcct tatccactga ataatttcac aaccctcctc 300 

ttaatttggt tgctttggac acattctatc ctggaaacaa aatctaggct tcataataca 360 

ttcggaaata atagattcat gttctttttt tccagctggt actggtagag tttacacatt 420 

tactcctgca ccataggaac agctgcttaa aaagctgaag tgtgtatttg attccattac 480 

attggcacaa tagaaagtca ygtaaaagag ggagactctc tcagcttctc catatttgga 540 

aaattaattc ttttaagtgc tttaaaaaaa atctctacag gtggtcagac tctatgaact 600 

taggaccaga aatgacctca tcaccttcag ctggtctaaa gttgtctttg gctgctgcac 660 

acttcacaaa atcttgttaa ttatgattgt ttttcctagt tataagtcct tctggataca 720 

tttttatagc atttattttt atcgcttaca taactacata aaatattttc attggtgtca 780. 

aaatgtcatg ttattgccaa atagattcca tttcaatttc tagaaattat tggaaagtta 840 

atacccacat tttaatggca cccttgctgt ggtattaaat catgttttat tgaaattcac 900 

aagaatcaaa attacrctgc gtttatccag aataaagcac tagaacagtt actttttggc 960 

cgtcttgccc attaatttct atgcttgcac tttctcttta g 1001 
<210> 249 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58544 / A501G 



<400> 249 

gtggaatcca tgaacagttt gtaagtaaaa ttacttgttt gtttgcactg atttgctaag 60 

gaaggaaaat tttaaaagta gtcgttgttc ttaagaaagt taaatttata gtttaagtta 120 

tggtatattt tatactgggc actgtgcctt cctcataata ttcttattaa atatttgttg 180 

atttaagatg ttttttactt catcacatgt atttagcaga gtaaattctt ataaaagaat 240 

tttatcacat tcttgtgaca aagtatactc catgctaaat gtggtactaa ttacttgagt 300 

gtgaaggtga agatttttcc tggcaaattt ggaacagcag cttaaaaaat aggtaataca 360 

cagctgaaga gtctttcttt ccagattcaa ctcatatacc tactatcttg actttctcta 420 

agcctatata tttaaattct agaaaccacc acattcactt attaaacaca aatgccaagc 480 

atgcatctaa tatttattac rttacatttt tatttttatg aaatactgat tgaaacaaat 540 

agtcacccag gacaggggtc ccgaacccct ggaccacgga ctggtattag tctgtggcct 600 

gttcgtaact gggctgcaca gcaggaggtg agtggcaggt aaatgagcat tactgcctga 660 

tctccgcctc ctgtgagatc agcggcggtg ttagattctc ataagagcac aaatcctatg 720 

gtgaactgcg catgtgaggg atgtaggcgg tgtgcttctt atgagatttt aattaatgcc 780 

tgatgatttg aggtggaaca gttttatcct gaaactatcc cctctgcctc ctggccatgg 840 

aaaaattgtc tttcacgaaa ctggtccttg gtgctaaaaa ggctggggac cactgatcta 900 
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gggcatagct agtttttgcc atagctatgt cataactaga tgtgttgtga taaaatctca 960 
cctgtagatc tgagttgagc atatcagcct atttcactgt g 1001 
<210> 250 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP5B716 # C501T 



<400> 250 

gagagaaaag gaaggaaaga cgagcccact tctcaggaga ctttagggac cttagggaca 60 

cagcaagcga gtaggagtcc cagggctggg gtccaggttg cctctggagc cggtgctgtt 12 0 

ccccaggagg gcacggaacc acctccctct ctgatctgct gccatctctc ttgcctcaca 180 

gttcccgtgg gagccatgaa gctgaacgag aggagtgtag cccactatgc actcagcgac 240 

tccccagcgg accacatggg cttcctgcgc acctgggggg gcccagggac cccaccgacc 300 

cccagtggca ctggccgaag atgctggttt gtcctcaagg gcaacctgct attctccttt 360 

gagagtcgcg agggccgggc cccactgagc ctggtggtgc tggaaggctg cacagtggaa 420 

ctggccgagg ctcccgtgcc cgaggagttt gcctttgcca tctgctttga tgcccctgga 480 

gtgcgcccac acctgctggc ygcagaaggg ccggcggccc aggaggcctg ggtgaaggtg 540 

ww^l^^ww^^^ wM.c*^wi_h.w«j%3 ^wuuuuy^vjo x "*33*'33 l ' aw 3^3"^ ^* ^"133** y «*3^-*^<»y 

caggacgcac gccagagcct ggctttgcaa cgccgctcat cctggaagtc tgttgccagc 660 

cgctgtaagc cccaggctcc taaccaccga gctgcgggcc tggagaatgg ccactgcctc 720 

tccaaggaca gcagccctgt gggcttggtt gaagaagsgg gcagcaggtc tgcagggtgg 780 

gggttggctg agtgggagct gcagggccct gccagcctcc tcctaggcaa ggggcagagc 840 

cctgtgtccc ctgagacctc ctgcttctct accctgcatg actggtatgg ccaggagatc 900 

gtggagctgc ggcagtgttg gcagaagagg gcccagggga gccactcaaa atgtgaggaa 960 

caggataggc cctaagtctg ggccctttga gtcaggaaac c 1001 
<210> 251 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58736, G501A 



<400> 251 

cactctgcaa ctctagactt tgggttctgg gtacaacagt ggctcggcct gggccctggg 60 

cacatcactt cacctctcgg tgcctccgct gcctcaccca caaagtgagt gtgtcactga 120 

cagtcatcgt cctcccgcca attgcgaagg acaaaagaga ccaaagctcc gatagcacgt 180 
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acgaatgcta ggcacggccg gtctgaccac cgcgccgccg ccaggtccgg cccatggtag 240 

gctcgggtga ccctcttccc ctgaagcacc cgcagtcgcc tctgcccaag ttggtgacct 300 

cagctgggcc catgagaaac cccggccggg ccggctacga ccttgagcgg cggcctccgg 360 

gtccccacgt aagccgctac ctctcaccag tgttcggcac ctcccgatac caggcgcggt 420 

agagctcgcg caccctccgc ttggcctcgt tcatgtcccg actgaaaatg ggcttcacga 480 

aggtgctggc ggtagaagta rcttggcgga cgccgctccc cgccatcttg ccaaagcatc 540 

cactccacaa ccccacccct ttgcaagcag cgcgtgcgga ccgcgggcga atgtcttttc 600 

ccattggcta aggaggaacg ccccgcctgt atgctgggtg ggcgggagga tgactctgag 660 

gctctcggat tggctgggaa gcctctctct ggctgagcga acggtgggtg ctgcgcatgc 720 

tcatctacag aaacgccgct tggcctttgg actacaccat ctgtcgctcg ctctaacgag 780 

ccggcgttgc cgccagggga cgctcgggcc gcaggaggtc gctgggtcgt gagctggcgc 840 

cggggacgcc gagcgactgc ggggtttccc tcagcgtcct gctatccggc tgcccgccgc 900 

gctccttggt agtgtccgtg ggcgcgcagg ccttgaagaa cctcctcgtg gcgggacccc 960 

gaggtaactg ctgaggcaga taatggcgcc tgggctgcgg t 1001 
<210> 252 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58808, A501G 



<400> 252 

ccagaggttt ttcatctttt aagatggaaa ctctacccat taaacaactc ccattcccct 60 

caccccacag cccctggcaa ccaccattct actttctgct tccatgagct tgactactat 120 

acctcatatt tgtctttctg tgactggctt atttcactta gcataatgtc ctcaaggttc 180 

atccgtattg tagcatgtgt tagaatttcc ttttttttaa ggctgactca tattctattg 240 

tagtatgtcc catgttttgt ttatccattc atcagttgat gaaatttggg ttgcttctac 300 

attttgtcta ttgcgaatag tgctgctgtg aacatcagtg tacaaatatc tcttcaagac 360 

cccgatttca gttctttttg gatatacatc cagaaatggt tgctgaatta tatgataatt 420 

ctatttcaat tttctgagaa attgccatat tgttatctat aatggctaca ccatttttac 480 

attcctacca cctgagtcca rggttcccat ttgtctacag ccttgccaac acttgttatt 540 

ttctgtttat gtgatagcgg ccatcctgaa tataaagtga tgtttcatta tggtttccct 600 

ttgcatttgc cttatgatta acgatgttga gtactttttc atgtgcttgt tggcaagtga 660 

tgttctttta aatgtgtact atgttcttta tggtcaaaat aaataattta ttctgtgtaa 720 

ttttccaaac cacacaactt cttggaaggc atgtttaagt gttcacataa taaaacagta 780 

catttcttcc ttgcaaacag ccctacacca catatttttc catttctggc tctgtctgcc 840 

aacttcaatg ggctgtcctc agggttgggt tggctggagt ggccctgtgt gacaggcatg 900 

tgagtgtccc tgagcaccgt acagatacta gtctgcattg tcaaggagtg ttttaagtct 960 

ccacctcagg gtgatgactg ctttggtagg aaaggaggca a 1001 
<210> 253 

<2U> 795 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (295) . . (295) 

<223> baySNP58809, T295G 

<400> 253 

gattatatat atatttaatt atgcgtgtgt gtatatatat gtgtgtatac acacataatt 60 

aaatatatgt aatcgtgtgt atgtatatgt atgtatacac acacacataa ttaaatataa 120 

tcctgctatc tccaagagtt tctatcccaa agattatgrt ttttgttttt ttatccattt 180 

accccctttt acttagactc tgttgcttca aattcaagtt gcccactctt ctcttcccat 240 

aatctcagtg acctggttcc aaagcttgtg ctttgactca tttgaagact aaatktatct 300 

gtatgtcctc cccacatcct tttcctggga aggaactatc tcaccctcaa agtacattga 360 

ctttttaaaa aattattatt attattactt taagagacmg ggtcttgctg tgtcacctag 420 

gctggagagc agtggtatga tcatggctca ctgcagtctc gaactcctgg gctcaagtga 480 

tcctcccgcc tcagcccccc agakagctgg gactacaggt gtgtgccacc atgcccagac 540 

acttttaaaa tttatttttg gtagagacaa agtctcatgt tgttgcccag gttcatctga 600 

aattcctggc ctcaagtgat cctcctgcct cagcccccct aagcattggg attacaggtg 660 

tgagccacca tccctggcca tcattataca aatttattta tttattttca tttgattgag 720 

acaaggtgtc attctcttgc ccaggctgca gtgcagtggg acaatcatgg ctcactgtag 780 

ccttgacctc ctggg 795 
<210> 254 

<211> 756 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (256) . . (256) 

<223> baySNP58886, G256A 



<400> 254 

atagccagtt gcctagaata gaaccaacta acagtggttt tat ttt tact gcaaaaaata 60 

aaaataaaaa taggagtagt gcaagcactg ggccacatca ctacaaaaca agtgtatctc 120 

agcatctccc acgagaatac cactcaggtc aaaacatgat atagtgaagt ggggatgaaa 180 

aggatccaac catgggcaga acctggggtc tggtgccagt ggagacagcc ccagtgtcta 240 

gcatgagaca cggggratgt tccgttggag ggtgggtatg atgactctcc tgaaagcttc 300 

cctccctcca gtccagatgg cccctccatc cctcaacgtg accaaggatg gagacagcta 360 

cagcctgcgc tgggaaacaa tgaaaatgcg atacgaacac atagaccaca catttgagat 420 

ccagtacagg aaagacacgg ccacgtggaa ggtgagggcc tttgcccagg saggggagaa 480 

acactgggga gggcgggaga agggaaagca accagaggca ttccacctgc aaggcgtcgg 540 

gcccttggca ggtgaccagt gagaggtagc cactgggacg tggtgatcac taggctgtgt 600 

ggtcagcagg tcactstcct gtctcttggt gaagtaactg aggtttggaa aagtggcgtg 660 

gcttggccaa cgtgaacagc tgaccctgag tccccaggca acagaagacc ctctgggcag 720 

ggaggggttg aaaggccact gggaagaagg ttttca 756 
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<210> 255 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) ..(501) 

<223> baySNP58926 / G501A 



<400> 255 
gtcaggaggc 
acatccacct 
cccagcacat 
gactgccctc 
cctggccctc 
cggagcagct 
acgaagaggg 
ccattcagtc 
ccaagctgtt 
ccaacttctg 
gagctcatga 
ccaccactca 
catcaggttc 
catgagcgtg 
acagacatcg 
gttacaatgc 
aagtaatcgc 
<210> 256 



tgtcaaagag 
ctgggagcgc 
gtggggcact 
ttccaagctg 
agagtgggcc 
ggcagagccg 
cagcccaggg 
ctgcacatcc 
ccccaaaaca 
■ ctgcgtccta 
gtccctggyc 
gggagctgcc 
tgacagaaag 
gtgtcctggg 
caattctgct 
aaactggtgc 
caatcacaaa 



cgcagggaca 
agacctggac 
caggctcggg 
gaattttcca 
cccaagggtg 
ggtgagcact 
accctgcctg 
ctccaacagc 
rtggtctttc 
tttgatgaaa 
tgcagacttg 
cgcgccttca 
acgtcagcag 
gacgggagca 
ttgcaaaaag 
ccagggcccc 
attctacagc 



ggaaggccag 
tcacccaggt 
ccctgcaacg 
gggcactgaa 
rcccccatga 
gcagggagca 
cagagacagc 
taatccaacc 
tggaagacaa 
ctcagcatcg 
gcccagcaag 
cctctccggg 
gaggtccaca 
gcaggaagga 
acctccaaaa 
cattccccaa 
agcaggcggg 



caccaggtgc 
gcacggccag 
agaatgaggg 
gacgaattsa 
aggagagcct 
cacgtccaca 
cgtgaaacca 
accagcggcc 
cccatcttct 
ccgcrtgctc 
aggtggcacc 
ggagcgacac 
gcctgcagag 
agccggccag 
caggcttgtt 
tcttgggaat 



aggaggaccc 
ggcagccaac 
tggcagagca 
gaagtagcag 
cacctggtga 
catggtcctc 
tcagtactag 
gaagaaagag 
gcagtgcttc 
cygcggagac 
cagaggagcc 
tggaggcagc 
acacagttct 
cgctcccgcc 
tggagggcat 
agcagccctc 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58968, T501C 



<400> 256 

ctgcgcccag ccaccacttt caatataaaa aggaagatac gctgcatatg tttttaaagt 60 

aaaaaacctt caagttctgg ggttgctgga gaagacacaa gcatgaaaat gcactgctat 120 

gcacagccac agccaaaatg aaaccagaaa tcacaggctc tagaaatcat aggctctagg 180 

agtctgtgca taagcctcat cagacaaatg attagaaacc attctggaag ccraccaaaag 240 

ctamgaacaa gtggacccca ggggaaggag gatcctgggg gaaggaggac acctctcaag 300 
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agaagcaaac gcctcacacc gcagggtaca cagccctgag gcccctgtgg catccccagc 360 

acaactgaga ggtcatgctc tcagggtggg tyggccgggc atgggggctc ccmcctgtaa 420 

tcccagcact gtgggaggcc gaggcgggtg gatcacgagg tcaggagatt gagaccattc 4 80 

tggctaacac ggtgaaaccc ygtctctact aaaaacacaa aaaattagcc gggtgtggtg 540 

gcgggcgcct gtagtcccag ccactcggga ggctgaggca ggagaatggc rtgaacctgg 600 

gaggcggagc ttacagcgag ctgagattgc gccactgcac tccagcctgg gcaacagagc 660 

gagactctgt ctcaaaaaaa aaaaaaaaaa aaaaaaaatc tcaacgagcc tccctggccc 720 

tgcaggtgga aggggatcta gaagagcaca caaggggctg ggtacggttg ctcatgcctg 780 

taatcccagc actttgaaag gccgaggcag gcggatcagt tgaggtcagg agttcgagac 840 

cagcttgtcc aacatggcga aaccccatct ctactaaaaa tacaaaaact agcaaggcgt 900 

agtagtgcgt gcctataatc ccagctatta cagaggctga ggcaggagaa ctgcttgaac 960 

ccagggggca gaggtttcag cgagccaaaa tcgcgccact g 1001 
<210> 257 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP58985, C501T 



<400> 257 

ccacattcag aggacctcag tccagcccct gggagggcgc aatacacgac cccacgttca 60 

ggggacctca gtccagcccc tgggagggca caacacacaa ccccacgttt aggggacctc 120 

agtccagccc ttgggagggc acaacacaca accccacgtt caggggacct cagtccagcc 180 

cctgggaggg cacaacacac aaccccacgt tcaggggacc tcagtccagc ccctggragg 240 

gtgcagagcc cctcagcgrt catggctgtg cacagtgctc cagggaagag- cctatgtgca 300 

gaccttcctg ccatctgact gcttccttga gctaaatgtc tggaagcaga attgcaggaa 360 

caaaactgcc tcccaggggt agggctggtt tggtcccggg cagtgaaaca gcccatctct 420 

aggcctctgc caggaatggc gttcccacca aaaatgcaca ccaactggac aagccagaca 480 

cactattggt gctgcgtgac ygtgtccatc tctgcccccg aggagatgag agcctcccat 540 

gtttataacc agcctgctcc aaggactgtc gtccctgctc agcatgctgg gtgggaacca 600 

cgctgccctc tcctaagctc aaactccatg ttttctttaa aaacttggca ccagggacaa 660 

agttcctcag aggaaataac tggaaatacg tgcaccctgg atcctcaggg gctgctccca 720 

gattctgact taatttatct ggaaaggggc caggaatcta tagtttcaaa agcttctcag 780 

tygattctaa tgtgaagcct gaagttgaaa accattattt atttattttt tttttttttt 840 

gaggtggagt ctcgctctgt tgcccaggct ggagtgcagt ggtgcagtct cggctcactg 900 

caacctttgc ctccctggtt caagcgattc tcctgcctca gcctcccaag tagctgggat 960 

tacaggcgtg cgccaccacg cctggctaat ttttgtattt t 1001 
<210> 258 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP59113, G501C 

<400> 258 

atgaactggg aagaaatgca tgtgaaacaa ttcagagaac atttaaatac taaactgcat 60 

gggcactgaa ggtaagcaca atagtagctt agagacttaa acaatgaatg taaaatgaag 120 

tagttaggaa agacattatt gaaaagtggg cattaaaaga tggttgtgat caataagcaa 180 

aaaggacatt ccaagagaag ggaaaagaaa atacatagag gtgagaccaa gaatgccttc 240 

ataagaaaca gtaagaagac tggtgggtct ggagagaaga gccaggcatt gtgtatatgt 300 

ggggaataat ggaaaatgat gttggataag tacactagca tcagattaaa gatgtcaaag 360 

ctaggtaaag aggtgtttag atttgataca tcaggtatca agcagtggat gaggtggatg 420 

catctaatag aaggatacag gataaatcag aagtgatgta atgtaggcag acacagctgt 480 

tacaaggctg ttaggtcagg scaggcgcag tggctcccgc ctgtaatcct aatactctgg 540 

gaagctgagg tgggtggatc acctgaggtc aggagttcga gaccagcctg gccaacatgg 600 

taaaaccccg cttctactaa aaatacaaaa attagtcagg tgtggtggca cacgcctgta 660 

gtcccagcta ctcaggaggc taagggaaga gaattgcttg aacccgggag gcggaggttg 720 

cagtgagctg agattgtgcc actgcactcc agcctgggca acagagcaag actctgtctc 780 

aaaaataaaa aggctgttag gtcggagcag aatggagcaa taaaaagttg gacgacagag 840 

gtgatatgga gggaaaggag aaacctaatg aaggaatgat ctgatgacat ttaaagatat 900 

tttaaaataa acagatgact tcaaagctga tacctggaat gactttaagg atggtatcac 960 

cattgacaca aacaaataat ttgtcaatag agagacagtt t 1001 
<210> 259 

<211> 1002 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> misc_f eature 

<222> (554) . . (554) 

<223> Unsure 



<220> 

<221> variation 

<222> (501) - - (501) 

<223> baySNP59236, A501G 



<400> 259 

gaatgctgca gtgagaatgg atgggtctaa actgacgccc acaggccccg ccaggtgcag 60 

ccagcgcctc gggctcttgc cacaccttct tcctaggctc cctgagaagc rgagccacag 120 

caatgacagg ctggggacac aggcctcctc aggcctgccc tggtgttccc ccctgaagag 180 

gacgccaagc cttgttccca mctggcccac tggtcctcat gggcctctgg agacccacag 240 

gagctcacac ttgcttgctg gccaggataa gacaccaaga aggatccagg gctcagcggg 300 

cccagctcaa ctgtgggtcc ctgactgtcc tgccctcagg ggtcccccag accctgctgc 360 
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tcctgctcaa gcagacctgc cctagctttt agggttttag gaagattccc caaatggcca 420 

caaacctaat agggcagcac agacgggatg ttgcgggtgc atctgtatgt atgtgtgcac 480 

aggtgcctgt gcatgtgtac rtgtgygcat agacctgtat gtacatctgt ctccatgtac 540 

gtatgtctgt gtgngcacag atgcgatact gcgggtgcat ctgcatatgt gtgcacaggt 600 

gcctgtgcat gtgtacatgt gtgcatagac ctgtgtgtgc atctgtctcc atgtacgtat 660 

gtctgtgtgt ggcacagatg ggatactgyg ggtgcatctg catgtgtgta cacaggtgcc . 720 

tgtgcatgtg tacatgtgtg catagacctg tgtgtacatc tgtctccatg tacgtatgtc 780 

tgtgtgtggc acagatggga tactgcgggt gcatctgcat atgtgtgcac aggtgcctgt 840 

gcatgtgtac atgtgtgcat agacctgtat gtgcatctgt ctccatgtac gtatgtctgt 900 

gtrtggcaca gatgggatac tgcgggtgca tctgcatgtg tgtacacagg tgcctgtgca 960 

tgtgtacatg tgtgcataga cctgtatgtg catctgtctc ca 1002 
<210> 260 

<211> 1002 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> mis cofeature 

<222> (549) . . (549) 

<223> Unsure 

<220> 

<221> variation 

<222> (501) . • (501) 

<223> baySNP59237. T501C 



<400> 260 

ctgcagtgag aatggatggg tctaaactga cgcccacagg ccccgccagg tgcagccagc 60 

gcctcgggct cttgccacac cttcttccta ggctccctga gaagcrgagc cacagcaatg 120 

acaggctggg gacacaggcc tcctcaggcc tgccctggtg ttcccccctg aagaggacgc 180 

caagccttgt tcccamctgg cccactggtc ctcatgggcc tctggagacc cacaggagct 240 

cacacttgct tgctggccag gataagacac caagaaggat ccagggctca gcgggcccag 300 

ctcaactgtg ggtccctgac tgtcctgccc tcaggggtcc cccagaccct gctgctcctg 360 

ctcaagcaga cctgccctag cttttagggt tttaggaaga ttccccaaat ggccacaaac 420 

ctaatagggc agcacagacg ggatgttgcg ggtgcatctg tatgtatgtg tgcacaggtg 480 

cctgtgcatg tgtacrtgtg ygcatagacc tgtatgtaca tctgtctcca tgtacgtatg 540 

tctgtgtgng cacagatgcg atactgcggg tgcatctgca tatgtgtgca caggtgcctg 600 

tgcatgtgta catgtgtgca tagacctgtg tgtgcatctg tctccatgta cgtatgtctg 660 

tgtgtggcac agatgggata ctgygggtgc atctgcatgt gtgtacacag gtgcctgtgc 720 

atgtgtacat gtgtgcatag acctgtgtgt acatctgtct ccatgtacgt atgtctgtgt 780 

gtggcacaga tgggatactg cgggtgcatc tgcatatgtg tgcacaggtg cctgtgcatg 840 

tgtacatgtg tgcatagacc tgtatgtgca tctgtctcca tgtacgtatg tctgtgtrtg 900 

gcacagatgg gatactgcgg gtgcatctgc atgtgtgtac acaggtgcct gtgcatgtgt 960 

acatgtgtgc atagacctgt atgtgcatct gtctccatgt ac 1002 
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<210> 261 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP59267, C501T 



<400> 261 

cagacctgag ggtgtgaaag gtgcccgtga cctcccgcat cagggagctg gccgccaccc 60 

tcgactcccg gggagcaggc gtcccgcgac cccctcatct accaggccat ctgagctggg 120 

cggcgcctca cctccgctcc cgggggagcc ggcctcaggg taggcatgcg ccctgggtgg 180 

gagcaggtcg tggccgccgc cctcctggca gctctggctg agcagccgcc gcagcatctg 240 

attctccttc aggaggcgca cctgcttctt caggtccgcg ttctcgctca ggagccggct 300 

catcagctcg ccgcc.ttcag ccatggcggg tgcgtccctc cttgtccctc acggctcctg 360 

cagccccatg gaggtgggag cccagagccc gcaggcacca cagaaacagc ccaggcacgg 420 

agttccgtag ccaccaccgc cttccacgcc ttgtgatgtc actgccctag tgatgaggtg 480 

cccagcaccc tgcctgcccc ygcgatggct catggccccg ttgaggcagt gaagctggag 540 

gcccgtggcg tgcacaggca gccactccca cattatgacc agggcccgag aatgccaagg 600 

acattaggca gctacgggat gtagcgactg tactccaaga ggggcgtcca agccactccc 660 

cattgagcgg cccagccagg gtcgggtgtc caccctgtgt ggtgtcctca agctgggtgg 720 

ggacgctgcc ttcacccgag taacatgtgg gctgcacttc ccataggacc tgcccaggac 780 

acagggttcc cagtgcagct tcctgtggac cctggcaccc agggcagcaa ctgatgtgca 840 

ggtgttcatc agggtccgtc cttggcaccc acacttgagg agggagggac tggcaagggc 900 

agtgggagga gaccagcatg tgggggagac cagcctggtg gggagaccag cttgtggggg 960 

agaccagtct gcgggggaga ccagcctggg gaggagacca g 1001 
<210> 262 



<211> 1001 
<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP59352, T501C 



<400> 262 

cactgcagcc tccacctccc gggttcaagc aattctccct gcctcagcct cccgagtagc 60 

tgagattaca ggcacctgcc accacgccca gctaattttt gtatttttag tagagacagg 120 

gtttcaccat cttggccagg ttggtctcga gctcctgacc tagtgatctg cccaccttgg 180 

cctcccaaag tgctgggatt acaggtgtga gccactatgc ccggcccctt attcattttt 240 

attgcacaca atcaaacata ttaacttcct aaacttctta gtaactttcc aaacaaatta 300 
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tgggagagaa tcagctgtta ggttgggact gtattagagg ctatttctgt tgtcaatttt 360 

gtggacaaac aatttgtcct gtatagagac taaattcttg atcagctatt tcaacactgc 420 

ttgcaaaacc ctcatctaat tcttcatctc cttgaccatt ggctctgctg ggctcttgct 480 

ctgaataaat tgcactgcca yatttctcca ctccttgsct gyagggtctt tctagaaaga 540 

gctatgagtc aattcctgta ggtcacccac agattcatac aattggatct caatggggct 600 

ttcactgata cttttcaagg cttcccttca ccacctgatg aggggctcac tctccacacc 660 

ccccaagccc ctgacttcat tcccactctc acattctctg ctgataacct caactcttgc 720 

tttatgaaga agtcattgca agtagggcag aggggaaaga aggaagaacr ccaaagggaa 780 

aaagtcaaga aagaacagag tgagaaaatg agacaggctg agagggggtg ctttggtagc 840 

aggcaggcag aggagaatga tcttcccatt tcatggcatg gaagaaggaa gaaatgctct 900 

tctatgcgcc agctgcctta ctcagtcccg aggggctttt gccagccccc tgctagctcc 960 

atctcctccc actgaccttg tgatctccct ggccccaggt t 1001 
<210> 263 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP59363, C501T 



<400> 263 

ttacattttc tatcagaact gacatttact tctggtcaca cgatgttttt cttctatcac 60 

ctttaccctc ttttgtgttc tcttttctgt cttttatcct ttatcagtca aagtccagcc 120 

agaaaaacag aaaccrtgct aaatatttca aacacagggg gactactaga tagaacatgt 180 

tacaaaagca ctgggagggc tgagagagcc ayaacgagga gaggggagga agatgagcta 240 

ccacagagat tggaaattcc aggaagctgt gattttccct aggactgaag gaaccaaaca 300 

agggggttct agagcccagt agcacagtgg tggctgaccc tgctggaggc tgcagctgct 360 

attcaaagaa atcmctgctg cactgtagat agcaacaaga ggccattgga agctgcagct 420 

acctgctgct gctgctgctg ctgctgctgc tgctgctgct gctgctgctg ctgctgctgc 480 

tgctgggtct agagccatct ytgggccctg taggtattgg ccacttctgg ccatcaccca 540 

cagcagccac agctgggacg gagcagagca tgagatggca ggaatggcat -tgaggccaaa 600 

taggcaatga caggcacatt ccctcaatcc gttcacctct cagtcttgct ttctcttaat 660 

tcttctacat tgctcttttc cttccctcac tacatgcaat tgacccacgt tcattgagca 720 

cctaacatgt gccaggaatt gggctagaat tggggggaca agaggagtgg atttggaaat 780 

ataaaagcag tgacctgttt tcaagctgct tacagatcag aaatacccct ctcacagttt 840 

tttttttttt tttttttttt tttttttttt tttttttttt ggggaggcgg gaagataagc 900 

ttctagaaat gagtcctttt aagttccctc cacttttccc ttactggagt tctttttgtt 960 

taaatcttag ggcagcttct taccgatttg ctcagtcagt g 1001 
<210> 264 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP59368, C501T 

<400> 264 

tccaaatcca aagtccacca ccttaaccac cacaataaaa gccacattgg tctctagcat 60 

ggatcagcat cctgactttg ggaaacctgt caaatggcca tcatacaagt acctcacaga 120 

gttgtctcca tttatggagt tgctgtcagt attaaatggg agataccatg ttatgtgcct 180 

atcactgtgc caagcatgga gtagattctc aaccaaaggt agccagtgct atcagcaggg 240 

ataaggatcc atgtctctcc gtaggccctt tgcaccatcc cacatctgcc tccctggtgc 300 

ttcttgtcac agccgggcat ggtgatatta tcttgggcac agcgtgatgc aatagcaaaa 360 

gctcagccct caatgagttg gtaactcagt gagagacaca ggaacaacac ccatcttgtg 420 

catcttctta gcaggattga acccacggct gttggattcc accttgaaac cctttgctct 480 

tgtggtttct gagacaatga ygtctctcca tttgctttcc tacataaaca cagactcctt 540 

tctagtctcc tttgctggct cttcattctt ttccagaact ttaratattg gtggtcctct 600 

gtgctcttcc ctcagatctc caaagagaac ttttcctagg tgatcccatc ggctcttgac 660 

tttaggtacc aatctcacat ggatagccct gaacattttt atcttcagct ttgacctttt 720 

ccctaaactc caagctccaa tatccaagaa tttatatgat ttctacaatt tgatgttttc 780 

ttggcttttt gaattgaaca tttcccaaat taaactgtaa ttccttggct gggtgtggta 840 

gctcacgcct gtaatcccag cacctcggga ggctgaggtg gatggatcac cagaggtctg 900 

gagttcaaga ccagcctggc caatgtggtg aaaccccgtc tctactaaaa atacaaaaat 960 

tagctgggca tggtggaggt gcctgtaatc ccagctactc g 1001 
<210> 265 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP59371, C501T 

<400> 265 

cattaaaatt ctagactagt gatcctcaga ctttgaatgt ggatcagaat cacctggagg 60 

gctaccctca ctttctaatt caatagaccc gaggttggaa ctgagaaatc tcaagtctga 120 

caagtttctg ggagatgtgg aggmtgcttc • tccagggacc atgctttgaa aacaactgac 180 

ataaactaag agttggcaaa ctacatcccg tgggccaatc tggcctgctg cctgtttata 240 

tgtggcccac aaactgagaa tggttttcac atctttaaat gtttgggaaa aaaagggtat 3 00 

tttgtgacac atccaaatta tgtgaaattc aaatttcagt atccataaac aaagctttat 360 

tggaacacag ccacgtgcat tcatttatgt gttgtctgtg gctgcttttg tgccacaatt 420 

gcagagttga gtagttgtga gagagaccgt ggggcccaca cacaatattt acttttgtct 480 

ctatatcttt ttcacattag ygacgccaat caacctgaca ccataaaacc ccctgagaag 540 

tccttgccta cggctgcttg ctgagggaaa cggctgcaga aagttactga caggtgtcct 600 

tgttctgtgc cacatgtgtc taatttgact tgtactggac acatgatcga agrtctggtc 660 

agtgacgtgt gtctctcctc acagctaatc aggttcacct ttatgaggat cttaactagt 720 

tatgtgggta ggcaattgtt cattgctgca gagagtataa gctaaaaaat tcctaagccc 780 

cctcaaccga ctggacagat cccctcttgg ccaaggagac cccacagcaa acttaagaac 840 

tgggttccca gccatgatgg aatgggaggc aaaacatgtc tccttatacc ccaccctttt 900 
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gtggtttaga cacaacaact catcagcatt catgttaaag tagggatcat cagactgaca 960 
atagaatatc aaattataaa cagtacctaa ggccatgcca t 1001 
<210> 266 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> . (501) . . (501) 

<223> baySNP59372, C501T 

<400> 266 

cacagctaat caggttcacc tttatgagga tcttaactag ttatg€gggt aggcaattgt 60 

tcattgctgc agagagtata agctaaaaaa ttcctaagcc ccctcaaccg actggacaga 120 

tcccctcttg gccaaggaga ccccacagca aacttaagaa ctgggttccc agccatgatg 180 

gaatgggagg caaaacatgt ctccttatac cccacccttt tgtggtttag acacaacaac 240 

tcatcagcat tcatgttaaa gtagggatca tcagactgac aatagaatat caaattataa 300 

acagtaccta aggccatgcc atgcaagggt taagtcatgc aggctacacc taaataataa 360 

actatgttct aactgccaca agggttttat ttttctctag cagctgaaca agcactggcc 420 

tcaagttaaa taatatgaaa acaatgacaa ttcatccagc cccacaggca ctgactgagc 480 

ccctgttcca ccagccatga ytactgcttc ggttggacaa gagactgatt tcaggaactt 540 

tctccagata agaagaccac caaccatgga cgggttctgg ccggtttaca gaggctgtgc 600 

agttgagtgc cttcatgtcc tgaaaagacc ttatgacata ctatgcctaa ctgtcatata 660 

ttgaaatatt aagtcttcac cctaaggtga acatgggtcg tatgttacat gcatgcttgt 720 

tcaatatgca tgtgtgggga ccacttttat gaatattcat agcctctcct ataacctgtt 780 

gaatatgtat gttcaggcaa cccggtcagc ataaagctcc tgccctaacc cctcatcctt 840 

tgaaatgctt gtctctggtc ttggctggag gctgtatttc ccagcctact ggatggccac 900 

ctcgcaggat gtaacccctt acaagaaata gtctcccctc tcttttccaa atgtatacat 960 

gttttttttt aggttaacag gtgctaaagt aaaataaaaa a 1001 
<210> 267 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223>. baySNP59443, G501A 



<400> 267 

catccacttg aggtcttgga aggtacccct 

tttcccaagt aactcatgga tcctatatta 

atatatgaaa aaactgaatg acttctatta 



aaggataaga ggggactact ctattaatcc 60 
gcaggagctc tggt aetata gtactatagc 120 
tttggagaga aacttattag taaactctca 180 
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gaagttgtat ttggaaatta tgtcttctac atgttaaaag agcttattaa atttagtctg 240 

ttttggttcc taagattcct tagtggtata taattctatt aaaatagatc agatttttcc 300 

agctagtgat ccttgaggaa atggttgctc ccctcacctg tcagaggagc tgagcctggc 360 

ctggcctagc ctgacaaagc gtggccatca gcagctttgg gtttaaccca gtttacctta 420 

caaatgttat cttgtgtgta tgctacaatg tagaaaagtt tggaaaccac tgatttgcat 480 

atgtaaagaa caagaattct rgttggtaca aacatttaaa agatacaatc tgctgtttca 540 

taaaacagtt ctccaagtaa ccatagaaac tatgaagata tttaaaagct catagatctg 600 

gttcatcaat ataaataaaa atctctaatc ataatggcaa agttaggtaa agaaataggt 660 

acattctaaa atttggtgtt tctgcatgta cctagaaacc aagcctccag ttctacrgtg 720 

aaaacttcat aatacctaag aactcagtat tcttcatttg aaaatttgac attattaagc 780 

caggtgctgt ggcttgcacc tgtaatccca gctgcttgag aggctgaagt gggaggatga 840 

cttgaggcca ggagtttgaa accagccttg gcaacataat gagaccccca tctcttacaa 900 

aataatgtaa aaaaattgta aaggaaaatt tgacagtctt gataatcact ttgagatcta 960 

taatattatt gaaatcagat ttatcaaacc acataagggc a 1001 
<210> 268 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP900080 f C501G 

<400> 268 

aatatttccc cactccagta acacaacttt ctttcatgtt tgttaagggt gctttctatg 60 

tgctgagtaa atcaaataat accatgcaat tttaatatgt aatactttaa aaatattaat 120 

aagcaatgtt tccggaatat tttgtttcca aacgtgttat actatcgctt ctctcaggga 180 

catgtgttct tcagattaac aggcgacagg aaaagatacg cctttgcatg gtaagcagtc 240 

agggagctca tgagacagag cagccccctg gcaaaggaga tgcgtccccg gcacactcat 300 

tacttgtagc tacaggaaaa ttctcaatta cggcgtcctg gctgtcaatc atctgcaart 360 

ggaccccgcc tgctccggct cagggcggtg atagtcaccg ttccggccct cctccaccgc 420 

acttcttcag aaagccgcaa ccctttcccg tcagagcccc tcccctcctc gcaccctgcc 480 

agttcggcag ccgctgcctc sagcgcgtyc aaaagcagaa acgtgtcctc cgcgggctcg 540 

tacacgtcgc tgaaggcgcc gcggcccacg tgcccgtgga acggcgtagc gaagttctcc 600 

cctgccatag tccttcgctg cgttccatgc gcgtgcgcag ggcgtgcgca tgcgcatgcg 660 

catgccctcr ccctcatgcg caggcctagg agtggggctg gcgtcccggg cgaccagtgt 720 

gttgttgttg ggtcttaatt ctaaatttgt cagtggctct ccttgaaatt gctaagtaga 780 

cagttgtata atccgtgact attgacattt gctttcttct ttggaacatt taaattttat 840 

tctgtgaact agaacctgat agtgggcatt ctgagttgtt tttgactaag gtgaatgttc 900 

tttcttcatt ctaatgatat ttggaaattc tgttttattc ctagtttgca aggatttgaa 960 

aaaatacata ataaatttta ctgttttttt gtcagctgaa c 1001 
<210> 269 



<211> 862 
<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900102, C501A 



<400> 269 

tttcacatca agtaacacta tccagggagg tggtttcaac aaaggaggaa gtataaggag ' 60 

atctaggttc aaattaatgt tgcccctagt ggtaaaggac agagaccctc agactgatga 120 

aatgcrctca gaattactta gacaaagcgg atatttgcca ctctcttccc cttttcctgt 180 

gtttttgtag tgaagagacc tgaaagaaaa aagtagggag aacataatga gaacaaatac 240 

ggtaatctct tcatttgcta gttcaagtgc tggacttggg acttaggagg ggcaatggag 300 

ccgcttagtg cctacatctg acttggactg aaatataggt gagagacaag attgtctcat 360 

atccggggaa atcataacct atgactagga cgggaagagg aagcactgcc tttacttcag 420 

tgggaatctc ggcctmagcc tgcaagccaa gtgttcacag tgagaaaagc aagagaataa 480 

gctaatactc ctgtcctgaa maaggcagcg gctccttggt aaagctactc cttgatcgat 540 

cctttgcacc ggattgttca aagtggaccc caggggagaa "gtcggagcaa agaacttacc 600 

accaagcagg tatggttttt ctttctttct cttttgctgg gggctgaccg cccttcagct 660 

ccagccaaaa gatgtgtgtg aacacaaata taccttctgt ttgaggtcag catcatagtg 720 

ggtcgtgaat catgttggcc ttgctgctgt ctcctcattt ctagggtgra aaaaaaaaag 780 

catgaaaaca atcacttaat gttgagcccc attactgatg ctctctggtc ctgcactagc 840 

ctcctagaaa aatcaccaca gg 862 
<210> 270 

<211> 1001 

<212> DNA 

<213> HcttiG Sapiens 



<220> 

<221> variation 

<222> .(501) . . (501) 

<223> baySNP900111, T501C 



<400> 270 

cagacccaaa ggaaaagaga cccaaagatc cctgcagaaa cctgagaata tttcctttac 60 

ctcagtggtt tcataatctg ttcttagttt cctgtttctg ctgtaaataa ttcactatat 120 

ttttaagaga gagaaggtca ggcccttgtg agccagaagg gatttgagag atgatgaaag 180 

ctacgtatgt tacccataac ctaaggactt ctggcaaggt ggcctacctg agctggagtc 240 

atgccttttt tccctggact tggagatacc tgtcagtgca gaaaggccta cttttgatct 300 

tggaaataag tttcctgggg tgagttctta accctttcca gctttcccac cctctttggc 360 

tttagccatg gccttctgat ctgtgtttct caggggacct gcaggcccca gatatagccc 420 

catgctgtcc tcctacccca gagcacactg ttcaggctac ttccactggt actgaaatcc 480 

agtatttcac ttactctttt yctttccaat atcctcatga cattcaatat ttcacttact 540 

ctaggtcctc cctgcctaag gcccaagtca actttctgtc cagtgggatt tgtaatccaa 600 

trcctcctag ccctagcaga atcccatgtg gataatcaga aatgtgactg gaaaaaggac 660 

agagctctat ggctgtgggt cccagtcccc actgctggca gtaagtcccc agcagtgagc 720 

tgtgtaagca ccttacattc tgcgcttggt tgaaaacagc aaggcaagca tccacttgag 780 

aaatgtcaac ccctaggaaa tcccagcctc aagtctttct catcccttgg gaagtgcaaa 840 

ttggatagag aagaaaccaa ttaaaaacaa aacaaacaaa tcatacttag atattctggc 900 

ttttctcacc agggctggat taaagcatgt acttcaaaat aataacaact taagtcaata 960 

aataaatgta aggaagtcca aatgttcacc tgaagacaac t 1001 
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<210> 271 
<211> 804 
<212> DNA 
<213> Homo Sapiens 



<220> 

<221> misc_feature 

<222> (449) . . (449) 

<223> Unsure 

<220> 

<221> variation 

<222> (304) . . (304) 

<223> baySNP900117, T304G 

<400> 271 

gggggggaag tgacagtatt tttgtatttc atgtaaggaa aacataagcc ctgaatcgct 60 

cacagttatt cagtgagagc tgggattaga agtcaggaat ctcagcttct catttggcac 120 

tgtttcttgt aagtacaaaa tagttaggga acaaacctcc gagatgctac ctggataatc 180 

aaagattcaa accaasctct tcmagaaggg tgagattcca agataatctc aacctgtctc 240 

cgcagcccca cccatgtgta cccataaaat gaattacaca gagatcgcta taggatttaa 300 

agcktttata ctaaatgtgc tgggattttg caaactatag tgtgctgtta ttgttaattt 360 

aaaaaaactc taagttagga ttgacaaatt atttctcttt agtcatttgc ttstatcacc 420 

aaagaagcaa acaaacaaac aaamaaamna agaaaaagat cttggggatg gaaatgttat 480 

aaagaatctt ttttacacta gcaatgtcta gctgaaggca gatgccctaa ttccttaatg 540 

cagatgctaa gagayggcag agttgatctt ttatcatctc ttggtgaaag cccagtaaca 600 

taagactgct ctaggctgtc tgcatgcctg tctatctaaa ttaactagct tggttgctga 660 

acaccrggtt aggctctcaa attaccctct gattctgatg tggcctgagt gtgacagtta 720 

attattggga atatcaaaac aattacccag catgatcatg taktatttaa acagtcctga 780 

cagaactgta cctttgtgaa cagt 804 
<210> 272 



<211> 1001 



<212> DNA 



<213> Homo Sapiens 



<220> 

<221> misc_feature 

<222> (347) . . (446) 

<223> Unsure 
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<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP900118, T501C 



<400> 272 
attttggcct 
gtgcctggtc 
ttggaacttc 
ttgttgagaa 
ccttgaaggt 
atagtagaga 
nnrmnTmnm) 

rmnrmprmrm 

aagaaccccc 
cttctgcctt 
cttttctcct 
cctccctcct 
gggcttttct 
gttttgatct 
caacaattac 
tactttttgt 
tgagcagatc 
<210> 273 



agagcctttg 
tctgaagtca 
ctgaccttcc 
tgttgggctt 
tagcagagat 
aggagtatgc 
rmnrmnnnnn 

tgttttgaag 
caaatgagag 
ctcttcagtt 
ccactactga 
ttggggtcct 
ggcacctttg 
tgttttaact 
gaatagttct 
agctgggttc 



aggatatttt 
atccaaagaa 
tctacatggg 
gatacatctt 
aagcagtagg 
aaagggaatc 
nnnmmrmTm 
nnnnnnaatt 
yaggtaaatg 
tacctagagg 
ttctagatac 
ttctgctcag 
ttagcccaga 
ttactatcat 
tttgctaaat 
cacaggggaa 
atgagttttg 



ttttaaaggt 
gagttccaaa 
gcttttggaa 
aattagtcct 
agtagcagct 
cccaaagatg 

gggaaaaaag 
ccaacaaagc 
aattgtttca 
tgtgcacatc 
aagaatcttc 
cctgagaagg 
agttataact 
aagttactgt 
aatagttcaa 
gaattggcag 



gcgaggatat 
atacattgaa 
cgctgcctag 
aacttgcaag 
tgcccaacag 
gcttaannnn 

gctcctcttt 
atatgccaac 
aatggcaggt 
cactctagag 
atcagtaatg 
ttcttggaaa 
atttatacgt 
ttacttataa 
taaaatgcag 



ttttttaaag 
taatttggat 
ggtcttttga 
agcaggttga 
gcagtttgcc 
rmnnmmrmn 

ggcgactcta 
gaagcccctg 
tatctccaac 
ttcctttttt 
cccaatgcct 
gtaaggagat 
ttctattctt 
atttaaaatg 
tttttttcat 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) ♦ . (501) 

<223> baySNP900120, G501A 



<400> 273 

taccttagaa agacctggaa ttctgaacgg agaggctgct tgttctctga caaactttag 60 

. aagtcaagtt ttaagtctca gtatgtttcc ataagcagca tctttccaga gaaagagcat 120 

gattgaactt aacgtaaatg ccaacacaga gtcataaacc acattaaagg ctcatcaaaa 180 

gacaaaagct gcataccttt gtcactgttt tgtttgtata cagaaaagtt cagaaaaacc 240 

actcagggcc attgatctca actcaggtga cgatgggaaa tagagctctc cgtggtgttt 300 

acagtttgct tgcaaaggcc ctatgaggca gagatcaaaa ttattttcta gttctgctgc 360 

ttttagattc ttaacataag cgttaaaatg gcatgcattt tttaatgttt ttagttaatg 420 

tgtgcttcag gtttgtgtat tgttgttttt catattcaac agaaaaggaa aaacagttcc 480 

ttagtctgga aaaagggcgc rgtgaaagag gtttttgtat ctgcctccac agattcaact 540 

gaccaatccc agccccctgt actgggacgg ctgtacctta atttgaaatg ttcatggaaa 600 

agtctataag ggaagatagc attactcaaa ttattttcag tgcaaatcgt ttcaaagggg 660 

tacaagttaa ccctgcagtt aactacataa cagtatatac acttaaattt gctgcccaga 720 

accaccctgc ctggaccatc ctgatcagcc aaggccttgt cgtaccattt gaaacatgag 780 

tttgtatgaa cttgtgggct gaagtgaaat attacactgc caacaactgt tatgttcctt 840 

ggccaatcct taattgccca gttcattcac tcatttaaca aatacctgtt aartatcttt 900 
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tgggtgccag gcactgttac aggtgctgta aataaataaa acataaaatt cttggggctt 960 
acaggcccca aaggttggtt ggctaggtga gttgagttct c 1001 
<210> 274 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900121, C501A 

<400> 274 

atacmgggac tgtggacacc actaatcttt tcactggctt tcccagtgcc cctgagtatt 60 

tccaaagaat aacctgctgt gtaggtgctc ctgaaactgg tacttttcca aatacaacaa 120 

ataattaaca agacaattaa aagacagtag tcagaagatt ccctgttatt tataggtttt 180 

tagtcttaaa cagttctaag tagttaatat tccataaaca tattcacagt agaccagaat 240 

tttgttcagc ttttaacttt cctaaagcta ctttcttcag cttattaaaa caagaccccc 300 

tagaggttat ccagacagag gagggaagat gcaagaaaag agagcagtga tttgtccaat 360 

gtcatacaag cagtcctaag aaccaggtat actgattacc ctgccccagt gtagtatttt 420 

tctactatac rattgttaac tatcaatggg taaggagtaa agttttaaat atgcacagat 4 80 

aatctttcca gctgctttta mggagacaaa gttgcactgc atgaatgaaa actcccattg 540 

tatattgtaa.ggcacatacc tgtggtttca tccgtggatt ccaccttatg taatatccca 600 

cccagagctc taggtggcgc atgctggcta ctggataaag gacatgattg gaatagctcc 660 

catagagagg attagtgaag tcttccagct ggctgyttat gtaagaccac agtgacacag 720 

tccttttagg aagattctgt aggcaggaaa aataggtaaa gattctccac cacataagcc 780 

atttacactt tagatgaaat ttgtgaagaa gtactttgtt gtcattaaaa tctctttaga 840 

ggaagtggac ttggagactt cagtgataaa ccaacttata ttaagatcag agggtactgg 900 

aaaacagtat gcagttcctc aaagagatac catatgaccc aacaattcca ctcttgtaca 960 

tatccagcaa acagaagaca tgtctgtaca aaaacttttt t 1001 
<210> 275 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900123, C501T 

<400> 275 

ctaagtagtt aatattccat aaacatattc acagtagacc agaattttgt tcagctttta 60 

actttcctaa agctactttc ttcagcttat taaaacaaga ccccctagag gttatccaga 120 

cagaggaggg aagatgcaag aaaagagagc agtgatttgt ccaatgtcat acaagcagtc 180 
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ctaagaacca ggtatactga ttaccctgcc ccagtgtagt atttttctac tatacrattg 240 

ttaactatca atgggtaagg agtaaagttt taaatatgca cagataatct ttccagctgc 300 

ttttamggag acaaagttgc actgcatgaa tgaaaactcc cattgtatat tgtaaggcac 360 

atacctgtgg tttcatccgt ggattccacc ttatgtaata tcccacccag agctctaggt 420 

ggcgcatgct ggctactgga taaaggacat gattggaata gctcccatag agaggattag 4 80 

tgaagtcttc cagctggctg yttatgtaag accacagtga cacagtcctt ttaggaagat 540 

tctgtaggca ggaaaaatag gtaaagattc tccaccacat aagccattta cactttagat 600 

gaaatttgtg aagaagtact ttgttgtcat taaaatctct ttagaggaag tggacttgga 660 

gacttcagtg ataaaccaac ttatattaag atcagagggt actggaaaac agtatgcagt 720 

tcctcaaaga gataccatat gacccaacaa ttccactctt gtacatatcc agcaaacaga 780 

agacatgtct gtacaaaaac ttttttatag atgttcaaag cagcattatt cattaacagc 840 

caagaagtgg gaacaaccta aaagtccatc aactgacgaa tggataagta aaatatatcc 90.0 

acacaatgga atattattca gccataaaaa gaaatgatat aaaatgtatg aaccttgaaa 960 

gcatattaaa ggaaaggagc tagacacaag gtttacatat t 1001 
<210> 276 

<211> 1001 

<212> DNA • 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900124, G501A 

<400> 276 

aaatgttgca gtgtatgttt tttcagctgt tggaaccaat ggcacctttc caacccatca 60 

gtgaaattaa atacmgggac tgtggacacc actaatcttt tcactggctt tcccagtgcc 120 

cctgagtatt tccaaagaat aacctgctgt gtaggtgctc ctgaaactgg tacttttcca 180 

aatacaacaa ataattaaca agacaattaa aagacagtag tcagaagatt ccctgttatt 240 

tataggtttt tagtcttaaa cagttctaag tagttaatat tccataaaca tattcacagt 300 

agaccagaat tttgttcagc ttttaacttt cctaaagcta ctttcttcag cttattaaaa 360 

caagaccccc tagaggttat ccagacagag gagggaagat gcaagaaaag agagcagtga 420 

tttgtccaat gtcatacaag cagtcctaag aaccaggtat actgattacc ctgccccagt 480 

gtagtatttt tctactatac rattgttaac tatcaatggg taaggagtaa agttttaaat 540 

atgcacagat aatctttcca gctgctttta mggagacaaa gttgcactgc atgaatgaaa 600 

actcccattg tatattgtaa ggcacatacc tgtggtttca tccgtggatt ccaccttatg 660 

taatatccca cccagagctc taggtggcgc atgctggcta ctggataaag gacatgattg 720 

gaatagctcc catagagagg attagtgaag tcttccagct ggctgyttat gtaagaccac 780 

agtgacacag tccttttagg aagattctgt aggcaggaaa aataggtaaa gattctccac 840 

cacataagcc atttacactt tagatgaaat ttgtgaagaa gtactttgtt gtcattaaaa 900 

tctctttaga ggaagtggac ttggagactt cagtgataaa ccaacttata ttaagatcag 960 

agggtactgg aaaacagtat gcagttcctc aaagagatac c 1001 
<210> 277 

<211> 1001 



<212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900132, G501A 



<400> 277 

agactgtaaa 

ctggggcatc 

ctagaatttt 

agaaatttgg 

cggccaaccg 

gtggatgaag 

gatgtggccc 

tgtgcagact 

gcaaagtaag 

acttaccatt 

ggttgagaaa 

gagctctcag 

tctgcccact 

ggacaaaagg 

gcagcaactg 

gggtccaagg 

caaatcccca 

<210> 278 



aaaccatcct 
taaggaacac 
ttcataaagc 
agaatcccaa 
gactgtagca 
cagcttctcc 
agagaaggta 
gagaagggga 
caatgtgccc 
tgttcataaa 
attagaacac 
aagcacttgg 
tgtcgctttg 
tgccgggaac 
cgacgcaact 
caggaggatc 
tctttactaa 



cggaacttgt 
tgcacaatgt 
taagggccca 
cccatgacct 
catagactgt 
ttctcccaaa 
gaccttgacc 
gctcaatccc 
rtgtgctctg 
ttgggaaatg 
taataacttg 
tgggagttga 
ctcagatata 
atggtcaacg 
gtggtgctac 
aattgaggcc 
aaatacaaca 



acaagcttct 
attcacttga 
ttggatctga 
caggaaacca 
gacacacagc 
aagctggtcc 
atcctactga 
agagaggccc 
gtttatttct 
ggacaggctt 
aggcctggtg 
gaaatgggag 
acgcttgcat 
gattggccaa 
ttaagaaagg 
aggagttcaa 
aaattaacca 



tcccttccca 
tcattctgga 
aacttaggca 
aagccataca 
cactgttcct 
ctgattacaa 
gtcttagcac 
ccactggcat 
ataatggtgg 
gtatattctg 
actgtgcatg 
aatggaaaac 
acatcagtgc 
caatgctgaa 
taaccaagga 
gaccagcctg 



cctcagcctg 
ggataatagc 
cgatagtcat 
gagacctaga 
ggggagtggt 
aggccctgga 
agtccttcca 
gaaagaggtg 
ttttcttttc 
agggggaatg 
cagactggga 
actgatggac 
tttgagagga 
attgatgaca 
gagcactttg 
gccaacatgg 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660. 
720 
780 
840 
900 
960 
1001 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900144, A501G 



<400> 278 
cagttactaa 
cttgcagcag 
aaatctgctc 
tttcttcagc 
cgaggaagga 
ccctgctgaa 
gcctccctgg 
ctctgtatgc 
ctctccattc 
ataggaccct 
caacatgata 
tcttttcagg 
tgctagcttg 
tggttactct 
cttgaggcta 



ctgtgctctt 
cctagagaga 
tccacccttc 
ttctgatttg 
gagatcaggg 
ggccacaatg 
gaattgtatc 
ctcttcatcc 
aactctgttc 
tatcaatgar 
taattcagga 
accatgactc 
tgatagcttg 
tggccaagca 
gaagactcta 



ccagaaagcc 
gcccagcatg 
tccacccttt 
attttgccag 
ccactttctg 
atcagcaagc 
tttcctttcc 
tttgtcaatg 
rttcacccct 
gatgctggta 
aaacacctaa 
ttgaaaagga 
taggataagg 
aacaatacta 
cagtcagtcc 



agagagggac 
gctgrgacag 
gcaccctgct 
tggaaagtac 
ccaggttttg 
agcctctcct 
cctcaggcct 
tcttttcatc 
ttaaacaaat 
aaggtttatg 
gtgacaactc 
gacttcacct 
catccatgag 
gtcactcacc 
tggattctgg 



tgtggctcgc 
atgttctctg 
ccgcatcatg 
cagcaggaga 
gtttggcagt 
tcacctgaag 
agggtataaa 
atgccctgct 
gctttttcat 
acaatgcata 
agagatgaaa 
tgaatcccag 
tcccctaacc 
ctgcagtatt 
tagttcccat 



ttatctcatg 
tttgccctcc 
agggtgtcct 
ttgaagggac 
ggccacactc 
ctctcactca 
gactccttct 
tttatagata 
gtgttttatg 
gaattttctt 
gctgtcaaag 
ctctgcaatt 
ccatcccaga 
agagaaactc 
ttttacacac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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acacacacac acacacatac acatattcat acatatatcc cctcttacat acactcacac 
acgtaaacac atatacacat tcacatatat tcactcatac a 
<210> 279 

<211> 1001 

<212> DMA ' 

<213> Homo Sapiens 



960 
1001 



.<220> 

<221> variation 

<222> (501).. (501) 

<223> baySNP900145, G501T 



<400> 279 
atatgtgatg 
gcagctgatg 
tgttttcccc 
gagtgtggaa 
tagtgaaatg 
cttcatttcc 
gctagggttt 
aatttctaga 
gggtgatgat 

JU ~i- A- — — — — — , 

gagagcccag 
cttctccacc 
tttgattttg 
agggccactt 
aatgatcagc 
tatctttcct 
atcctttgtc 
<210> 280 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900146, A501G 



tttactctgt 
ttggatacta 
cttctgagac 
ggatgcctct 
gtttatacct 
cttacaagag 
tggtgcagag 
ctgtttttaa 
tataagcaga 
agccagagag 
catggctgrg 
ctttgcaccc 
ccagtggaaa 
tctgccaggt 
aagcagcctc 
ttcccctcag 
aatgtctttt 



tgccaaacac 
tcgcatttca 
gacaggacac 
tcctcactgc 
acgaagagac 
cctgtcagag 
gctactgtta 
actgtcattt 
kccctagtcc 
ggactgtggc 
acagatgttc 
tgctccgcat 
gtaccagcag 
tttggtttgg 
tccttcacct 
gcctagggta 
catcatgccc 



atagagctgt 
tggttaacca 
taatttggtg 
tacattaata 
cacatttctg 
aaagagacaa 
catkaaatgt 
gctcttcatc 
ttacctcac't 
tcgcttatct 
tctgtttgcc 
catgagggtg 
gagattgaag 
cagtggccac 
gaagctctca 
taaagactcc 
tgcttttata 



gactcaggtt 
tgttttgtag 
tggcacatgg 
taaacacctt 
aatagcataa 
gaatggtatt 
atattatgta 
ataaaagaca 
. ttcccagtta 
catgcttgca 
ctccaaatct 
tccttttctt 
ggaccgagga 
actcccctgc 
ctcagcctcc 
ttctctctgt 
9 



tcatatttaa 
agttgccaat 
gttgggcatg 
ttaatgctgt 
aggtcagggt 
gcctatcaat 
taaagatttc 
gtaactacct 
ctaactgtgc 
gcagcctaga 
gctctccacc 
cagcttctga 
aggagagatc 
tgaaggccac 
ctgggaattg 
atgcctcttc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1001 



<400> 280 

attgttttcc cccttctgag acgacaggac actaatttgg tgtggcacat gggttgggca 
tggagtgtgg aaggatgcct cttcctcact gctacattaa tataaacacc ttttaatgct 
gttagtgaaa tggtttatac ctacgaagag accacatttc tgaatagcat aaaggtcagg 



60 
120 
180 
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gtcttcattt cccttacaag agcctgtcag agaaagagac aagaatggta ttgcctatca 240 

atgctagggt tttggtgcag aggctactgt tacatkaaat gtatattatg tataaagatt 300 

tcaatttcta gactgttttt aaactgtcat ttgctcttca tcataaaaga cagtaactac 360 

ctgggtgatg attataagca gakccctagt ccttacctca ctttcccagt tactaactgt 420 

gctcttccag aaagccagag agggactgtg gctcgcttat ctcatgcttg cagcagccta 480 

gagagagccc agcatggctg rgacagatgt tctctgtttg ccctccaaat ctgctctcca 540 

cccttctcca ccctttgcac cctgctccgc atcatgaggg tgtccttttc ttcagcttct 600 

gatttgattt tgccagtgga aagtaccagc aggagattga agggaccgag gaaggagaga 660 

tcagggccac tttctgccag gttttggttt ggcagtggcc acactcccct gctgaaggcc 720 

acaatgatca gcaagcagcc tctccttcac ctgaagctct cactcagcct ccctgggaat 780 

tgtatctttc ctttcccctc aggcctaggg tataaagact ccttctctct ' gtatgcctct 840 

tcatcctttg tcaatgtctt ttcatcatgc cctgctttta tagatactct ccattcaact 900 

ctgttcrttc acccctttaa acaaatgctt tttcatgtgt tttatgatag gacccttatc 960 

aatgargatg ctggtaaagg tttatgacaa tgcatagaat t 1001 
<210> 281 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900147, G501A 



<400> 281 

acatttatat atgcatgtat ataaaggcta gacacatgca tgctgaggct tggtacattt 60 

aaataaatgc ataacacctt aagttgaatt ccattctcgt ggttgctgga gaatagtcat 120 

tataactatt cttcaaaaga cctcatttgc tagtcttttt caactggaca aagaagaaac 180 

tagagtgagg aggacaaagg ctttgcacaa cttttcctac tacttgacta gcagcagact 240 

cagggctgct gagtctgcaa gcaataggaa aggctttgca gattcagatt gctttttgga 300 

gattacaatt ctgatcgatt tcagatgggc atactgtaca attatgaaat gcagatttga 360 

aatcctttta gtcaaacttt atccagaaag caattttgaa atctctctcc tcaacaatct 420 

tctagcctct gtttgaacac taccaggtca gaaagcccac cactcagagt ggggccatgt 480 

tctcttgctg agcctcacat rttctaagta atggtctcct tacactaatc tgacatctct 540 

tggtgcaagc tctgtactca acaaagacac tgaaaaatat ataatccaaa gctgatgtgg 600 

ttcatcactt tgcacagctc cttccttttt aattctacct atttttgtat gttcccactc 660 

cacttaccct gtgagataac aaaggtaaag ctaatattta aaagtaacat gtttccatgg 720 

aaaacaactg tttcttttgt gctctcatag tctggggtca tcttatcctc ttaaatgtta 780 

cagcgtttaa ctataagagt taaaaactag tgctaagtaa tgggccaata atattcctaa 840 

agtgctggga tgtactgcca taaaacaaac aagaacctag gtatgtaata ttccaggatt 900 

ctaattcccc aactctaact ccaaaccatc agaccctggc ctccagctca tatatctttg 960 

actgctggac acatctgact gcagaacatc ctggaccaaa c 1001 
<210> 282 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 
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<220> 



<221> variation 

<222> (501) . . (501) 

<223> ' baySNP900196, G501A 



<400> 282 

attagaaaca ctgcaccaag cattagcaat aatatagagc aactagaatt cttataactt 60 

gctggtgggt gtgtaaattg gtgcacacaa tttgtatctc ttgttgctat taacaacaag 120 

aagactcaaa taccaaagga agtcaaaaat gggacaactc tattttaatt tagcagaaaa 180 

agatcttagg gtaagtattc cttaaagtgt ctaatacctt tatctgacta caacaactca 240 

tgtaagtaag agtaactaaa atatatatct agaagttata tacacactga tttggccaaa 300 

aaccctaaaa agtattaaat atacayatat ttagttagta aaaacaaacc cctgtgtatt 360 

gctaactact tctgtaaaat ttactcttca gtagaaattc atgttcaaga gtcttcaatc 420 

atgtaacgaa actgaaagct attaaaatta ttctgccaat ggctcttctg gcaataactt 480 

aaaatacctt ggctgacact rcagagttag agacagccat gtgttatcca tatataaaac 540 

gaagaaattg tctcaacagt ttgtgaatca tatggaggtt ttactaggct ctttcctaag 600 

gccacaaata gtaatcagtt tggctttgtg taatatattc tccaagcatg cctagaggca 660 

agttagtact ttatttttat gaggctccaa aggttataca tcaaatgatt ggtaggcagg 720 

ttcttcaatt ctgataaaca gatctcagga gaaaaccaaa aacatgatta gagaaaatac 780 

caggctaggt gggcataatc gtgagaacta ggaaatgatc cttcatcaca atgaccttca 840 

cttcattgaa gtaaaggcaa aaaaaaatgt atttgctatg atttcattaa ctttctttta 900 

taaagtgtat ctctaaaatt atgatcgcat agtcgaggac ttgcatgttg gcggaggaaa 960 

aaactctttg aactgagtac ctaaaaataa taaaagtttc a 1001 
<210> 283 



<211> 841 
<212> DNA 



<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900200, G501A 

<400> 283 

acgttggggt aggagtctat cattagccag gtagcctggg ttatgaattt ctttgttata 60 

atctccatac ttggcttgaa cagcatagga agccagaaga actgcagttt ctgtcggaca 120 

atatatctca tcctttaaga tggcttcttt aacttgcaag aagaagagtc tctgggttat 180 

ttcttgaatt aattcctcag aaacatcttc aggaaagaat ttagctctaa acttgaactg 240 

taaaggatcc ttctcttttt taacatcttg ctgcgtcacc tttttattta gttgaagcca 300 

tgtagaataa cctctgctgt ctacatactg cagccccaaa aaccagacct cgcgcaaacc 360 

aactattttc accacatggt caaaaagttg tttgccagtt gttttgggct gaatggcaaa 420 

tttccagctc agcatccatt gtagttactg ttacgttgat tggttccggc attttctttc 480 

tctttttgtt atcttcttaa raaattcttc acttcgatga attctgttgt cactttccgg 540 

agagcgagcg gctcctgccc gacggcgtgt gtctggggcg ctgcfgggct gcggggctgc 600 

ggcagggagg gagaggcggt gctgcgggct ccgggccgcg ggagaccaga ggcgccgccg 660 

ccaccgcaga cagctccgcg atggacataa ggttttcagt gagaagagtt tttaaaaaaa- 720 

atttagcgtt tcctccttgg aagaatttta caaataagac atcaagttgg tcacagagaa 780 

ggatcttgac gttgtaacca gtcctgcatc ccagtcaggg ctctctctgg tagatgagga 840 

t 841 
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<210> 284 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 

<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900204, C501G 

<400> 284 

agaagctacc ccacaggcaa tcgcatggga ctcagatgtt aatggacaat aagcttttat 60 

tgcacagaaa ggtcattgca gtcagaggtt ggggattgct tgctgctaca gccgaatgga 120 

ttctattctg accaatacag aaggaaagaa atcatagacg ccctgcytga gcagaaggga 180 

ggtgatagat gaaatgaact gtatgaagat ccaccagcct ggcccacacg tggaagaagg 240 

actggcccgt cttcttgaag cccaagctct ggtagaggcc catggcagag agctggatgt 300 

tgctggtgtc caggacaact tcactgtagc cctagtcccg ggcaaactgg aggacagtcc 360 

tgaccagggc ttttgctatc ccctgaecac ggtgctcatt gtccacagag agatgaaaca 420 

gctgcaaccg cttctccctc aaggtgggat catcaacggg cagagctcct actgtgccca 480 

ccaccttctc ttcagattca sccacccaga agcaggagcc acactcactc aggtaggatt 540 

tggtgatgtc agacatgtct gtgcgcaatg ctatgtctac ataccgcgtc cagggttttt 600 

tggcaaggaa ccacagggca ggaaggaggc tgaggctgaa cacgagggcc agaatccagg . 660 

agccagagac caggagtagg gcaagggccc ccccaagtaa gagtatgagg gttcgaggca 720 

gcttcagtaa tcgccggaag gtggctgggg cgtgttcggc catcccccsg gagagcaagc 780 

ccacgaccta cttgcggtcg ctctcctggt atttgcggat gtgataagga gccatggaca 840 

gacttctgtg tctgaagtca ctgagtccag gaaacagagc taggcctccc tgcacgcctt 900 

tacgccaggc ctggggaaga gagaggaaac cacgtgagtg cctgcatggc tcccagcctt 960 

' gcaggaacag ggagacctgc ttaagggtgt gtctttccgc g 1001 
<210> 285 

<211> 1001 

<212> DMA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900205, C501G 



<400> 285 

ctggtagagg cccatggcag agagctggat gttgctggtg tccaggacaa cttcactgta 60 

gccctagtcc cgggcaaact ggaggacagt cctgaccagg gcttttgcta tcccctgacc 120 

acggtgctca ttgtccacag agagatgaaa cagctgcaac cgcttctccc tcaaggtggg 180 

atcatcaacg ggcagagctc ctactgtgcc caccaccttc tcttcagatt casccaccca 240 

gaagcaggag ccacactcac tcaggtagga tttggtgatg tcagacatgt ctgtgcgcaa 300 
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tgctatgtct acataccgcg tccagggttt tttggcaagg aaccacaggg caggaaggag 360 

gctgaggctg aacacgaggg ccagaatcca ggagccagag accaggagta gggcaagggc 420 

ccccccaagt aagagtatga gggttcgagg cagcttcagt aatcgccgga aggtggctgg 480 

ggcgtgttcg gccatccccc sggagagcaa gcccacgacc tacttgcggt cgctctcctg 540 

gtatttgcgg atgtgataag gagccatgga cagacttctg tgtctgaagt cactgagtcc 600 

aggaaacaga gctaggcctc cctgcacgcc tttacgccag gcctggggaa gagagaggaa 660 

accacgtgag tgcctgcatg gctcccagcc ttgcaggaac agggagacct gcttaagggt 720 

gtgtctttcc gcgtttgccc atgaggaagc aggcctctgc cactgggaga aggtagcatg 780 

agaaagacct gcattggaat ctggctccat gcctttctag ctgtgtgacc ttgggcatgt 840 

cacttaacct ctctgagcct ccacttcttc atctatagaa caggggagaa gaaaacctgc 900 

cttctagagt tgtttcgaag attgaataaa ataccttcta taaagccctg atagatgaac 960 

tacccaccac tcttccctct gtttcctttt tctggctctc t 1001 
<210> 286 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501) 

<223> baySNP900223, A501G 



<400> 286 

agaatttctg - attaatattt ctctaatctt ctccaggatt ggacaaagct acattccttg 60 

gttgtacgac aaggcccagc cacaaaacag agtccactgg gagattcctt gttttctgtt 120 

ctctgagaat gtttcaactt tattctagat tctacataga atctaccgga tttggggatt 180 

catctattgg caccaaacat ggcacagggc ccaagagatg tgcttggaga caaggtaaga 240 

agtaaagcct gagtgcccaa taaaaccttt agtggacaaa cacttccgaa ttaggaccac 300 

agctgcttgg caggctgact cctctcttta cagcaaacct ggttgttagg gtgataggaa 360 

gtaatgaaat ggggagagga ttgtgaaatg ttacatggaa aaaggggctt ctgggccata 420 

tataagtcat gttccaaata tatacctctg aataagagga aagcagtcca taacccagct 480 

cccaggcatt gcgtggcatc rtgatatcaa taaaaccccc tccgatttct ccaagcctgt 540 

ctctgtcttc atttatatta cactggggtc ctgaatggct atgattcttg agaaaggagt 600 

ccagttccct gaaatatcta tgttcaggag aaggagccca atactagtaa aatgggtccc 660 

ctcgagccca aaattaatca attgatggaa caagcatctt gctttaaaaa taattgagat 720 

tgcaatttat ttacttctgc ctctgacaga agttttaaaa agaaagactt aggctgccct 780 

aataccttga gtgaaagagg aaattttccg ttgattattc ttattttttt cccatacctt 840 

caaagttaag ctttgaatgt gaaatggaaa ctggagacca acacagcctc atggccaggc 900 

aaacattggt gtaggagtca ggcccaggac ccaggttcca gtctatctct tactagcttt 960 

gggacttggg gcaagtttct tacctccctc cagcatagct t 1001 
<210> 287 



<211> 1001 
<c212> DNA 



<213> Homo Sapiens 
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<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900225, T501C 



<400> 287 

catctgcctc caggaaccag acccgtctag ttccctatgt cctccatggc ctgatagcct 60 

ctgtctccaa tcttctatat tctaaacacc acgattttgt cttcaggggc taccaaaaag 120 

caaggtgatt tcagcagccc ccgtatctgt tctacagggc attgttccca ggtgcaaaac 180 

ctgatctcta agttctggtg caaactctta ggacctttcc tagccccaga ccaatgtaca 240 

ctgtgtacac tgtgattcct acggaatacc tgagtaccgc agatgactct gattcagcta 300 

tgtgacacag gctcaacygc tacacgctgc agtgtgttga agacgacaaa agtcaactga 360 

agagacccag ttccaaaggc atgcaagcta cgtgcaagag gtcaaactag ttgggaaaaa 420 

aaaaaaacag aatttcagaa taattctgaa ttttgcagtt cactctctca* cttatggact 480 

caaagttctt aagccttcaa ygatcaaaat gcagaggtga tgtctgcctg ttagccaagg 540 

aggcagtaga gcatggaatt aagaaatatg gatgggagtg aaatccaaat ctaattacag 600 

ctgtgtgact ctgagccgaa tattaagctc tatataactt agtttttaaa aaatggagtg 660 

tggcacatca tctattcatg ttgctgtaag gattaaataa atgaatcata tgtaaaatgg 720 

ccggcaggta gcaattgttg agtacctctt atgattgccc ataagaagct gttaagactg 780 

actcccagca agaataaaaa gcagtttatt aggaccattt catcaagtag aaactctgtt 840 

gattcttctg caagttctga atgaccagga gcaaaaagac aagtggtggg gctgaaccag 900 
agaaatgtgt gaggcagggg ggaatgcact tctgacttac ccctaacagc ccaaagcgtt ' 960 

cggacaggct ccagccacac agaaagtcaa tttcaaactt g 1001 
<210> 288 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) • . (501) 

<223> baySNP900227, T501G 



<400> 288 

aaatagcagc ttctcaatgt tacatatatt ttccctgttt tcttcaagac aataataata 60 

gtaataataa tgaataataa gaaaggaaca gtaagtacta taatgataat aatgattgta 120 

atggcaacaa ataatttaat aaaataaaag tgaaaaagtt atctaaatta aaggatttga 180 

gtgatgctgt aaaggtttcc attttaacaa aacatgatat ttagtgaaaa ttaattagtt 240 

tttattattt tttacagtaa ttttattacc cattaaagta caaagcttgg ccaccaagcc 300 

atctgatggg catctcaact gaataaattc acaaataaaa ataaaatcca cattcattta 360 

ttactatttg gttttctaga caaattattt tccaaacagt ttttgtctta ggccttgaag 420 

agaaaacacg gtgagactac cagggtgatg gttgtctctc agctcatcag attagatatg 480 

gcatagataa tctgtgtcca kttaaatttt gctaacgtat tagagatttc attaaaatgc 540 

tttgatgtgt tgagatctta acatattttg aagtcataaa atcacacaca cacatacata 600 

cacacacact cttttttaag tgctttccag tgtctatcta atttattatt attattatca 660 

ttatttattg tggcacagtg gtcccaaggt tgtgtttaat cctttcagat ctacttaagt 720 

tctctaagtg gcagtagaca atcattggtt ttcctgatca catccataac tcatctttct 780 

caattcaaat agacaataat ttaattattt tattcattgt gtgagtttcc tttataattt 840 

gcttcaygta caggttggaa atatttagca tatcctactg agaagataca gcctttggga 900 
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aaccattggc agaaatgaat agttgtcttt gttacttaga agtattgtcc tctggaaaaa 960 
ctgaagggtc tagagcagtg ctgagaaata tcttttagtt c 1001 
<210> 289 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) (501). 

<223> baySNP900233, T501A 

<400> 289 u 

atggttttcc acattaaccg gttacattag attacaataa gaaaaaaact taattcactt 60 

tctgcattta tcttctgttt ctcccaaata gatggcagta cttttcctac tgacttaatt 120 

catggtagag tgagagacaa agagcaccta taaattaagg ttaaactgag tcttaaaaca 180 

catggaataa tactaccgta acaaaagcta tttgtcagtg ttatggtttg gtattaagac 240 

atacacatag tttatgcctt actctgaaat gaagacgact gagtatttcc gtagatgcta 300 

atttaggctg ttatctgcat tttgaagtcc tccaagacct gtattttcca cttgaatttt 360 

gtcttttcag acttattcag aatcttttcc aaatagaacc tcaagtttca caataaaaag 420 

gaatgtggga ggggggagta gaaagtggag aaagagaagg agaagaaaaa gatgtattag 480 

agagacaggc tctacaaggt wcccaagaaa ccaccttcct gccagacctc aaagaaggct 540 

gccttgtgaa tgagtgaagc tcatctatgg gtatcaaagg aagaattatt caatcaatga €00 

tgatggaaaa acagccattt ggggaaaaaa atccactttt caaagtctct ataccaaata 660 

atttccacat taattaaagt gattaattaa ttaaagtgat taattaacct ccacattaat 720 

taaagtgatt aaacatttta aattataaac atgagcaaaa aatagagtac aatacatatc 780 

aattctgagt gtatagcact gaagcaataa gaaaaaatag ggacaatgga tkataatatt 840 

tttaaaaact caatgtagta acaattaaca aaaatctgtt cttaaaaatc aaccttgtaa 900 

aatatatttg cagagaataa tagcaaatat tctacagaaa taaacacaaa tagtaaacac 960 

attgaaaaat atttatcttc actattttta aaaaagcatt c 1001 
<210> 290 



<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501). 

<223> baySNP900236, C501T 



<400> 290 

cccttgagag gttggcaggt tagacctggc tcgtctcttg gggactggga atccaggtgg 60 

ggaagtttgc cttgggattc agccctggga tggcgtgacc tgggaagaga gaagctgggg 120 

tgtcagtgct attacccaaa gttttaaagc aagccctaag ttcctgcgtg cctcccacag 180 
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aggtggggcg ggcatttgga agtgctttgg gcaggttggt ggcacaggcc tggcactggg 240 

tcagagtcca gtcctccaca ggctgcgttt cagtggcagg agttatcagt gcaggacgct 300 

gggcacaggg tggcccccag acctggagtt ctggggacac agggcaggga gactagtaat 360 

ggagaggcag agactcagcc cagggaaaca ggaggatagc agggcagaaa cccagtcaga 420 

tagaattcag gggtaagacg gatctatgct gtgccagggg gctgctggtt taaggtcttg 480 

gaattttaaa atttttttct ygtggattat acttataatt atttattaat agatatttat 540 

tacaattgca tattatgtat tgttttggct aagagagaga tgattggtct ttggttctac 600 

agtgggacac agcttcgagt ggaaggggga gagggcacag ctctggggaa ctcaggagct 660 

aagcagggca ttgcattttc tgaacatctc ttatttggcc actttcttct cttttcctct 720 

tcctctctct cttctttatc cctcagtcat ttccttctct ttctttacca ttcccttcat 780 

gttttctggt tatttttttc cctttaagaa gaaataaagc tgataagata gctcaaatgg 840 

cccagtgccc ctccatcccc cagagacatc tcaccctctt accatttgcc agttgctcag 900 

cggttatctt tctgtgtctt tctgaatgat ttccatttta accacgtggg gcccctgggc 960 

tgctgataat tcgtgactca tgtttcttaa gaatgctttt c 1001 
<210> 291 

<211> 1001 

<212> DNA 

<213> Homo Sapiens 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900241, C501G 



<400> 291 

ggagaattgc ttaagtccag acagttgagc ctgcatgggc catgatcatg ccacttcact 60 

ccagcctgga caacagagtg agaccccatc tcaaaaaaaa aaaaaaaaaa aaaaaaataw 120 

atatatatat atatatatat atatatatgt aaactgccat ctactctacc ttgttccttc 180 

atgaatactg tgacaacccc tccccactcc aaaataaggc agatatgtat atttacctct 240 

acaaaattaa aaagaatagt atgatggtta agtaagtgtt ttaaaggtct gcgttattac 300 

tgttttttca atatttttcc cctaagatca agctagtctt aatacttttc tycatggcta 360 

atcatctcat tactgtattt actagcactg cagcacagtg ctcagaagtt tctagatact 420 

ctgggaaaca gtgaaatgaa ttttccctaa attcatctgg gagagtgaaa actaaatgaa 480 

ttatttagaa ttgcagaatg scatttgtga aaacccagta atgctaacca gtcatagaat 540 

atattgacca atatacagat attattttta aagtcttatt tcccagacat ggtttagtgg 600 

aaagaaaggc actggagtca atctgattat cttcagcatg ttgttacatc tgttacactt 660 

cagtgtcttc atttgcaaaa tgagccttca tcacagacct cttttaagaa ttatgataac 720 

caatgtgaac tttaagctgt acagacatca tcaatagaaa ttttaacaaa ttctatttta 780 

tcttttcctt ctctccctat ctaagtctgt taagtaacaa ttttgagaat aagttatcaa 840 

aatgactctg ttgcaagcca tcattatttt tctttctatg ccttaaactt atcatttatg 900 

ttacctaaca ggaaaatgaa atgttctccc tcgctctctc tctctctctc tctctctctc 960 

tctccttccc cctccttccc tccctctctc tctctccccc c 1001 
<210> 292 

<211> 1001 

<212> DNA 



<213> Homo Sapiens 



WO 2004/067774 



PCT/EP2004/000539 



-177- 



<220> 

<221> variation 

<222> (501) . . (501) 

<223> baySNP900242, C501G 



<400> 292 

acctgattgc acttgttatg tattcacact gcaaagcctc ggctggcctc gcaacttctc 60 

cataatcctt gtgttcatta cctgcacctt gcctacagct gactttttac atctcttccc 120 

cctcaggcca ggcagggtgc taagactggc aaagggcatg gtggtggtgt ctgaaatgcc 180 

ttcctttctt tccccccttt cttacaggca ggctcctcca tctctcactc tccgtcacct 240 

tcaaggcctg gactttctct gggcacatca gttactccat cttgaaagta gctcaggtat 300 

actgtccaca agtctagctc ttccacagca cagtgtggag gccacacctc tgatttaagg 360 

taaggtttat cataactctt cacagtctta aactcaggta aaactgcact tagcacttgg 420 

caggagtggc ccttgccctg gracctgccc tttaaggggt ggcaaggctg gaggagggcc 480 

agagcaatat ctgttaaagt saatgactca tggcagggtc aacgagtcca aaggatcaag 540 

aggttgcact agaccagagc tgatacctct ccccgmactt ctagaccatg ctttagttgc 600 

ccaggactga agaattccct gtccatactg cccctcgcct gcttttaggt acatcttcct 660 

gaaggtgaac tgagacattg acaacgtgca agatgtggcc aagtggtggc tgtttgtggg 720 

gagtttggcc aacgtgtgga tgtgcatgct caggtgtcca caagcatgta aagggagccc 780 

ctcacagtgt tggatagagt ggtagtggga agagaaaggg agtagcctca accaggagct 840 

gggggatgac tatccaagtt caagagtaga actctgaaga gtctaagaat tttaaatttg 900 

gacctaccct tttggtcatt aggaagttat aattgcaaag ctaggagaat agagcacatt 960 

tttattfcaac gtcttgttac cttcattaaa acttaaatat t 1001 
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a. type of material 
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| | table(s) related to the sequence listing 

b. format of material 
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QT] in computer readable form 
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[x | filed together with the international applcatlon In computer readable form 
furnished subsequently to this Authority for the purpose of search 

| , | In addition, in the case that more than one version or copy. of a sequence listing and/or table relating thereto has been filed 
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application as filed or does not go beyond the application as filed, as appropriate, were furnished. 
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Box II Observations where certain claims were found unsearchable (Continuation of item 2 of first sheet) 
This International Search Report has not been established in respect of certain claims under Article 17(2)(a) for the following reasons: 

1. [][] Claims Nos.: 

because they relate to subject matter not required to be searched by this Authority, namely: 

Although claim 11 and 12 are directed to a diagnostic method practised on the 
human/animal body, the search has been carried out and based on the alleged 
effects of the compound/composition. 

2. E claims Nos; 6, 8, 9 (partially), 10 

because they relate to parts of the Internationa) Application that do not comply with the prescribed requirements to such 
an extent that no meaningful International Search can be carried out, specifically: 

see FURTHER INFORMATION sheet PCT/ISA/210 



3. | | Claims Nos; 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 

Box 111 Observations where unity of invention is lacking (Continuation of item 3 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 

see additional sheet 



1. I I As all required additional search fees were timely paid by the applicant, this International Search Report covers at) 
I — ' searchable claims. 

2. As all searchable claims could be searched without effort justifying an additional fee, this Authority did not Invite payment 
of any additional fee. 



3. I I As only some of the required additional search fees were timely paid by the applicant, this International Search Report 
■ — » covers only those claims for which fees were paid, specifically claims Nos.: 



4. | y I No required additional search fees were timely paid by the applicant. Consequently, this International Search Report Is 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 

1-16 (all partially) 



Remark on Protest | | The additional search fees were accompanied by the applicant's protest 

[ | No protest accompanied the payment of additional search fees. 



Form PCT/ISA/210 (continuation of first sheet (2)) (January 2004) 



International Application No. PCT/EP2004 /000539 



FURTHER INFORMATION CONTINUED FROM PCT/ISA/ 210 



Continuation of Box II. 1 

Although claim 11 and 12 are directed to a diagnostic method practised 
on the human/animal body, the search has been carried out and based on 
the alleged effects of the compound/composition. 



Continuation of Box II. 2 

Claims Nos.: 6, 8, 9 (partially), 10 



Present claims 6, 8-10 relate to a product (reagent) defined by 
reference to a desirable characteristic or property, namely its ability 
to bind to a polypeptide according to the present application and 
modulate the activity of said polypeptide. 

The claims cover all reagents having this characteristic or property, 
whereas the application does not provide any support within the meaning 
of Article 6 PCT and/or disclosure within the meaning of Article 5 PCT 
for such reagents. In the present case, the claims so lack support, and 
the application so lacks disclosure, that a meaningful search over the 
whole of the claimed scope is impossible. Independent of the above 
reasoning, the claims also lack clarity (Article 6 PCT). An attempt" is 
made to define the reagents by reference to a result to be achieved. 
Again, this lack of clarity in the present case is such as to render a 
meaningful search over the whole of the claimed scope impossible. 
Consequently, no search has been carried out for claims 6, 8 and 10, and 
claim 9 has been searched with respect to the expression vector of claim 
2. 

The applicant's attention is drawn to the fact that claims relating to 
inventions in respect of which no international search report has been 
established need not be the subject of an international preliminary 
examination (Rule 66.1(e) PCT). The applicant is advised that the EPO 
policy when acting as an International Preliminary Examining Authority is 
normally not to carry out a preliminary examination on matter which has 
not been searched. This is the case irrespective of whether or not the 
claims are amended following receipt of the search report or during any 
Chapter II procedure. If the application proceeds into the regional phase 
before the EPO, the applicant is reminded that a search may be carried 
out during examination before the EPO (see EPO Guideline C-VI, 8.5), 
should the problems which led to the Article 17(2) declaration be 
overcome. 
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